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Summary

A major goal of evolutionary biology is to identify the genotypes and phenotypes that underlie adaptation to
divergent environments. Stickleback fish, including the threespine stickleback (Gasterosteus aculeatus) and the
ninespine stickleback (Pungitius pungitius), have been at the forefront of research to uncover the genetic and
molecular architecture that underlies phenotypic diversity and adaptation. A wealth of quantitative trait locus
(QTL) mapping studies in sticklebacks have provided insight into long-standing questions about the
distribution of effect sizes during adaptation as well as the role of genetic linkage in facilitating adaptation.
These QTL mapping studies have also provided a basis for the identification of the genes that underlie
phenotypic diversity. These data have revealed that mutations in regulatory elements play an important role
in the evolution of phenotypic diversity in sticklebacks. Genetic and molecular studies in sticklebacks have
also led to new insights on the genetic basis of repeated evolution and suggest that the same loci are involved
about half of the time when the same phenotypes evolve independently. When the same locus is involved,
selection on standing variation and repeated mutation of the same genes have both contributed to the
evolution of similar phenotypes in independent populations.

1. Introduction

The modern tools of molecular genetics and genomics have enabled a revolution in evolutionary biology.
With these tools, we are now able to investigate long-standing questions about the genetic and molecular
changes that underlie phenotypic diversity in natural populations. Recent research in a number of plant and
animal systems has started to provide insight into fundamental questions about the genetic and molecular
architecture of phenotypic evolution, such as: (1) does phenotypic evolution occur through mutations of small
or large effect?; (2) does genetic linkage and/or pleiotropy facilitate phenotypic evolution?; (3) does
phenotypic evolution occur through changes in coding or regulatory regions of genes?; (4) when the same
phenotype evolves independently, are the same or different genetic changes involved?; and (5) when the same
genetic changes are involved, is this due to standing variation or new mutation?

The stickleback family (Gasterosteidae) of fish provides a remarkable opportunity to address these long-
standing questions. In particular, the ecology, evolution, morphology, behaviour, and physiology of the
threespine stickleback (Gasterosteus aculeatus) have been intensively studied for decades [1-3]. The ninespine
stickleback (Pungitius pungitius), which diverged from threespine stickleback approximately 13-16 million
years ago [4], has more recently been developed as an evolutionary model system [5]. In both species,
ancestral marine populations adapted to diverse freshwater habitats across the northern hemisphere since the
end of the last glacial period, approximately 15,000 years ago [2]. When comparing extant marine and
freshwater populations, extensive phenotypic diversity is observed in morphological, behavioural and
physiological traits (figure 1)[5,6]. Within freshwater, threespine sticklebacks have further adapted to different
habitats, resulting in phenotypically divergent ecotypes that have been key in the study of speciation [7,8].

With this wealth of natural history studies as a backdrop and the development of genetic and genomic tools
for the threespine stickleback, this system has emerged as an evolutionary “supermodel” [9]. Initially, a
genetic linkage map was developed for threespine stickleback using a genome-wide panel of microsatellite
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markers, which enabled quantitative trait locus (QTL) mapping studies to uncover the genetic architecture of
phenotypic differences between populations adapted to different environments [10]. In order to facilitate
identification of the genes and molecular changes that underlie QTL for phenotypic differences between
populations, a number of additional genomic resources, such as large-insert genomic libraries and physical
maps, were developed for the threespine stickleback [11-13]. These genomic tools were fundamental for the
high-quality assembly of the genome of a freshwater threespine stickleback female from Alaska [14]. The
development of next generation sequencing technologies has further revolutionized stickleback genetics and
genomics. One important technique that has now been widely used in evolutionary genomic studies,
restriction site associated DNA sequencing (RAD-seq), was developed using stickleback as one of the test
cases [15,16]. Using such next-generation sequencing approaches to create high-density genetic linkage maps
has further improved the initial genome assembly in threespine stickleback [17,18] and enabled comparison of
the threespine and ninespine stickleback genomes [19]. Finally, transgenic tools have been adapted for use in
sticklebacks [20-22]. These genetic and genomic tools have enabled dozens of QTL studies and the
identification of genes and mutations that underlie phenotypic diversity among stickleback populations
(electronic supplementary material tables S1, 52, S3). Here, we summarize how these studies in stickleback
have provided new insights into the questions posed above about the genetic and molecular architecture of
phenotypic evolution.

2. Identification of QTL reveals the genetic architecture of phenotypic diversity
in sticklebacks

To date, there have been 28 QTL studies published in threespine stickleback [10,18,23-48] and four in
ninespine stickleback [49-52](electronic supplementary material tables S1, S2). Most of these studies (19 in
threespine, 3 in ninespine) have focused on divergence between the marine and freshwater ecotypes, with a
smaller number of studies investigating divergence between freshwater ecotypes (benthic-limnetic, lake-
stream) or between two marine species in Japan (G. aculeatus, G. nipponicus). Here, we have loosely grouped
the phenotypes studied thus far in QTL mapping studies into nine categories based on their putative function
(electronic supplementary material tables S1, S2). The overwhelming majority of these QTL mapping studies
have focused on morphological phenotypes, particularly skeletal and body shape traits that are thought to be
important for adaptation to differences in feeding, predation, and flow regimes among marine and freshwater
habitats. Fewer studies have examined other morphological traits, such as pigmentation, or behavioural traits.
Thus, QTL identified in threespine stickleback do not encompass many types of morphological, behavioural
and physiological differences among stickleback populations or all axes of habitat divergence. However, this
large QTL dataset does provide an opportunity to ask what we have learned so far about the genetic
architecture of phenotypic diversity in stickleback, and how this has informed our general understanding of
the genetics of adaptation.

(a) Does phenotypic evolution occur through mutations of large or small effect?
A long-standing debate in the field of evolutionary genetics has been whether mutations of large or small
effect are more likely to contribute to adaptation [53-56]. In a model that somewhat reconciled the theoretical
debate, Orr predicted that a few mutations of large effect and many of smaller effect would contribute to the
process of adaptation [56]. Previous analyses of the distribution of effect sizes of QTL identified for body
shape and skeletal traits in stickleback provide qualitative support for Orr’s model [29,33,42,47]. With data on
the percent variance explained (PVE) for 1034 QTL from the 28 published QTL studies in threespine
stickleback, we now have a larger sample size to examine this distribution (figure 2). These distributions look
very much like what Orr had predicted, and there are no qualitative differences in the distributions among the
nine trait categories. Of course, there are several caveats to this analysis [57]. First, Orr’s predictions are
specifically about the genetic changes that underlie fitness during adaptation. Although many of these
phenotypes studied are predicted to be adaptive, given that they have evolved repeatedly in independent
populations, the fitness effects of most of these phenotypes has not been explicitly tested. Second, PVE for
small effect loci near the limit of detection is generally overestimated in crosses with fewer than 500 progeny
[58], and many of these QTL studies have analysed crosses with fewer than 500 individuals (electronic
supplementary material table S2). Third, most of the studies have only used one individual per population to
establish crosses, and so results may not be representative of the genetic variance within the population.
Finally, QTL are large regions that harbour many genes, and we do not know the effect sizes of individual
mutations, with the few exceptions discussed below. Despite these caveats, we can conclude that phenotypic
evolution of individual traits in stickleback occurs through a few mutations of large effect and many more of
smaller effect.



(b) Does genetic linkage and/or pleiotropy facilitate phenotypic evolution?

Theory has suggested that adaptation to new environments can be facilitated by tight linkage of multiple co-
selected traits [59-61]. To test whether particular genomic regions are enriched for the presence of QTL, we
examined the distribution of 1104 QTL with a known genomic location from the 28 QTL studies in threespine
stickleback. The distribution of all QTL across the 21 pairs of stickleback chromosomes is significantly
different from the random expectation, based on either the total length of the chromosome or the number of
genes on the chromosome (electronic supplementary material table S4). A significantly biased distribution of
QTL is also observed for feeding QTL (n = 422), body shape QTL (1 = 399), and defence QTL (n = 175); there
are not enough QTL in other trait categories to perform statistical analyses. Although the current dataset
might be biased because particular types of traits have been more well-studied than others or mapped in
multiple crosses, some interesting patterns emerge when examining which chromosomes have significantly
more or fewer QTL than expected (figure 3; electronic supplementary material table S4). Chromosomes I1I, VI
and XV consistently have fewer QTL than expected. Interestingly, chromosome XIX, which is the sex
chromosome in threespine stickleback [62] has somewhat fewer QTL than expected. This is despite theoretical
predictions that genes important for adaptation and speciation might be located on sex chromosomes [63], and
previous studies demonstrating that QTL for traits important for reproductive isolation between the Japan Sea
(G. nipponicus) and Pacific Ocean (G. aculeatus) sticklebacks map exclusively to the sex chromosomes [30,43].
However, many QTL studies have ignored the sex chromosome or have not properly controlled for sexual
dimorphism in their analyses. Thus, asking whether QTL for phenotypic diversity are commonly found on sex
chromosomes requires future analyses.

One of the strongest patterns to emerge is that chromosomes IV and XXI have more QTL than expected for all
QTL combined, and for all trait classes analysed. Three other chromosomes have more QTL than expected
when considering all QTL, but each of these three chromosomes is associated with a single trait category: QTL
for feeding traits are enriched on chromosome XX, QTL for body shape traits are enriched on chromosome
XV, and QTL for defence traits are enriched on chromosome VII. Although it is predicted that inversions
might facilitate clustering of adaptive phenotypes [59-61], only the trait cluster on chromosome XXI is
associated with a known inversion between marine and freshwater populations [14], suggesting that other
mechanisms might be important for the clustering of QTL in stickleback. This significant clustering of QTL
does suggest that linkage and/or pleiotropy facilitates phenotypic evolution in stickleback. However, it is
unknown whether the clustering of QTL is because a single genetic change has pleiotropic effects on multiple
phenotypes, or because there are many linked genetic changes that each affect one or a few phenotypes.
Identification of the genes that underlie these QTL, as discussed in the next section, will allow us to address
this question in the future.

3. ldentification of genes reveals the molecular architecture of phenotypic
diversity in sticklebacks

Knowledge of the genes and mutations underlying phenotypic diversity is integral to understanding the
dynamics of evolutionary change. Specific genes have now been identified that contribute to variation in
seven phenotypic traits in threespine stickleback and one in ninespine stickleback (electronic supplementary
material table S3)[25,28,38,64-70]. These phenotypes include skeletal traits important for defence (lateral
plates, pelvic spines) and feeding (tooth number), pigmentation traits, and behaviour and sensory system
traits. Although it is more difficult to identify genes that underlie QTL of small effect, the underlying genes
have been identified for QTL with effect sizes ranging from 9.9 PVE (plate size) to essentially 100 PVE (pelvic
reduction). Because QTL mapping often identifies large genomic intervals containing dozens to hundreds of
genes, additional high-resolution linkage mapping or association mapping in wild populations has been used
to narrow down the intervals. The presence of interesting candidate genes with known functions in other
systems within the QTL regions has also been crucial to the success of these studies. However, it is still
challenging to go from an excellent candidate gene to demonstrating that variation in the gene is responsible
for variation in the phenotype of interest. Several studies have used allele-specific expression assays to
demonstrate that there is differential expression of the candidate gene in a tissue consistent with the
phenotypic differences between the populations and that differential expression is due to changes in cis at the
gene itself, rather than to changes in trans elsewhere in the genome [28,38,65,68-70]. However, the gold
standard for demonstrating causality between a genetic change and a phenotypic change is to perform genetic
manipulations. Transgenic methods have been used to demonstrate that variation in the Eda gene has
pleiotropic effects on variation in lateral plate number, lateral line patterning, and schooling behaviour
[64,66,67], variation in the Pitx1 gene leads to loss of pelvic spines [68], and variation in the Gdf6 gene affects
lateral plate size [70].



(a) Does phenotypic evolution occur through changes in coding or regulatory

regions of genes?

In all cases so far, the genes identified in stickleback are developmental regulators, often with lethal or highly
deleterious effects when the coding regions are disrupted in laboratory organisms. It has been hypothesized
that mutations in the tissue-specific regulatory elements of such developmental regulatory genes would be
more likely to contribute to phenotypic evolution because such mutations are more likely to avoid the
negative pleiotropic consequences of mutations in coding changes in these genes [71,72]. The data in
sticklebacks are consistent with this hypothesis, in that regulatory and not coding changes underlie variation
in the phenotypes studied thus far (electronic supplementary material table S3). However, the data are limited
to a handful of traits, and it will be interesting to see whether these patterns hold true when genes that
underlie many different phenotypes are identified in sticklebacks and other systems.

(b) When the same phenotype evolves, are the same or different genetic

changes involved?

The repeated use of similar genes during phenotypic evolution in disparate species suggests that there may be
biases and constraints on the types of genes or mutations that can be used during phenotypic evolution [73].
Sticklebacks have repeatedly and independently adapted to similar habitats, thereby providing an
opportunity to ask whether the same or different genetic changes underlie similar phenotypic changes. QTL
mapping studies can provide a preliminary answer to this question. For example, two studies have performed
QTL mapping studies on the same suite of phenotypes in multiple crosses from independent populations
adapted to similar habitats. Both studies find that about half of the QTL are shared when independent
populations adapt to similar environments [44,47]. Remarkably, a meta-analyses conducted on published
studies that examined the genetic basis of repeated evolution also found that the same genes were involved in
about half of the cases across a diversity of traits, species and divergence times [73]. Of course, a major caveat
of these analyses is that these QTL are large, and the actual genetic changes that underlie a phenotypic change
might be different even though the phenotypes map to an overlapping QTL region. When the underlying gene
has actually been identified in stickleback, the results are consistent with the QTL studies. There are cases in
which the same gene is used in independent populations and cases in which different genes are used
(electronic supplementary material table S3). Interestingly, both mechanisms can be involved when the same
trait evolves. For example, the Pitx1 gene is responsible for the independent loss of pelvic structures in both
threespine and ninespine stickleback populations; however, there are also threespine and ninespine
populations with pelvic loss that is unlinked to mutations in Pitx1 [25,49,51,68,69]. Remarkably, it has also
been suggested that variation in the Pitx1 gene contributes to loss of hindlimbs in manatees [69], and variation
in other genes and pathways important for phenotypic evolution in sticklebacks (Kitlg, Gdf6, Eda) has also
been implicated in phenotypic evolution in humans [28,70,74,75].

(c) If the same genetic changes are found, is this due to standing variation or
new mutation?

When the same phenotypes evolve in closely related populations or species, the same genes may be involved
due to repeated selection for standing genetic variation or new mutation in these genes [76]. In sticklebacks,
selection on standing genetic variation in the marine population clearly plays an important role in adaptation
to freshwater. This was first demonstrated with the discovery that the Eda gene is the major locus that
underlies lateral plate reduction [64], a phenotype that is one of the hallmarks of most freshwater stickleback
populations across the world (figure 1). Sequencing of the region around Eda revealed that completely plated
marine sticklebacks and low plated freshwater sticklebacks have very divergent haplotypes, and that the
freshwater haplotype is found at low frequency in the marine population [64,65]. Similarly, selection on
standing variation in the marine population has also played a role in the evolution of pigmentation [28] and
likely plate size [70] in freshwater. However, selection on standing genetic variation is not the only genetic
mechanism that underlies phenotypic evolution in sticklebacks, and new mutation is also important. For
example, multiple independent deletions of the same enhancer in the Pitx1 gene underlie the loss of pelvic
spines that has occurred repeatedly in freshwater populations [68]. Interestingly, the Pitx1 gene is located in a
region of the stickleback genome that is predicted to be physically fragile, suggesting that repeated evolution
might also occur via reuse of the same genes because of inherent differences in mutation rates. Although it is
still unclear whether new mutation or selection on standing genetic variation plays a more important role in
stickleback evolution, it is clear that these studies have led to new insights about the molecular mechanisms
that are likely to contribute to rapid adaptation in many systems .

4. Perspectives and future directions



Much progress has been made in the 15 years since the development of the first genetic linkage map for
threespine stickleback [10]. A major challenge for the future is to identify the genes and mutations that
underlie additional phenotypic traits in sticklebacks. The development of new genome-editing tools like
TALENSs and CRISPR/Cas9 for use in sticklebacks [22] will greatly facilitate this research, enabling us to
discern whether there are general patterns in the genetic and molecular architecture of phenotypic evolution,
at least in sticklebacks. It will also be important to compare results in sticklebacks to those in other systems,
like those highlighted in this special issue, to determine whether the genetic and molecular basis of
phenotypic evolution is contingent on the study system or whether general evolutionary patterns will emerge.

This review has focused on recent efforts to identify the links between phenotype and genotype in order to
understand phenotypic diversity. However, in most cases, the fitness effects and therefore adaptive
significance of these genotypes and phenotypes are unknown. With the identification of genes that affect
specific phenotypes, we now have the ability to make connections between genotypes and fitness by placing
alternative alleles of these genes on a uniform genetic background and following these alleles in semi-natural
environments, or by tracking the fithess effects of specific alleles in natural populations [77-80]. A
complementary approach to identify links between genotypes and fitness is to conduct population genomic
studies, which can identify genomic regions under selection in different habitats [81]. Because these studies
are unable to identify the phenotypes that are targets of selection, there is a need to integrate results of QTL
studies with the numerous population genomic studies that have now been conducted in sticklebacks [e.g.
14,82-84]. By integrating QTL and genomic data, as has been done in pea aphids and whitefish [85,86], we
can identify phenotypes that might be associated with those genomic regions under selection. We can also
learn which genomic regions under selection are not associated with any traits mapped to date, potentially
revealing additional phenotypes that might be under selection in sticklebacks.

Ultimately, combining these approaches will allow us to make connections between genotypes, phenotypes
and fitness, to provide a more holistic understanding of the genetic basis of adaptation [81]. Given the rich
history of evolutionary, ecological and ethological research, the excellent genetic and genomic resources
present, and the collaborative stickleback community, the stickleback model system is poised to continue to
reveal many new insights into the genetic and molecular basis of phenotypic diversity in nature.
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Figure Legends

Figure 1. Phenotypic differences between marine and freshwater threespine sticklebacks. The top photos show
a representative marine (left) and freshwater (right) male with the nuptial coloration (red throat, blue eyes)
typically found in threespine stickleback males during the breeding season. Differences in overall
pigmentation, body shape and body size between marine and freshwater sticklebacks are apparent in these
photos; additional morphological, behavioural and physiological differences between marine and freshwater
sticklebacks are not depicted. The bottom photos show a representative marine (left) and freshwater (right)
fish stained with alizarin red to highlight the difference in the number of bony lateral plates found along the
flank of the fish; scale bar = 10mm. Photos provided by Jun Kitano and Seiichi Mori.

Figure 2. Distribution of effect size for QTL identified in threespine stickleback. Percent variance explained
(PVE) was available for 1034 QTL identified in 28 studies in threespine stickleback across 9 trait categories
(feeding, N = 416; body shape, N = 342; defence, N = 170; behaviour and sensory system, N = 35; swimming, N
= 27; pigmentation, N = 20; respiration, N = 11; body size N = §; reproduction, N = 5). Data are provided in
electronic supplementary material table S1; 63 QTL identified in the combined scan in Conte et al. [44] were
redundant and therefore removed from this analysis.

Figure 3. Genomic distribution of QTL identified in threespine stickleback. Genomic position data are based
on the Glazer et al. [18] genome assembly for 1104 QTL identified in 28 studies in threespine stickleback across
9 trait categories (feeding, N = 422; body shape, N = 399; defence, N = 175; behaviour and sensory system, N =
35; swimming, N = 27; pigmentation, N = 20; respiration, N = 11; body size N = 10; reproduction, N = 5). For 71
QTL, PVE estimates are not available and so were plotted in greyscale as values of -8 here. Data are provided
in electronic supplementary material table S1; 63 QTL identified in the combined scan in Conte et al. [44] were
redundant and therefore removed from this analysis, and one QTL mapped to an unassembled chromosome
(chrUN) and was also omitted from this analysis. Chromosomes with more QTL than expected are indicated
with an asterisk; full results of statistical analyses are provided in electronic supplementary material table S4.
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		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Insertion point of pelvic spine into the pelvic girdle (x)		body shape		5.10		chrIV		Linked Marker, Tab. S1, no confidence intervals				Gac4174		microsatellite		chrIV		11585867		Gac4174		microsatellite		chrIV		11586185																		associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posteriodorsal extent of operculum (x)		body shape		6.10		chrIV		Linked Marker, Tab. S1, no confidence intervals				Gac4174		microsatellite		chrIV		11585867		Gac4174		microsatellite		chrIV		11586185																		associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterior extent of supraoccipital (x)		body shape		6.90		chrIV		Linked Marker, Tab. S1, no confidence intervals				Gac4174		microsatellite		chrIV		11585867		Gac4174		microsatellite		chrIV		11586185																		associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterior insertion of first dorsal spine (x)		body shape		13.40		chrIV		Linked Marker, Tab. S1, no confidence intervals				Gac4174		microsatellite		chrIV		11585867		Gac4174		microsatellite		chrIV		11586185																		associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterior extent of ectocorocoid (y)		body shape		5.10		chrIV		Linked Marker, Tab. S1, no confidence intervals				Gac4174		microsatellite		chrIV		11585867		Gac4174		microsatellite		chrIV		11586185																		associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal extent of preopercular (y)		body shape		7.40		chrIV		Linked Marker, Tab. S1, no confidence intervals				Gac4174		microsatellite		chrIV		11585867		Gac4174		microsatellite		chrIV		11586185																		associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterior extent of premaxilla (y)		body shape		6.60		chrIV		Linked Marker, Tab. S1, no confidence intervals				Gac4174		microsatellite		chrIV		11585867		Gac4174		microsatellite		chrIV		11586185																		associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterior extent of maxilla (y)		body shape		8.50		chrIV		Linked Marker, Tab. S1, no confidence intervals				Gac4174		microsatellite		chrIV		11585867		Gac4174		microsatellite		chrIV		11586185																		associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterioventral extent of preopercular (y)		body shape		18.10		chrIV		Linked Marker, Tab. S1, no confidence intervals				Stn184		microsatellite		chrIV		19000052		Stn184		microsatellite		chrIV		19000274																		associated marker ± 1 Mb		chrIV		18000052		chrIV		20000274				chrIV		27175692		chrIV		27175470										associated marker ± 1 Mb		chrIV		26175470		chrIV		28175692				chrIV		27525950		chrIV		27525728										associated marker ± 1 Mb		chrIV		26525728		chrIV		28525950

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal extent of the ascending branch of the pelvis (x)		body shape		4.20		chrIV		Linked Marker, Tab. S1, no confidence intervals				Stn292		microsatellite		chrIV		24284606		Stn292		microsatellite		chrIV		24284769																		associated marker ± 1 Mb		chrIV		23284606		chrIV		25284769				chrIV		21891138		chrIV		21890975										associated marker ± 1 Mb		chrIV		20890975		chrIV		22891138				chrIV		21891138		chrIV		21890975										associated marker ± 1 Mb		chrIV		20890975		chrIV		22891138

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anteriodorsal extent of operculum (y)		body shape		6.10		chrIV		Linked Marker, Tab. S1, no confidence intervals				Stn292		microsatellite		chrIV		24284606		Stn292		microsatellite		chrIV		24284769																		associated marker ± 1 Mb		chrIV		23284606		chrIV		25284769				chrIV		21891138		chrIV		21890975										associated marker ± 1 Mb		chrIV		20890975		chrIV		22891138				chrIV		21891138		chrIV		21890975										associated marker ± 1 Mb		chrIV		20890975		chrIV		22891138

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal extent of the ascending branch of the pelvis (y)		body shape		2.50		chrIV		Linked Marker, Tab. S1, no confidence intervals				Stn292		microsatellite		chrIV		24284606		Stn292		microsatellite		chrIV		24284769																		associated marker ± 1 Mb		chrIV		23284606		chrIV		25284769				chrIV		21891138		chrIV		21890975										associated marker ± 1 Mb		chrIV		20890975		chrIV		22891138				chrIV		21891138		chrIV		21890975										associated marker ± 1 Mb		chrIV		20890975		chrIV		22891138

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal extent of ectocorocoid (y)		body shape		4.90		chrIV		Linked Marker, Tab. S1, no confidence intervals				Stn292		microsatellite		chrIV		24284606		Stn292		microsatellite		chrIV		24284769																		associated marker ± 1 Mb		chrIV		23284606		chrIV		25284769				chrIV		21891138		chrIV		21890975										associated marker ± 1 Mb		chrIV		20890975		chrIV		22891138				chrIV		21891138		chrIV		21890975										associated marker ± 1 Mb		chrIV		20890975		chrIV		22891138

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterior extent of supraoccipital (y)		body shape		4.90		chrIV		Linked Marker, Tab. S1, no confidence intervals				Stn292		microsatellite		chrIV		24284606		Stn292		microsatellite		chrIV		24284769																		associated marker ± 1 Mb		chrIV		23284606		chrIV		25284769				chrIV		21891138		chrIV		21890975										associated marker ± 1 Mb		chrIV		20890975		chrIV		22891138				chrIV		21891138		chrIV		21890975										associated marker ± 1 Mb		chrIV		20890975		chrIV		22891138

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal extent of the ascending branch of the pelvis (y)		body shape		2.80		chrIX		Linked Marker, Tab. S1, no confidence intervals				Stn102		microsatellite		chrIX		13727188		Stn102		microsatellite		chrIX		13727363																		associated marker ± 1 Mb		chrIX		12727188		chrIX		14727363				chrIX		8476202		chrIX		8476027										associated marker ± 1 Mb		chrIX		7476027		chrIX		9476202				chrIX		8476202		chrIX		8476027										associated marker ± 1 Mb		chrIX		7476027		chrIX		9476202

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterior extent of ectocorocoid (x)		body shape		5.40		chrV		Linked Marker, Tab. S1, no confidence intervals				Stn60		microsatellite		chrUn		25785696		Stn60		microsatellite		chrUn		25786246																		associated marker ± 1 Mb		chrUn		24785696		chrUn		26786246		1		chrV		15407472		chrV		15406922										associated marker ± 1 Mb		chrV		14406922		chrV		15560594				chrV		14900812		chrV		14900262										associated marker ± 1 Mb		chrV		13900262		chrV		15563594

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterior insertion of anal fin (x)		body shape		3.80		chrVII		Linked Marker, Tab. S1, no confidence intervals				Stn321		microsatellite		chrVII		13663683		Stn321		microsatellite		chrVII		13664252																		associated marker ± 1 Mb		chrVII		12663683		chrVII		14664252				chrVII		15411863		chrVII		15412432										associated marker ± 1 Mb		chrVII		14411863		chrVII		16412432				chrVII		16316216		chrVII		16316785										associated marker ± 1 Mb		chrVII		15316216		chrVII		17316785

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterior extent of ectocorocoid (x)		body shape		9.70		chrVII		Linked Marker, Tab. S1, no confidence intervals				Stn321		microsatellite		chrVII		13663683		Stn321		microsatellite		chrVII		13664252																		associated marker ± 1 Mb		chrVII		12663683		chrVII		14664252				chrVII		15411863		chrVII		15412432										associated marker ± 1 Mb		chrVII		14411863		chrVII		16412432				chrVII		16316216		chrVII		16316785										associated marker ± 1 Mb		chrVII		15316216		chrVII		17316785

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal extent of ectocorocoid (x)		body shape		8.90		chrVII		Linked Marker, Tab. S1, no confidence intervals				Stn321		microsatellite		chrVII		13663683		Stn321		microsatellite		chrVII		13664252																		associated marker ± 1 Mb		chrVII		12663683		chrVII		14664252				chrVII		15411863		chrVII		15412432										associated marker ± 1 Mb		chrVII		14411863		chrVII		16412432				chrVII		16316216		chrVII		16316785										associated marker ± 1 Mb		chrVII		15316216		chrVII		17316785

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ventral extent of operculum (x)		body shape		7.20		chrVII		Linked Marker, Tab. S1, no confidence intervals				Stn321		microsatellite		chrVII		13663683		Stn321		microsatellite		chrVII		13664252																		associated marker ± 1 Mb		chrVII		12663683		chrVII		14664252				chrVII		15411863		chrVII		15412432										associated marker ± 1 Mb		chrVII		14411863		chrVII		16412432				chrVII		16316216		chrVII		16316785										associated marker ± 1 Mb		chrVII		15316216		chrVII		17316785

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posteriodorsal extent of operculum (x)		body shape		3.20		chrVII		Linked Marker, Tab. S1, no confidence intervals				Stn321		microsatellite		chrVII		13663683		Stn321		microsatellite		chrVII		13664252																		associated marker ± 1 Mb		chrVII		12663683		chrVII		14664252				chrVII		15411863		chrVII		15412432										associated marker ± 1 Mb		chrVII		14411863		chrVII		16412432				chrVII		16316216		chrVII		16316785										associated marker ± 1 Mb		chrVII		15316216		chrVII		17316785

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterior extent of maxilla (x)		body shape		5.30		chrVII		Linked Marker, Tab. S1, no confidence intervals				Stn321		microsatellite		chrVII		13663683		Stn321		microsatellite		chrVII		13664252																		associated marker ± 1 Mb		chrVII		12663683		chrVII		14664252				chrVII		15411863		chrVII		15412432										associated marker ± 1 Mb		chrVII		14411863		chrVII		16412432				chrVII		16316216		chrVII		16316785										associated marker ± 1 Mb		chrVII		15316216		chrVII		17316785

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterior extent of maxilla (x)		body shape		3.60		chrVII		Linked Marker, Tab. S1, no confidence intervals				Stn321		microsatellite		chrVII		13663683		Stn321		microsatellite		chrVII		13664252																		associated marker ± 1 Mb		chrVII		12663683		chrVII		14664252				chrVII		15411863		chrVII		15412432										associated marker ± 1 Mb		chrVII		14411863		chrVII		16412432				chrVII		16316216		chrVII		16316785										associated marker ± 1 Mb		chrVII		15316216		chrVII		17316785

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterior insertion of first dorsal spine (x)		body shape		10.10		chrVII		Linked Marker, Tab. S1, no confidence intervals				Stn321		microsatellite		chrVII		13663683		Stn321		microsatellite		chrVII		13664252																		associated marker ± 1 Mb		chrVII		12663683		chrVII		14664252				chrVII		15411863		chrVII		15412432										associated marker ± 1 Mb		chrVII		14411863		chrVII		16412432				chrVII		16316216		chrVII		16316785										associated marker ± 1 Mb		chrVII		15316216		chrVII		17316785

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterior extent of ectocorocoid (y)		body shape		7.50		chrVII		Linked Marker, Tab. S1, no confidence intervals				Stn321		microsatellite		chrVII		13663683		Stn321		microsatellite		chrVII		13664252																		associated marker ± 1 Mb		chrVII		12663683		chrVII		14664252				chrVII		15411863		chrVII		15412432										associated marker ± 1 Mb		chrVII		14411863		chrVII		16412432				chrVII		16316216		chrVII		16316785										associated marker ± 1 Mb		chrVII		15316216		chrVII		17316785

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterior extent of maxilla (y)		body shape		5.60		chrVII		Linked Marker, Tab. S1, no confidence intervals				Stn321		microsatellite		chrVII		13663683		Stn321		microsatellite		chrVII		13664252																		associated marker ± 1 Mb		chrVII		12663683		chrVII		14664252				chrVII		15411863		chrVII		15412432										associated marker ± 1 Mb		chrVII		14411863		chrVII		16412432				chrVII		16316216		chrVII		16316785										associated marker ± 1 Mb		chrVII		15316216		chrVII		17316785

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Lachrymal at nasal capsule (y)		body shape		6.80		chrVII		Linked Marker, Tab. S1, no confidence intervals				Stn321		microsatellite		chrVII		13663683		Stn321		microsatellite		chrVII		13664252																		associated marker ± 1 Mb		chrVII		12663683		chrVII		14664252				chrVII		15411863		chrVII		15412432										associated marker ± 1 Mb		chrVII		14411863		chrVII		16412432				chrVII		16316216		chrVII		16316785										associated marker ± 1 Mb		chrVII		15316216		chrVII		17316785

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterior extent of ectocorocoid (x)		body shape		4.90		chrVIII		Linked Marker, Tab. S1, no confidence intervals				Stn85		microsatellite		chrVIII		1770044		Stn85		microsatellite		chrVIII		1770224																		associated marker ± 1 Mb		chrVIII		770044		chrVIII		2770224				chrVIII		1770044		chrVIII		1770224										associated marker ± 1 Mb		chrVIII		770044		chrVIII		2770224				chrVIII		2939965		chrVIII		2940145										associated marker ± 1 Mb		chrVIII		1939965		chrVIII		3940145

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Insertion point of pelvic spine into the pelvic girdle (x)		body shape		5.20		chrXII		Linked Marker, Tab. S1, no confidence intervals				Stn143		microsatellite		chrXII		12922318		Stn143		microsatellite		chrXII		12922915																		associated marker ± 1 Mb		chrXII		11922318		chrXII		13922915				chrXII		6703880		chrXII		6703283										associated marker ± 1 Mb		chrXII		5703283		chrXII		7703880				chrXII		8007854		chrXII		8007257										associated marker ± 1 Mb		chrXII		7007257		chrXII		9007854

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal extent of the ascending branch of the pelvis (x)		body shape		10.30		chrXII		Linked Marker, Tab. S1, no confidence intervals				Stn143		microsatellite		chrXII		12922318		Stn143		microsatellite		chrXII		12922915																		associated marker ± 1 Mb		chrXII		11922318		chrXII		13922915				chrXII		6703880		chrXII		6703283										associated marker ± 1 Mb		chrXII		5703283		chrXII		7703880				chrXII		8007854		chrXII		8007257										associated marker ± 1 Mb		chrXII		7007257		chrXII		9007854

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ventral extent of operculum (x)		body shape		4.80		chrXII		Linked Marker, Tab. S1, no confidence intervals				Stn143		microsatellite		chrXII		12922318		Stn143		microsatellite		chrXII		12922915																		associated marker ± 1 Mb		chrXII		11922318		chrXII		13922915				chrXII		6703880		chrXII		6703283										associated marker ± 1 Mb		chrXII		5703283		chrXII		7703880				chrXII		8007854		chrXII		8007257										associated marker ± 1 Mb		chrXII		7007257		chrXII		9007854

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterioventral extent of preopercular (x)		body shape		11.60		chrXII		Linked Marker, Tab. S1, no confidence intervals				Stn143		microsatellite		chrXII		12922318		Stn143		microsatellite		chrXII		12922915																		associated marker ± 1 Mb		chrXII		11922318		chrXII		13922915				chrXII		6703880		chrXII		6703283										associated marker ± 1 Mb		chrXII		5703283		chrXII		7703880				chrXII		8007854		chrXII		8007257										associated marker ± 1 Mb		chrXII		7007257		chrXII		9007854

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterior insertion of third dorsal spine (x)		body shape		7.70		chrXII		Linked Marker, Tab. S1, no confidence intervals				Stn143		microsatellite		chrXII		12922318		Stn143		microsatellite		chrXII		12922915																		associated marker ± 1 Mb		chrXII		11922318		chrXII		13922915				chrXII		6703880		chrXII		6703283										associated marker ± 1 Mb		chrXII		5703283		chrXII		7703880				chrXII		8007854		chrXII		8007257										associated marker ± 1 Mb		chrXII		7007257		chrXII		9007854

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Insertion point of pelvic spine into the pelvic girdle (y)		body shape		7.70		chrXII		Linked Marker, Tab. S1, no confidence intervals				Stn143		microsatellite		chrXII		12922318		Stn143		microsatellite		chrXII		12922915																		associated marker ± 1 Mb		chrXII		11922318		chrXII		13922915				chrXII		6703880		chrXII		6703283										associated marker ± 1 Mb		chrXII		5703283		chrXII		7703880				chrXII		8007854		chrXII		8007257										associated marker ± 1 Mb		chrXII		7007257		chrXII		9007854

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal extent of the ascending branch of the pelvis (y)		body shape		4.10		chrXII		Linked Marker, Tab. S1, no confidence intervals				Stn143		microsatellite		chrXII		12922318		Stn143		microsatellite		chrXII		12922915																		associated marker ± 1 Mb		chrXII		11922318		chrXII		13922915				chrXII		6703880		chrXII		6703283										associated marker ± 1 Mb		chrXII		5703283		chrXII		7703880				chrXII		8007854		chrXII		8007257										associated marker ± 1 Mb		chrXII		7007257		chrXII		9007854

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterior extent of ectocorocoid (y)		body shape		10.00		chrXII		Linked Marker, Tab. S1, no confidence intervals				Stn143		microsatellite		chrXII		12922318		Stn143		microsatellite		chrXII		12922915																		associated marker ± 1 Mb		chrXII		11922318		chrXII		13922915				chrXII		6703880		chrXII		6703283										associated marker ± 1 Mb		chrXII		5703283		chrXII		7703880				chrXII		8007854		chrXII		8007257										associated marker ± 1 Mb		chrXII		7007257		chrXII		9007854

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal extent of ectocorocoid (y)		body shape		12.20		chrXII		Linked Marker, Tab. S1, no confidence intervals				Stn143		microsatellite		chrXII		12922318		Stn143		microsatellite		chrXII		12922915																		associated marker ± 1 Mb		chrXII		11922318		chrXII		13922915				chrXII		6703880		chrXII		6703283										associated marker ± 1 Mb		chrXII		5703283		chrXII		7703880				chrXII		8007854		chrXII		8007257										associated marker ± 1 Mb		chrXII		7007257		chrXII		9007854

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterior insertion of first dorsal spine (y)		body shape		10.00		chrXII		Linked Marker, Tab. S1, no confidence intervals				Stn143		microsatellite		chrXII		12922318		Stn143		microsatellite		chrXII		12922915																		associated marker ± 1 Mb		chrXII		11922318		chrXII		13922915				chrXII		6703880		chrXII		6703283										associated marker ± 1 Mb		chrXII		5703283		chrXII		7703880				chrXII		8007854		chrXII		8007257										associated marker ± 1 Mb		chrXII		7007257		chrXII		9007854

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterior insertion of second dorsal spine (y)		body shape		12.40		chrXII		Linked Marker, Tab. S1, no confidence intervals				Stn143		microsatellite		chrXII		12922318		Stn143		microsatellite		chrXII		12922915																		associated marker ± 1 Mb		chrXII		11922318		chrXII		13922915				chrXII		6703880		chrXII		6703283										associated marker ± 1 Mb		chrXII		5703283		chrXII		7703880				chrXII		8007854		chrXII		8007257										associated marker ± 1 Mb		chrXII		7007257		chrXII		9007854

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterior insertion of third dorsal spine (y)		body shape		13.50		chrXII		Linked Marker, Tab. S1, no confidence intervals				Stn143		microsatellite		chrXII		12922318		Stn143		microsatellite		chrXII		12922915																		associated marker ± 1 Mb		chrXII		11922318		chrXII		13922915				chrXII		6703880		chrXII		6703283										associated marker ± 1 Mb		chrXII		5703283		chrXII		7703880				chrXII		8007854		chrXII		8007257										associated marker ± 1 Mb		chrXII		7007257		chrXII		9007854

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterior extent of orbit (x)		body shape		7.80		chrXIII		Linked Marker, Tab. S1, no confidence intervals				Stn149		microsatellite		chrXIII		6175613		Stn149		microsatellite		chrXIII		6175736																		associated marker ± 1 Mb		chrXIII		5175613		chrXIII		7175736				chrXIII		6175613		chrXIII		6175736										associated marker ± 1 Mb		chrXIII		5175613		chrXIII		7175736				chrXIII		6175613		chrXIII		6175736										associated marker ± 1 Mb		chrXIII		5175613		chrXIII		7175736

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterior insertion of second dorsal spine (x)		body shape		6.50		chrXV		Linked Marker, Tab. S1, no confidence intervals				Stn170		microsatellite		chrXV		6134159		Stn170		microsatellite		chrXV		6134662																		associated marker ± 1 Mb		chrXV		5134159		chrXV		7134662				chrXV		6134159		chrXV		6134662										associated marker ± 1 Mb		chrXV		5134159		chrXV		7134662				chrXV		6450706		chrXV		6451209										associated marker ± 1 Mb		chrXV		5450706		chrXV		7451209

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterior extent of maxilla (x)		body shape		4.90		chrXVI		Linked Marker, Tab. S1, no confidence intervals				Stn174		microsatellite		chrXVI		6274652		Stn174		microsatellite		chrXVI		6274761																		associated marker ± 1 Mb		chrXVI		5274652		chrXVI		7274761				chrXVI		6274652		chrXVI		6274761										associated marker ± 1 Mb		chrXVI		5274652		chrXVI		7274761				chrXVI		6274652		chrXVI		6274761										associated marker ± 1 Mb		chrXVI		5274652		chrXVI		7274761

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posteriodorsal extent of operculum (y)		body shape		5.80		chrXVI		Linked Marker, Tab. S1, no confidence intervals				Stn174		microsatellite		chrXVI		6274652		Stn174		microsatellite		chrXVI		6274761																		associated marker ± 1 Mb		chrXVI		5274652		chrXVI		7274761				chrXVI		6274652		chrXVI		6274761										associated marker ± 1 Mb		chrXVI		5274652		chrXVI		7274761				chrXVI		6274652		chrXVI		6274761										associated marker ± 1 Mb		chrXVI		5274652		chrXVI		7274761

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterior extent of maxilla (y)		body shape		5.60		chrXVI		Linked Marker, Tab. S1, no confidence intervals				Stn174		microsatellite		chrXVI		6274652		Stn174		microsatellite		chrXVI		6274761																		associated marker ± 1 Mb		chrXVI		5274652		chrXVI		7274761				chrXVI		6274652		chrXVI		6274761										associated marker ± 1 Mb		chrXVI		5274652		chrXVI		7274761				chrXVI		6274652		chrXVI		6274761										associated marker ± 1 Mb		chrXVI		5274652		chrXVI		7274761

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anteriodorsal extent of operculum (y)		body shape		5.40		chrXVI		Linked Marker, Tab. S1, no confidence intervals				Stn233		microsatellite		chrXVI		13454492		Stn233		microsatellite		chrXVI		13454623																		associated marker ± 1 Mb		chrXVI		12454492		chrXVI		14454623				chrXVI		13454492		chrXVI		13454623										associated marker ± 1 Mb		chrXVI		12454492		chrXVI		14454623				chrXVI		13454492		chrXVI		13454623										associated marker ± 1 Mb		chrXVI		12454492		chrXVI		14454623

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterior insertion of anal fin (x)		body shape		6.40		chrXVI		Danio rerio predicted gene, Tab. S1				ENSGACG00000009167		gene		chrXVI		17770456		ENSGACG00000009167		gene		chrXVI		17774952																		associated marker ± 1 Mb		chrXVI		16770456		chrXVI		18115788				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterior insertion of anal fin (x)		body shape		23.40		chrXVI		Danio rerio predicted gene, Tab. S1				ENSGACG00000009167		gene		chrXVI		17770456		ENSGACG00000009167		gene		chrXVI		17774952																		associated marker ± 1 Mb		chrXVI		16770456		chrXVI		18115788				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal extent of the ascending branch of the pelvis (x)		body shape		7.30		chrXVI		Danio rerio predicted gene, Tab. S1				ENSGACG00000009167		gene		chrXVI		17770456		ENSGACG00000009167		gene		chrXVI		17774952																		associated marker ± 1 Mb		chrXVI		16770456		chrXVI		18115788				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterior extent of ectocorocoid (x)		body shape		9.30		chrXVI		Danio rerio predicted gene, Tab. S1				ENSGACG00000009167		gene		chrXVI		17770456		ENSGACG00000009167		gene		chrXVI		17774952																		associated marker ± 1 Mb		chrXVI		16770456		chrXVI		18115788				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal extent of ectocorocoid (x)		body shape		9.40		chrXVI		Danio rerio predicted gene, Tab. S1				ENSGACG00000009167		gene		chrXVI		17770456		ENSGACG00000009167		gene		chrXVI		17774952																		associated marker ± 1 Mb		chrXVI		16770456		chrXVI		18115788				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ventral extent of operculum (x)		body shape		19.00		chrXVI		Danio rerio predicted gene, Tab. S1				ENSGACG00000009167		gene		chrXVI		17770456		ENSGACG00000009167		gene		chrXVI		17774952																		associated marker ± 1 Mb		chrXVI		16770456		chrXVI		18115788				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posteriodorsal extent of operculum (x)		body shape		30.20		chrXVI		Danio rerio predicted gene, Tab. S1				ENSGACG00000009167		gene		chrXVI		17770456		ENSGACG00000009167		gene		chrXVI		17774952																		associated marker ± 1 Mb		chrXVI		16770456		chrXVI		18115788				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anteriodorsal extent of operculum (x)		body shape		22.70		chrXVI		Danio rerio predicted gene, Tab. S1				ENSGACG00000009167		gene		chrXVI		17770456		ENSGACG00000009167		gene		chrXVI		17774952																		associated marker ± 1 Mb		chrXVI		16770456		chrXVI		18115788				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal extent of preopercular (x)		body shape		18.80		chrXVI		Danio rerio predicted gene, Tab. S1				ENSGACG00000009167		gene		chrXVI		17770456		ENSGACG00000009167		gene		chrXVI		17774952																		associated marker ± 1 Mb		chrXVI		16770456		chrXVI		18115788				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterioventral extent of preopercular (x)		body shape		18.10		chrXVI		Danio rerio predicted gene, Tab. S1				ENSGACG00000009167		gene		chrXVI		17770456		ENSGACG00000009167		gene		chrXVI		17774952																		associated marker ± 1 Mb		chrXVI		16770456		chrXVI		18115788				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterior extent of maxilla (x)		body shape		7.60		chrXVI		Danio rerio predicted gene, Tab. S1				ENSGACG00000009167		gene		chrXVI		17770456		ENSGACG00000009167		gene		chrXVI		17774952																		associated marker ± 1 Mb		chrXVI		16770456		chrXVI		18115788				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterior extent of maxilla (x)		body shape		36.00		chrXVI		Danio rerio predicted gene, Tab. S1				ENSGACG00000009167		gene		chrXVI		17770456		ENSGACG00000009167		gene		chrXVI		17774952																		associated marker ± 1 Mb		chrXVI		16770456		chrXVI		18115788				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterior extent of nasal (x)		body shape		28.00		chrXVI		Danio rerio predicted gene, Tab. S1				ENSGACG00000009167		gene		chrXVI		17770456		ENSGACG00000009167		gene		chrXVI		17774952																		associated marker ± 1 Mb		chrXVI		16770456		chrXVI		18115788				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Lachrymal at nasal capsule (x)		body shape		25.20		chrXVI		Danio rerio predicted gene, Tab. S1				ENSGACG00000009167		gene		chrXVI		17770456		ENSGACG00000009167		gene		chrXVI		17774952																		associated marker ± 1 Mb		chrXVI		16770456		chrXVI		18115788				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterior extent of orbit (x)		body shape		5.70		chrXVI		Danio rerio predicted gene, Tab. S1				ENSGACG00000009167		gene		chrXVI		17770456		ENSGACG00000009167		gene		chrXVI		17774952																		associated marker ± 1 Mb		chrXVI		16770456		chrXVI		18115788				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterior extent of orbit (x)		body shape		7.90		chrXVI		Danio rerio predicted gene, Tab. S1				ENSGACG00000009167		gene		chrXVI		17770456		ENSGACG00000009167		gene		chrXVI		17774952																		associated marker ± 1 Mb		chrXVI		16770456		chrXVI		18115788				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterior extent of supraoccipital (x)		body shape		10.00		chrXVI		Danio rerio predicted gene, Tab. S1				ENSGACG00000009167		gene		chrXVI		17770456		ENSGACG00000009167		gene		chrXVI		17774952																		associated marker ± 1 Mb		chrXVI		16770456		chrXVI		18115788				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterior insertion of dorsal fin (x)		body shape		6.20		chrXVI		Danio rerio predicted gene, Tab. S1				ENSGACG00000009167		gene		chrXVI		17770456		ENSGACG00000009167		gene		chrXVI		17774952																		associated marker ± 1 Mb		chrXVI		16770456		chrXVI		18115788				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterior insertion of anal fin (y)		body shape		9.50		chrXVI		Danio rerio predicted gene, Tab. S1				ENSGACG00000009167		gene		chrXVI		17770456		ENSGACG00000009167		gene		chrXVI		17774952																		associated marker ± 1 Mb		chrXVI		16770456		chrXVI		18115788				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Insertion point of pelvic spine into the pelvic girdle (y)		body shape		5.30		chrXVI		Danio rerio predicted gene, Tab. S1				ENSGACG00000009167		gene		chrXVI		17770456		ENSGACG00000009167		gene		chrXVI		17774952																		associated marker ± 1 Mb		chrXVI		16770456		chrXVI		18115788				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterior extent of ectocorocoid (y)		body shape		8.10		chrXVI		Danio rerio predicted gene, Tab. S1				ENSGACG00000009167		gene		chrXVI		17770456		ENSGACG00000009167		gene		chrXVI		17774952																		associated marker ± 1 Mb		chrXVI		16770456		chrXVI		18115788				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterior extent of ectocorocoid (y)		body shape		15.80		chrXVI		Danio rerio predicted gene, Tab. S1				ENSGACG00000009167		gene		chrXVI		17770456		ENSGACG00000009167		gene		chrXVI		17774952																		associated marker ± 1 Mb		chrXVI		16770456		chrXVI		18115788				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterioventral extent of preopercular (y)		body shape		13.10		chrXVI		Danio rerio predicted gene, Tab. S1				ENSGACG00000009167		gene		chrXVI		17770456		ENSGACG00000009167		gene		chrXVI		17774952																		associated marker ± 1 Mb		chrXVI		16770456		chrXVI		18115788				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterior extent of premaxilla (y)		body shape		5.10		chrXVI		Danio rerio predicted gene, Tab. S1				ENSGACG00000009167		gene		chrXVI		17770456		ENSGACG00000009167		gene		chrXVI		17774952																		associated marker ± 1 Mb		chrXVI		16770456		chrXVI		18115788				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterior extent of nasal (y)		body shape		9.00		chrXVI		Danio rerio predicted gene, Tab. S1				ENSGACG00000009167		gene		chrXVI		17770456		ENSGACG00000009167		gene		chrXVI		17774952																		associated marker ± 1 Mb		chrXVI		16770456		chrXVI		18115788				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Lachrymal at nasal capsule (y)		body shape		6.80		chrXVI		Danio rerio predicted gene, Tab. S1				ENSGACG00000009167		gene		chrXVI		17770456		ENSGACG00000009167		gene		chrXVI		17774952																		associated marker ± 1 Mb		chrXVI		16770456		chrXVI		18115788				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterior extent of orbit (y)		body shape		15.90		chrXVI		Danio rerio predicted gene, Tab. S1				ENSGACG00000009167		gene		chrXVI		17770456		ENSGACG00000009167		gene		chrXVI		17774952																		associated marker ± 1 Mb		chrXVI		16770456		chrXVI		18115788				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterior extent of supraoccipital (y)		body shape		23.70		chrXVI		Danio rerio predicted gene, Tab. S1				ENSGACG00000009167		gene		chrXVI		17770456		ENSGACG00000009167		gene		chrXVI		17774952																		associated marker ± 1 Mb		chrXVI		16770456		chrXVI		18115788				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterior insertion of first dorsal spine (y)		body shape		11.00		chrXVI		Danio rerio predicted gene, Tab. S1				ENSGACG00000009167		gene		chrXVI		17770456		ENSGACG00000009167		gene		chrXVI		17774952																		associated marker ± 1 Mb		chrXVI		16770456		chrXVI		18115788				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterior insertion of dorsal fin (y)		body shape		8.50		chrXVI		Danio rerio predicted gene, Tab. S1				ENSGACG00000009167		gene		chrXVI		17770456		ENSGACG00000009167		gene		chrXVI		17774952																		associated marker ± 1 Mb		chrXVI		16770456		chrXVI		18115788				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080				chrXVI		16515080		chrXVI		16510584										associated marker ± 1 Mb		chrXVI		15510584		chrXVI		17515080

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterior extent of ectocorocoid (x)		body shape		4.10		chrXVI		Linked Marker, Tab. S1, no confidence intervals				Stn178		microsatellite		chrXVI		18106523		Stn178		microsatellite		chrXVI		18106710																		associated marker ± 1 Mb		chrXVI		17106523		chrXVI		18115788				chrXVI		16179013		chrXVI		16178826										associated marker ± 1 Mb		chrXVI		15178826		chrXVI		17179013				chrXVI		16179013		chrXVI		16178826										associated marker ± 1 Mb		chrXVI		15178826		chrXVI		17179013

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterior extent of premaxilla (x)		body shape		6.90		chrXVI		Linked Marker, Tab. S1, no confidence intervals				Stn178		microsatellite		chrXVI		18106523		Stn178		microsatellite		chrXVI		18106710																		associated marker ± 1 Mb		chrXVI		17106523		chrXVI		18115788				chrXVI		16179013		chrXVI		16178826										associated marker ± 1 Mb		chrXVI		15178826		chrXVI		17179013				chrXVI		16179013		chrXVI		16178826										associated marker ± 1 Mb		chrXVI		15178826		chrXVI		17179013

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal extent of the ascending branch of the pelvis (y)		body shape		3.60		chrXVII		Linked Marker, Tab. S1, no confidence intervals				Stn323		microsatellite		chrXVII		9858642		Stn323		microsatellite		chrXVII		9858767																		associated marker ± 1 Mb		chrXVII		8858642		chrXVII		10858767				chrXVII		14963903		chrXVII		14964028										associated marker ± 1 Mb		chrXVII		13963903		chrXVII		15964028				chrXVII		15509637		chrXVII		15509762										associated marker ± 1 Mb		chrXVII		14509637		chrXVII		16509762

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Insertion point of pelvic spine into the pelvic girdle (y)		body shape		9.60		chrXVIII		Linked Marker, Tab. S1, no confidence intervals				Stn280		microsatellite		chrXVIII		2847300		Stn280		microsatellite		chrXVIII		2847500																		associated marker ± 1 Mb		chrXVIII		1847300		chrXVIII		3847500				chrXVIII		2847300		chrXVIII		2847500										associated marker ± 1 Mb		chrXVIII		1847300		chrXVIII		3847500				chrXVIII		2847300		chrXVIII		2847500										associated marker ± 1 Mb		chrXVIII		1847300		chrXVIII		3847500

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterior insertion of third dorsal spine (y)		body shape		6.70		chrXVIII		Linked Marker, Tab. S1, no confidence intervals				Stn280		microsatellite		chrXVIII		2847300		Stn280		microsatellite		chrXVIII		2847500																		associated marker ± 1 Mb		chrXVIII		1847300		chrXVIII		3847500				chrXVIII		2847300		chrXVIII		2847500										associated marker ± 1 Mb		chrXVIII		1847300		chrXVIII		3847500				chrXVIII		2847300		chrXVIII		2847500										associated marker ± 1 Mb		chrXVIII		1847300		chrXVIII		3847500

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterior extent of ectocorocoid (y)		body shape		5.10		chrXVIII		Linked Marker, Tab. S1, no confidence intervals				Stn261		microsatellite		chrXVIII		7613260		Stn261		microsatellite		chrXVIII		7613434																		associated marker ± 1 Mb		chrXVIII		6613260		chrXVIII		8613434				chrXVIII		7613260		chrXVIII		7613434										associated marker ± 1 Mb		chrXVIII		6613260		chrXVIII		8613434				chrXVIII		7613260		chrXVIII		7613434										associated marker ± 1 Mb		chrXVIII		6613260		chrXVIII		8613434

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterior insertion of second dorsal spine (y)		body shape		7.70		chrXVIII		Linked Marker, Tab. S1, no confidence intervals				Stn261		microsatellite		chrXVIII		7613260		Stn261		microsatellite		chrXVIII		7613434																		associated marker ± 1 Mb		chrXVIII		6613260		chrXVIII		8613434				chrXVIII		7613260		chrXVIII		7613434										associated marker ± 1 Mb		chrXVIII		6613260		chrXVIII		8613434				chrXVIII		7613260		chrXVIII		7613434										associated marker ± 1 Mb		chrXVIII		6613260		chrXVIII		8613434

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal extent of the ascending branch of the pelvis (x)		body shape		4.50		chrXVIII		Linked Marker, Tab. S1, no confidence intervals				Stn317		microsatellite		chrXVIII		12520276		Stn317		microsatellite		chrXVIII		12520434																		associated marker ± 1 Mb		chrXVIII		11520276		chrXVIII		13520434				chrXVIII		12520276		chrXVIII		12520434										associated marker ± 1 Mb		chrXVIII		11520276		chrXVIII		13520434				chrXVIII		12520276		chrXVIII		12520434										associated marker ± 1 Mb		chrXVIII		11520276		chrXVIII		13520434

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterior extent of ectocorocoid (x)		body shape		5.70		chrXVIII		Linked Marker, Tab. S1, no confidence intervals				Stn317		microsatellite		chrXVIII		12520276		Stn317		microsatellite		chrXVIII		12520434																		associated marker ± 1 Mb		chrXVIII		11520276		chrXVIII		13520434				chrXVIII		12520276		chrXVIII		12520434										associated marker ± 1 Mb		chrXVIII		11520276		chrXVIII		13520434				chrXVIII		12520276		chrXVIII		12520434										associated marker ± 1 Mb		chrXVIII		11520276		chrXVIII		13520434

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal extent of ectocorocoid (x)		body shape		5.50		chrXVIII		Linked Marker, Tab. S1, no confidence intervals				Stn317		microsatellite		chrXVIII		12520276		Stn317		microsatellite		chrXVIII		12520434																		associated marker ± 1 Mb		chrXVIII		11520276		chrXVIII		13520434				chrXVIII		12520276		chrXVIII		12520434										associated marker ± 1 Mb		chrXVIII		11520276		chrXVIII		13520434				chrXVIII		12520276		chrXVIII		12520434										associated marker ± 1 Mb		chrXVIII		11520276		chrXVIII		13520434

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterior extent of premaxilla (x)		body shape		6.30		chrXVIII		Linked Marker, Tab. S1, no confidence intervals				Stn317		microsatellite		chrXVIII		12520276		Stn317		microsatellite		chrXVIII		12520434																		associated marker ± 1 Mb		chrXVIII		11520276		chrXVIII		13520434				chrXVIII		12520276		chrXVIII		12520434										associated marker ± 1 Mb		chrXVIII		11520276		chrXVIII		13520434				chrXVIII		12520276		chrXVIII		12520434										associated marker ± 1 Mb		chrXVIII		11520276		chrXVIII		13520434

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterior extent of ectocorocoid (y)		body shape		5.70		chrXVIII		Linked Marker, Tab. S1, no confidence intervals				Stn317		microsatellite		chrXVIII		12520276		Stn317		microsatellite		chrXVIII		12520434																		associated marker ± 1 Mb		chrXVIII		11520276		chrXVIII		13520434				chrXVIII		12520276		chrXVIII		12520434										associated marker ± 1 Mb		chrXVIII		11520276		chrXVIII		13520434				chrXVIII		12520276		chrXVIII		12520434										associated marker ± 1 Mb		chrXVIII		11520276		chrXVIII		13520434

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterior extent of caudal peduncle (x)		body shape		8.20		chrXX		Linked Marker, Tab. S1, no confidence intervals				Stn216		microsatellite		chrXX		8252840		Stn216		microsatellite		chrXX		8253452																		associated marker ± 1 Mb		chrXX		7252840		chrXX		9253452				chrXX		10836926		chrXX		10836314										associated marker ± 1 Mb		chrXX		9836314		chrXX		11836926				chrXX		11260847		chrXX		11260235										associated marker ± 1 Mb		chrXX		10260235		chrXX		12260847

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterior extent of ectocorocoid (x)		body shape		7.80		chrXX		Linked Marker, Tab. S1, no confidence intervals				Stn216		microsatellite		chrXX		8252840		Stn216		microsatellite		chrXX		8253452																		associated marker ± 1 Mb		chrXX		7252840		chrXX		9253452				chrXX		10836926		chrXX		10836314										associated marker ± 1 Mb		chrXX		9836314		chrXX		11836926				chrXX		11260847		chrXX		11260235										associated marker ± 1 Mb		chrXX		10260235		chrXX		12260847

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ventral extent of operculum (x)		body shape		5.30		chrXX		Linked Marker, Tab. S1, no confidence intervals				Stn216		microsatellite		chrXX		8252840		Stn216		microsatellite		chrXX		8253452																		associated marker ± 1 Mb		chrXX		7252840		chrXX		9253452				chrXX		10836926		chrXX		10836314										associated marker ± 1 Mb		chrXX		9836314		chrXX		11836926				chrXX		11260847		chrXX		11260235										associated marker ± 1 Mb		chrXX		10260235		chrXX		12260847

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterior insertion of first dorsal spine (x)		body shape		4.80		chrXX		Linked Marker, Tab. S1, no confidence intervals				Stn216		microsatellite		chrXX		8252840		Stn216		microsatellite		chrXX		8253452																		associated marker ± 1 Mb		chrXX		7252840		chrXX		9253452				chrXX		10836926		chrXX		10836314										associated marker ± 1 Mb		chrXX		9836314		chrXX		11836926				chrXX		11260847		chrXX		11260235										associated marker ± 1 Mb		chrXX		10260235		chrXX		12260847

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterior insertion of dorsal fin (x)		body shape		8.90		chrXX		Linked Marker, Tab. S1, no confidence intervals				Stn216		microsatellite		chrXX		8252840		Stn216		microsatellite		chrXX		8253452																		associated marker ± 1 Mb		chrXX		7252840		chrXX		9253452				chrXX		10836926		chrXX		10836314										associated marker ± 1 Mb		chrXX		9836314		chrXX		11836926				chrXX		11260847		chrXX		11260235										associated marker ± 1 Mb		chrXX		10260235		chrXX		12260847

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal extent of the ascending branch of the pelvis (y)		body shape		4.30		chrXX		Linked Marker, Tab. S1, no confidence intervals				Stn216		microsatellite		chrXX		8252840		Stn216		microsatellite		chrXX		8253452																		associated marker ± 1 Mb		chrXX		7252840		chrXX		9253452				chrXX		10836926		chrXX		10836314										associated marker ± 1 Mb		chrXX		9836314		chrXX		11836926				chrXX		11260847		chrXX		11260235										associated marker ± 1 Mb		chrXX		10260235		chrXX		12260847

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterior insertion of dorsal fin (y)		body shape		7.30		chrXX		Linked Marker, Tab. S1, no confidence intervals				Stn216		microsatellite		chrXX		8252840		Stn216		microsatellite		chrXX		8253452																		associated marker ± 1 Mb		chrXX		7252840		chrXX		9253452				chrXX		10836926		chrXX		10836314										associated marker ± 1 Mb		chrXX		9836314		chrXX		11836926				chrXX		11260847		chrXX		11260235										associated marker ± 1 Mb		chrXX		10260235		chrXX		12260847

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterior extent of maxilla (x)		body shape		4.50		chrXXI		Linked Marker, Tab. S1, no confidence intervals				Stn219		microsatellite		chrXXI		4587761		Stn219		microsatellite		chrXXI		4587929																		associated marker ± 1 Mb		chrXXI		3587761		chrXXI		5587929				chrXXI		7236174		chrXXI		7236342										associated marker ± 1 Mb		chrXXI		6236174		chrXXI		8236342				chrXXI		8731909		chrXXI		8732077										associated marker ± 1 Mb		chrXXI		7731909		chrXXI		9732077

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterior insertion of first dorsal spine (x)		body shape		11.60		chrXXI		Linked Marker, Tab. S1, no confidence intervals				Stn219		microsatellite		chrXXI		4587761		Stn219		microsatellite		chrXXI		4587929																		associated marker ± 1 Mb		chrXXI		3587761		chrXXI		5587929				chrXXI		7236174		chrXXI		7236342										associated marker ± 1 Mb		chrXXI		6236174		chrXXI		8236342				chrXXI		8731909		chrXXI		8732077										associated marker ± 1 Mb		chrXXI		7731909		chrXXI		9732077

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Posterior extent of premaxilla (y)		body shape		6.50		chrXXI		Linked Marker, Tab. S1, no confidence intervals				Stn219		microsatellite		chrXXI		4587761		Stn219		microsatellite		chrXXI		4587929																		associated marker ± 1 Mb		chrXXI		3587761		chrXXI		5587929				chrXXI		7236174		chrXXI		7236342										associated marker ± 1 Mb		chrXXI		6236174		chrXXI		8236342				chrXXI		8731909		chrXXI		8732077										associated marker ± 1 Mb		chrXXI		7731909		chrXXI		9732077

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterior insertion of second dorsal spine (y)		body shape		7.80		chrXXI		Linked Marker, Tab. S1, no confidence intervals				Stn219		microsatellite		chrXXI		4587761		Stn219		microsatellite		chrXXI		4587929																		associated marker ± 1 Mb		chrXXI		3587761		chrXXI		5587929				chrXXI		7236174		chrXXI		7236342										associated marker ± 1 Mb		chrXXI		6236174		chrXXI		8236342				chrXXI		8731909		chrXXI		8732077										associated marker ± 1 Mb		chrXXI		7731909		chrXXI		9732077

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anterior insertion of second dorsal spine (x)		body shape		7.60		chrII		Linked Marker, Tab. S1, microsat not in reference, region from neighbors in genetic map (stn22 and stn24), no confidence interval				Stn259		microsatellite						Stn259		microsatellite						stn22		microsatellite		chrII		14542025		stn24		microsatellite		chrII		21122379		associated marker ± 1 Mb		chrII		13542025		chrII		22122379												chrII		14542025		chrII		21122379		associated marker ± 1 Mb		chrII		13542025		chrII		22122379												chrII		14954602		chrII		21534956		associated marker ± 1 Mb		chrII		13954602		chrII		22534956

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Insertion point of pelvic spine into the pelvic girdle (x)		body shape		14.60		chrVII		Linked Marker, Tab. S1, microsat not in reference, chromosome end chrVII (unassembled), no confidence intervals				Stn342		microsatellite						Stn342		microsatellite						chromosome end				chrVII				chromosome end				chrVII				chromosome end -100 kb		chrVII		27837443		chrVII		27937443												chrVII				chrVII				chromosome end -100 kb		chrVII		29585623		chrVII		29685623												chrVII				chrVII				chromosome end -100 kb		chrVII		30750397		chrVII		30850397

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal extent of the ascending branch of the pelvis (x)		body shape		8.50		chrVII		Linked Marker, Tab. S1, microsat not in reference, chromosome end chrVII (unassembled), no confidence intervals				Stn342		microsatellite						Stn342		microsatellite						chromosome end				chrVII				chromosome end				chrVII				chromosome end -100 kb		chrVII		27837443		chrVII		27937443												chrVII				chrVII				chromosome end -100 kb		chrVII		29585623		chrVII		29685623												chrVII				chrVII				chromosome end -100 kb		chrVII		30750397		chrVII		30850397

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Insertion point of pelvic spine into the pelvic girdle (y)		body shape		6.60		chrVII		Linked Marker, Tab. S1, microsat not in reference, chromosome end chrVII (unassembled), no confidence intervals				Stn342		microsatellite						Stn342		microsatellite						chromosome end				chrVII				chromosome end				chrVII				chromosome end -100 kb		chrVII		27837443		chrVII		27937443												chrVII				chrVII				chromosome end -100 kb		chrVII		29585623		chrVII		29685623												chrVII				chrVII				chromosome end -100 kb		chrVII		30750397		chrVII		30850397

		QTL		QTL mapping		Albert et al. 2008 Evolution		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal extent of the ascending branch of the pelvis (y)		body shape		24.80		chrVII		Linked Marker, Tab. S1, microsat not in reference, chromosome end chrVII (unassembled), no confidence intervals				Stn342		microsatellite						Stn342		microsatellite						chromosome end				chrVII				chromosome end				chrVII				chromosome end -100 kb		chrVII		27837443		chrVII		27937443												chrVII				chrVII				chromosome end -100 kb		chrVII		29585623		chrVII		29685623												chrVII				chrVII				chromosome end -100 kb		chrVII		30750397		chrVII		30850397

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 4 x-coordinate (x4)		body shape		2.61		chrI		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 010		nearest SNP		chrI		15145305										SNP 008		SNP		chrI		7545826		SNP 017		SNP		chrI		19946499		1.5-LOD region as reported		chrI		7545826		chrI		19946499				chrI		15145305						chrI		7545826		chrI		27266031		1.5-LOD region as reported		chrI		7545826		chrI		27266031				chrI		15626460						chrI		8026981		chrI		28038347		1.5-LOD region as reported		chrI		8026981		chrI		28038347

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		number of short gill rakers		feeding		3.10		chrI		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 012		nearest SNP		chrI		25560380										SNP 006		SNP		chrI		3310077		SNP 017		SNP		chrI		19946499		1.5-LOD region as reported		chrI		3310077		chrI		19946499				chrI		21652150						chrI		3310077		chrI		27266031		1.5-LOD region as reported		chrI		3310077		chrI		27266031				chrI		22424466						chrI		3791232		chrI		28038347		1.5-LOD region as reported		chrI		3791232		chrI		28038347

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		neurocranium outlever length (residual)		feeding		2.57		chrII		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 027		nearest SNP		chrII		6475468										SNP 018		SNP		chrII		377479		SNP 030		SNP		chrII		17453243		1.5-LOD region as reported		chrII		377479		chrII		17453243				chrII		6475468						chrII		377479		chrII		17453243		1.5-LOD region as reported		chrII		377479		chrII		17453243				chrII		6888045						chrII		1000706		chrII		17865820		1.5-LOD region as reported		chrII		1000706		chrII		17865820

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 7 x-coordinate (x7)		body shape		2.20		chrII		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 027		nearest SNP		chrII		6475468										SNP 018		SNP		chrII		377479		SNP 029		SNP		chrII		17312835		1.5-LOD region as reported		chrII		377479		chrII		17312835				chrII		6475468						chrII		377479		chrII		17312835		1.5-LOD region as reported		chrII		377479		chrII		17312835				chrII		6888045						chrII		1000706		chrII		17725412		1.5-LOD region as reported		chrII		1000706		chrII		17725412

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 16 x-coordinate (x16)		body shape		3.25		chrII		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 028		nearest SNP		chrII		10092618										SNP 026		SNP		chrII		5590307		SNP 036		SNP		chrII		21231538		1.5-LOD region as reported		chrII		5590307		chrII		21231538				chrII		10092618						chrII		5590307		chrII		21231538		1.5-LOD region as reported		chrII		5590307		chrII		21231538				chrII		10505195						chrII		6002884		chrII		21644115		1.5-LOD region as reported		chrII		6002884		chrII		21644115

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		buccal cavity length (size -corrected residual)		feeding		2.66		chrII		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 029		nearest SNP		chrII		17312835										SNP 022		SNP		chrII		4530808		SNP 031		SNP		chrII		19985741		1.5-LOD region as reported		chrII		4530808		chrII		19985741				chrII		17312835						chrII		4530808		chrII		19985741		1.5-LOD region as reported		chrII		4530808		chrII		19985741				chrII		17725412						chrII		4943385		chrII		20398318		1.5-LOD region as reported		chrII		4943385		chrII		20398318

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 19 x-coordinate (x19)		body shape		2.52		chrII		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 029		nearest SNP		chrII		17312835										SNP 022		SNP		chrII		4530808		SNP 032		SNP		chrII		22644752		1.5-LOD region as reported		chrII		4530808		chrII		22644752				chrII		17312835						chrII		4530808		chrII		22644752		1.5-LOD region as reported		chrII		4530808		chrII		22644752				chrII		17725412						chrII		4943385		chrII		23440334		1.5-LOD region as reported		chrII		4943385		chrII		23440334

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 17 y-coordinate (y17)		body shape		2.42		chrII		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 030		nearest SNP		chrII		17453243										SNP 027		SNP		chrII		6475468		SNP 032		SNP		chrII		22644752		1.5-LOD region as reported		chrII		6475468		chrII		22644752				chrII		17453243						chrII		6475468		chrII		22644752		1.5-LOD region as reported		chrII		6475468		chrII		22644752				chrII		17865820						chrII		6888045		chrII		23440334		1.5-LOD region as reported		chrII		6888045		chrII		23440334

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 14 x-coordinate (x14)		body shape		2.45		chrII		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 034		nearest SNP		chrII		20796189										SNP 031		SNP		chrII		19985741		SNP 036		SNP		chrII		21231538		1.5-LOD region as reported		chrII		19985741		chrII		21231538				chrII		20796189						chrII		19985741		chrII		21231538		1.5-LOD region as reported		chrII		19985741		chrII		21231538				chrII		21208766						chrII		20398318		chrII		21644115		1.5-LOD region as reported		chrII		20398318		chrII		21644115

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 7 x-coordinate (x7)		body shape		2.55		chrIV		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 073		nearest SNP		chrIV		339710										SNP 065		SNP		chrIV		2045971		SNP 077		SNP		chrIV		15052901		1.5-LOD region as reported		chrIV		2045971		chrIV		15052901				chrIV		339710						chrIV		2045971		chrIV		15052901		1.5-LOD region as reported		chrIV		2045971		chrIV		15052901				chrIV		339710						chrIV		2045971		chrIV		15052901		1.5-LOD region as reported		chrIV		2045971		chrIV		15052901

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 8 x-coordinate (x8)		body shape		4.53		chrIV		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 073		nearest SNP		chrIV		339710										SNP 067		SNP		chrIV		1942641		SNP 074		SNP		chrIV		5165268		1.5-LOD region as reported		chrIV		1942641		chrIV		5165268				chrIV		339710						chrIV		1942641		chrIV		5165268		1.5-LOD region as reported		chrIV		1942641		chrIV		5165268				chrIV		339710						chrIV		1942641		chrIV		5165268		1.5-LOD region as reported		chrIV		1942641		chrIV		5165268

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 11 y-coordinate (y11)		body shape		6.40		chrIV		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 073		nearest SNP		chrIV		339710										SNP 067		SNP		chrIV		1942641		SNP 077		SNP		chrIV		15052901		1.5-LOD region as reported		chrIV		1942641		chrIV		15052901				chrIV		339710						chrIV		1942641		chrIV		15052901		1.5-LOD region as reported		chrIV		1942641		chrIV		15052901				chrIV		339710						chrIV		1942641		chrIV		15052901		1.5-LOD region as reported		chrIV		1942641		chrIV		15052901

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 8 y-coordinate (y8)		body shape		5.11		chrIV		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 074		nearest SNP		chrIV		5165268										SNP 071		SNP		chrIV		219384		SNP 077		SNP		chrIV		15052901		1.5-LOD region as reported		chrIV		219384		chrIV		15052901				chrIV		5165268						chrIV		219384		chrIV		15052901		1.5-LOD region as reported		chrIV		219384		chrIV		15052901				chrIV		5165268						chrIV		219384		chrIV		15052901		1.5-LOD region as reported		chrIV		219384		chrIV		15052901

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		first dorsal spine development		defence		2.55		chrIV		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 076		nearest SNP		chrIV		10997988										SNP 067		SNP		chrIV		1942641		SNP 094		SNP		chrIV		32592491		1.5-LOD region as reported		chrIV		1942641		chrIV		32592491				chrIV		10997988						chrIV		1942641		chrIV		32592491		1.5-LOD region as reported		chrIV		1942641		chrIV		32592491				chrIV		10997988						chrIV		1942641		chrIV		32942749		1.5-LOD region as reported		chrIV		1942641		chrIV		32942749

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		lower jaw-opening inlever length (residual)		feeding		5.95		chrIV		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 076		nearest SNP		chrIV		10997988										SNP 073		SNP		chrIV		339710		SNP 078		SNP		chrIV		15721538		1.5-LOD region as reported		chrIV		339710		chrIV		15721538				chrIV		10997988						chrIV		339710		chrIV		15721538		1.5-LOD region as reported		chrIV		339710		chrIV		15721538				chrIV		10997988						chrIV		339710		chrIV		15721538		1.5-LOD region as reported		chrIV		339710		chrIV		15721538

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		anterior epaxial muscle width (residual)		feeding		8.88		chrIV		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 076		nearest SNP		chrIV		10997988										SNP 074		SNP		chrIV		5165268		SNP 080		SNP		chrIV		29763654		1.5-LOD region as reported		chrIV		5165268		chrIV		29763654				chrIV		10997988						chrIV		5165268		chrIV		29763654		1.5-LOD region as reported		chrIV		5165268		chrIV		29763654				chrIV		10997988						chrIV		5165268		chrIV		30113912		1.5-LOD region as reported		chrIV		5165268		chrIV		30113912

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 3 y-coordinate (y3)		body shape		3.62		chrIV		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 076		nearest SNP		chrIV		10997988										SNP 067		SNP		chrIV		1942641		SNP 081		SNP		chrIV		29034665		1.5-LOD region as reported		chrIV		1942641		chrIV		29034665				chrIV		10997988						chrIV		1942641		chrIV		29034665		1.5-LOD region as reported		chrIV		1942641		chrIV		29034665				chrIV		10997988						chrIV		1942641		chrIV		29384923		1.5-LOD region as reported		chrIV		1942641		chrIV		29384923

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 4 y-coordinate (y4)		body shape		3.83		chrIV		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 075		nearest SNP		chrIV		11367975										SNP 072		SNP		chrIV		4034002		SNP 083		SNP		chrIV		30568387		1.5-LOD region as reported		chrIV		4034002		chrIV		30568387				chrIV		11367975						chrIV		4034002		chrIV		30568387		1.5-LOD region as reported		chrIV		4034002		chrIV		30568387				chrIV		11367975						chrIV		4034002		chrIV		30918645		1.5-LOD region as reported		chrIV		4034002		chrIV		30918645

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 12 y-coordinate (y12)		body shape		2.75		chrIV		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 075		nearest SNP		chrIV		11367975										SNP 073		SNP		chrIV		339710		SNP 080		SNP		chrIV		29763654		1.5-LOD region as reported		chrIV		339710		chrIV		29763654				chrIV		11367975						chrIV		339710		chrIV		29763654		1.5-LOD region as reported		chrIV		339710		chrIV		29763654				chrIV		11367975						chrIV		339710		chrIV		30113912		1.5-LOD region as reported		chrIV		339710		chrIV		30113912

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 17 y-coordinate (y17)		body shape		4.76		chrIV		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 075		nearest SNP		chrIV		11367975										SNP 073		SNP		chrIV		339710		SNP 082		SNP		chrIV		31350187		1.5-LOD region as reported		chrIV		339710		chrIV		31350187				chrIV		11367975						chrIV		339710		chrIV		31350187		1.5-LOD region as reported		chrIV		339710		chrIV		31350187				chrIV		11367975						chrIV		339710		chrIV		31700445		1.5-LOD region as reported		chrIV		339710		chrIV		31700445

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 18 y-coordinate (y18)		body shape		3.56		chrIV		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 075		nearest SNP		chrIV		11367975										SNP 067		SNP		chrIV		1942641		SNP 082		SNP		chrIV		31350187		1.5-LOD region as reported		chrIV		1942641		chrIV		31350187				chrIV		11367975						chrIV		1942641		chrIV		31350187		1.5-LOD region as reported		chrIV		1942641		chrIV		31350187				chrIV		11367975						chrIV		1942641		chrIV		31700445		1.5-LOD region as reported		chrIV		1942641		chrIV		31700445

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 15 y-coordinate (y15)		body shape		4.80		chrIV		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 081		nearest SNP		chrIV		29034665										SNP 065		SNP		chrIV		2045971		SNP 083		SNP		chrIV		30568387		1.5-LOD region as reported		chrIV		2045971		chrIV		30568387				chrIV		29034665						chrIV		2045971		chrIV		30568387		1.5-LOD region as reported		chrIV		2045971		chrIV		30568387				chrIV		29384923						chrIV		2045971		chrIV		30918645		1.5-LOD region as reported		chrIV		2045971		chrIV		30918645

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		upper jaw protrusion length (residual)		feeding		8.82		chrIX		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 195		nearest SNP		chrIX		6126845										SNP 185		SNP		chrIX		15475540		SNP 196		SNP		chrIX		18826248		1.5-LOD region as reported		chrIX		15475540		chrIX		18826248				chrIX		16076545						chrIX		6727850		chrIX		18826248		1.5-LOD region as reported		chrIX		6727850		chrIX		18826248				chrIX		16076545						chrIX		6727850		chrIX		18705800		1.5-LOD region as reported		chrIX		6727850		chrIX		18705800

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		buccal cavity length (size-corrected residual)		feeding		3.05		chrIX		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 195		nearest SNP		chrIX		6126845										SNP 186		SNP		chrIX		13852312		SNP 196		SNP		chrIX		18826248		1.5-LOD region as reported		chrIX		13852312		chrIX		18826248				chrIX		16076545						chrIX		8351078		chrIX		18826248		1.5-LOD region as reported		chrIX		8351078		chrIX		18826248				chrIX		16076545						chrIX		8351078		chrIX		18705800		1.5-LOD region as reported		chrIX		8351078		chrIX		18705800

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		neurocranium outlever length (residual)		feeding		2.97		chrIX		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 195		nearest SNP		chrIX		6126845										SNP 186		SNP		chrIX		13852312		SNP 198		SNP		chrIX		18942598		1.5-LOD region as reported		chrIX		13852312		chrIX		18942598				chrIX		16076545						chrIX		8351078		chrIX		18942598		1.5-LOD region as reported		chrIX		8351078		chrIX		18942598				chrIX		16076545						chrIX		8351078		chrIX		18589450		1.5-LOD region as reported		chrIX		8351078		chrIX		18589450

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 16 x-coordinate (x16)		body shape		2.10		chrIX		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 200		nearest SNP		chrIX		19745222										SNP 195		SNP		chrIX		6126845		SNP 200		SNP		chrIX		19745222		1.5-LOD region as reported		chrIX		6126845		chrIX		19745222				chrIX		19745222						chrIX		16076545		chrIX		19745222		1.5-LOD region as reported		chrIX		16076545		chrIX		19745222				chrIX		20593655						chrIX		16076545		chrIX		20593655		1.5-LOD region as reported		chrIX		16076545		chrIX		20593655

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 14 x-coordinate (x14)		body shape		2.70		chrXXI		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 402		nearest SNP		chrUn		7381868										SNP 401		SNP		chrUn		6720054		SNP 407		SNP		chrXXI		11414383		1.5-LOD region as reported		chrUn		6720054		chrXXI		11414383		1		chrXXI		2275607						chrXXI		1613793		chrXXI		14062796		1.5-LOD region as reported		chrXXI		1613793		chrXXI		14062796				chrXXI		4068412						chrXXI		3406598		chrXXI		16452901		1.5-LOD region as reported		chrXXI		3406598		chrXXI		16452901

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 4 y-coordinate (y4)		body shape		3.28		chrVI		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 117		nearest SNP		chrVI		487411										SNP 117		SNP		chrVI		487411		SNP 132		SNP		chrVI		16870159		1.5-LOD region as reported		chrVI		487411		chrVI		16870159				chrVI		4571280						chrVI		4571280		chrVI		17872070		1.5-LOD region as reported		chrVI		4571280		chrVI		17872070				chrVI		1400256						chrVI		1400256		chrVI		18470245		1.5-LOD region as reported		chrVI		1400256		chrVI		18470245

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 9 x-coordinate (x9)		body shape		3.02		chrVII		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 142		nearest SNP		chrVII		16848769										SNP 139		SNP		chrVII		1481322		SNP 148		SNP		chrVII		25193081		1.5-LOD region as reported		chrVII		1481322		chrVII		25193081				chrVII		18596949						chrVII		1481322		chrVII		26941261		1.5-LOD region as reported		chrVII		1481322		chrVII		26941261				chrVII		19501302						chrVII		2010307		chrVII		27845614		1.5-LOD region as reported		chrVII		2010307		chrVII		27845614

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		number of long gill rakers		feeding		11.70		chrVII		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 143		nearest SNP		chrVII		19857837										SNP 141		SNP		chrVII		5936068		SNP 147		SNP		chrVII		24217606		1.5-LOD region as reported		chrVII		5936068		chrVII		24217606				chrVII		21606017						chrVII		5936068		chrVII		25965786		1.5-LOD region as reported		chrVII		5936068		chrVII		25965786				chrVII		22510370						chrVII		6465053		chrVII		26870139		1.5-LOD region as reported		chrVII		6465053		chrVII		26870139

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 8 x-coordinate (x8)		body shape		4.22		chrVII		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 143		nearest SNP		chrVII		19857837										SNP 140		SNP		chrVII		2559099		SNP 148		SNP		chrVII		25193081		1.5-LOD region as reported		chrVII		2559099		chrVII		25193081				chrVII		21606017						chrVII		2559099		chrVII		26941261		1.5-LOD region as reported		chrVII		2559099		chrVII		26941261				chrVII		22510370						chrVII		3088084		chrVII		27845614		1.5-LOD region as reported		chrVII		3088084		chrVII		27845614

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		number of short gill rakers		feeding		5.15		chrVII		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 146		nearest SNP		chrVII		24203557										SNP 140		SNP		chrVII		2559099		SNP 149		SNP		chrVII		25910223		1.5-LOD region as reported		chrVII		2559099		chrVII		25910223				chrVII		25951737						chrVII		2559099		chrVII		27658403		1.5-LOD region as reported		chrVII		2559099		chrVII		27658403				chrVII		26856090						chrVII		3088084		chrVII		28562756		1.5-LOD region as reported		chrVII		3088084		chrVII		28562756

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		number of lateral plates		defence		4.06		chrVII		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 150		nearest SNP		chrVII		25986275										SNP 145		SNP		chrVII		20883742		SNP 154		SNP		chrVII		26769148		1.5-LOD region as reported		chrVII		20883742		chrVII		26769148				chrVII		27734455						chrVII		22631922		chrVII		28517328		1.5-LOD region as reported		chrVII		22631922		chrVII		28517328				chrVII		28638808						chrVII		23536275		chrVII		29421681		1.5-LOD region as reported		chrVII		23536275		chrVII		29421681

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		pelvic girdle development		defence		47.81		chrVII		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 155		nearest SNP		chrVII		27918897										SNP 154		SNP		chrVII		26769148		SNP 155		SNP		chrVII		27918897		1.5-LOD region as reported		chrVII		26769148		chrVII		27918897				chrVII		29667077						chrVII		28517328		chrVII		29667077		1.5-LOD region as reported		chrVII		28517328		chrVII		29667077				chrVII		30831851						chrVII		29421681		chrVII		30831851		1.5-LOD region as reported		chrVII		29421681		chrVII		30831851

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 3 y-coordinate (y3)		body shape		3.01		chrVII		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 155		nearest SNP		chrVII		27918897										SNP 154		SNP		chrVII		26769148		SNP 155		SNP		chrVII		27918897		1.5-LOD region as reported		chrVII		26769148		chrVII		27918897				chrVII		29667077						chrVII		28517328		chrVII		29667077		1.5-LOD region as reported		chrVII		28517328		chrVII		29667077				chrVII		30831851						chrVII		29421681		chrVII		30831851		1.5-LOD region as reported		chrVII		29421681		chrVII		30831851

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		number of long gill rakers		feeding		2.57		chrVIII		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 165		nearest SNP		chrVIII		13412707										SNP 162		SNP		chrVIII		3987295		SNP 172		SNP		chrVIII		17576018		1.5-LOD region as reported		chrVIII		3987295		chrVIII		17576018				chrVIII		13412707						chrVIII		3987295		chrVIII		17576018		1.5-LOD region as reported		chrVIII		3987295		chrVIII		17576018				chrVIII		14582628						chrVIII		5157216		chrVIII		18745939		1.5-LOD region as reported		chrVIII		5157216		chrVIII		18745939

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 1 x-coordinate (x1)		body shape		1.78		chrVIII		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 166		nearest SNP		chrVIII		16299555										SNP 157		SNP		chrVIII		1929053		SNP 170		SNP		chrVIII		16954373		1.5-LOD region as reported		chrVIII		1929053		chrVIII		16954373				chrVIII		16299555						chrVIII		1929053		chrVIII		16954373		1.5-LOD region as reported		chrVIII		1929053		chrVIII		16954373				chrVIII		17469476						chrVIII		3098974		chrVIII		18124294		1.5-LOD region as reported		chrVIII		3098974		chrVIII		18124294

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 7 x-coordinate (x7)		body shape		2.91		chrVIII		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 166		nearest SNP		chrVIII		16299555										SNP 164		SNP		chrVIII		4503012		SNP 168		SNP		chrVIII		16649103		1.5-LOD region as reported		chrVIII		4503012		chrVIII		16649103				chrVIII		16299555						chrVIII		4503012		chrVIII		16649103		1.5-LOD region as reported		chrVIII		4503012		chrVIII		16649103				chrVIII		17469476						chrVIII		5672933		chrVIII		17819024		1.5-LOD region as reported		chrVIII		5672933		chrVIII		17819024

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 10 x-coordinate (x10)		body shape		4.69		chrVIII		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 166		nearest SNP		chrVIII		16299555										SNP 164		SNP		chrVIII		4503012		SNP 168		SNP		chrVIII		16649103		1.5-LOD region as reported		chrVIII		4503012		chrVIII		16649103				chrVIII		16299555						chrVIII		4503012		chrVIII		16649103		1.5-LOD region as reported		chrVIII		4503012		chrVIII		16649103				chrVIII		17469476						chrVIII		5672933		chrVIII		17819024		1.5-LOD region as reported		chrVIII		5672933		chrVIII		17819024

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		number of short gill rakers		feeding		2.35		chrVIII		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 171		nearest SNP		chrVIII		17359071										SNP 164		SNP		chrVIII		4503012		SNP 176		SNP		chrVIII		18432598		1.5-LOD region as reported		chrVIII		4503012		chrVIII		18432598				chrVIII		17359071						chrVIII		4503012		chrVIII		18432598		1.5-LOD region as reported		chrVIII		4503012		chrVIII		18432598				chrVIII		18528992						chrVIII		5672933		chrVIII		19602519		1.5-LOD region as reported		chrVIII		5672933		chrVIII		19602519

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 3 x-coordinate (x3)		body shape		4.45		chrX		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 206		nearest SNP		chrX		1275840										SNP 201		SNP		chrUn		14043112		SNP 212		SNP		chrX		12507632		1.5-LOD region as reported		chrUn		14043112		chrX		12507632		1		chrX		2385975						chrX		414795		chrX		13617767		1.5-LOD region as reported		chrX		414795		chrX		13617767				chrX		3354987						chrX		1663353		chrX		14586779		1.5-LOD region as reported		chrX		1663353		chrX		14586779

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		number of lateral plates		defence		2.66		chrXI		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 225		nearest SNP		chrXI		9039275										SNP 223		SNP		chrXI		457909		SNP 229		SNP		chrXI		12550151		1.5-LOD region as reported		chrXI		457909		chrXI		12550151				chrXI		9039275						chrXI		457909		chrXI		12550151		1.5-LOD region as reported		chrXI		457909		chrXI		12550151				chrXI		9787425						chrXI		1206059		chrXI		13298301		1.5-LOD region as reported		chrXI		1206059		chrXI		13298301

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		suction feeding index score		feeding		3.33		chrXII		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 246		nearest SNP		chrXII		548804										SNP 242		SNP		chrUn		30606854		SNP 261		SNP		chrXII		4042442		1.5-LOD region as reported		chrUn		30606854		chrXII		4042442		1		chrXII		548804						chrUn		10870440		chrXII		15583756		1.5-LOD region as reported		chrUn		10870440		chrXII		15583756		1		chrXII		1430130						chrXII		581243		chrXII		16887730		1.5-LOD region as reported		chrXII		581243		chrXII		16887730

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		number of long gill rakers		feeding		2.72		chrXII		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 254		nearest SNP		chrXII		7504339										SNP 249		SNP		chrXII		17470353		SNP 262		SNP		chrXII		16628544		1.5-LOD region as reported		chrXII		16628544		chrXII		17470353				chrXII		12121859						chrXII		18339525		chrXII		17497716		1.5-LOD region as reported		chrXII		17497716		chrXII		18339525				chrXII		13425833						chrXII		20394379		chrXII		19382735		1.5-LOD region as reported		chrXII		19382735		chrXII		20394379

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 8 y-coordinate (y8)		body shape		3.56		chrXII		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 252		nearest SNP		chrXII		13045611										SNP 246		SNP		chrXII		548804		SNP 261		SNP		chrXII		4042442		1.5-LOD region as reported		chrXII		548804		chrXII		4042442				chrXII		6580587						chrXII		548804		chrXII		15583756		1.5-LOD region as reported		chrXII		548804		chrXII		15583756				chrXII		7884561						chrXII		1430130		chrXII		16887730		1.5-LOD region as reported		chrXII		1430130		chrXII		16887730

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		anterior epaxial muscle width (residual)		feeding		6.32		chrXII		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 253		nearest SNP		chrXII		15046849										SNP 250		SNP		chrXII		2181073		SNP 256		SNP		chrXII		6913126		1.5-LOD region as reported		chrXII		2181073		chrXII		6913126				chrXII		4579349						chrXII		3050245		chrXII		12713072		1.5-LOD region as reported		chrXII		3050245		chrXII		12713072				chrXII		5883323						chrXII		4354219		chrXII		14017046		1.5-LOD region as reported		chrXII		4354219		chrXII		14017046

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 6 x-coordinate (x6)		body shape		3.99		chrXII		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 253		nearest SNP		chrXII		15046849										SNP 250		SNP		chrXII		2181073		SNP 261		SNP		chrXII		4042442		1.5-LOD region as reported		chrXII		2181073		chrXII		4042442				chrXII		4579349						chrXII		3050245		chrXII		15583756		1.5-LOD region as reported		chrXII		3050245		chrXII		15583756				chrXII		5883323						chrXII		4354219		chrXII		16887730		1.5-LOD region as reported		chrXII		4354219		chrXII		16887730

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 6 x-coordinate (x6)		body shape		2.12		chrXIII		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 277		nearest SNP		chrXIII		17392141										SNP 273		SNP		chrXIII		2822352		SNP 278		SNP		chrXIII		19311265		1.5-LOD region as reported		chrXIII		2822352		chrXIII		19311265				chrXIII		17392141						chrXIII		2822352		chrXIII		18821497		1.5-LOD region as reported		chrXIII		2822352		chrXIII		18821497				chrXIII		17392141						chrXIII		2822352		chrXIII		18821497		1.5-LOD region as reported		chrXIII		2822352		chrXIII		18821497

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 14 x-coordinate (x14)		body shape		2.96		chrXIII		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 277		nearest SNP		chrXIII		17392141										SNP 273		SNP		chrXIII		2822352		SNP 278		SNP		chrXIII		19311265		1.5-LOD region as reported		chrXIII		2822352		chrXIII		19311265				chrXIII		17392141						chrXIII		2822352		chrXIII		18821497		1.5-LOD region as reported		chrXIII		2822352		chrXIII		18821497				chrXIII		17392141						chrXIII		2822352		chrXIII		18821497		1.5-LOD region as reported		chrXIII		2822352		chrXIII		18821497

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 3 y-coordinate (y3)		body shape		2.42		chrXIV		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 289		nearest SNP		chrXIV		1442872										SNP 283		SNP		chrUn		35285565		SNP 292		SNP		chrXIV		3414352		1.5-LOD region as reported		chrUn		35285565		chrXIV		3414352		1		chrXIV		1442872						chrUn		15187553		chrXIV		3414352		1.5-LOD region as reported		chrUn		15187553		chrXIV		3414352		1		chrXIV		1858319						chrXIV		619087		chrXIV		3829799		1.5-LOD region as reported		chrXIV		619087		chrXIV		3829799

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		anterior epaxial muscle height (residual)		feeding		3.63		chrXIV		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 292		nearest SNP		chrXIV		3414352										SNP 282		SNP		chrUn		36334731		SNP 296		SNP		chrXIV		4632223		1.5-LOD region as reported		chrUn		36334731		chrXIV		4632223		1		chrXIV		3414352						chrUn		16236719		chrXIV		4632223		1.5-LOD region as reported		chrUn		16236719		chrXIV		4632223		1		chrXIV		3829799						chrXIV		134358		chrXIV		5047670		1.5-LOD region as reported		chrXIV		134358		chrXIV		5047670

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		buccal cavity length (size-corrected residual)		feeding		2.84		chrXIV		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 293		nearest SNP		chrXIV		3598443										SNP 289		SNP		chrXIV		1442872		SNP 298		SNP		chrXIV		14049917		1.5-LOD region as reported		chrXIV		1442872		chrXIV		14049917				chrXIV		3598443						chrXIV		1442872		chrXIV		14280480		1.5-LOD region as reported		chrXIV		1442872		chrXIV		14280480				chrXIV		4013890						chrXIV		1858319		chrXIV		14695927		1.5-LOD region as reported		chrXIV		1858319		chrXIV		14695927

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 1 x-coordinate (x1)		body shape		5.10		chrXIV		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 296		nearest SNP		chrXIV		4632223										SNP 293		SNP		chrXIV		3598443		SNP 298		SNP		chrXIV		14049917		1.5-LOD region as reported		chrXIV		3598443		chrXIV		14049917				chrXIV		4632223						chrXIV		3598443		chrXIV		14280480		1.5-LOD region as reported		chrXIV		3598443		chrXIV		14280480				chrXIV		5047670						chrXIV		4013890		chrXIV		14695927		1.5-LOD region as reported		chrXIV		4013890		chrXIV		14695927

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 4 y-coordinate (y4)		body shape		2.32		chrXIV		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 296		nearest SNP		chrXIV		4632223										SNP 289		SNP		chrXIV		1442872		SNP 299		SNP		chrXIV		15137805		1.5-LOD region as reported		chrXIV		1442872		chrXIV		15137805				chrXIV		4632223						chrXIV		1442872		chrXIV		13192592		1.5-LOD region as reported		chrXIV		1442872		chrXIV		13192592				chrXIV		5047670						chrXIV		1858319		chrXIV		13608039		1.5-LOD region as reported		chrXIV		1858319		chrXIV		13608039

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 15 y-coordinate (y15)		body shape		3.28		chrXVI		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 313		nearest SNP		chrXVI		2483136										SNP 313		SNP		chrXVI		2483136		SNP 327		SNP		chrXVI		15826700		1.5-LOD region as reported		chrXVI		2483136		chrXVI		15826700				chrXVI		2483136						chrXVI		2483136		chrXVI		15826700		1.5-LOD region as reported		chrXVI		2483136		chrXVI		15826700				chrXVI		2483136						chrXVI		2483136		chrXVI		15826700		1.5-LOD region as reported		chrXVI		2483136		chrXVI		15826700

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		anterior epaxial muscle width (residual)		feeding		4.34		chrXVI		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 317		nearest SNP		chrXVI		5562355										SNP 313		SNP		chrXVI		2483136		SNP 325		SNP		chrXVI		14093156		1.5-LOD region as reported		chrXVI		2483136		chrXVI		14093156				chrXVI		5562355						chrXVI		2483136		chrXVI		14093156		1.5-LOD region as reported		chrXVI		2483136		chrXVI		14093156				chrXVI		5562355						chrXVI		2483136		chrXVI		14093156		1.5-LOD region as reported		chrXVI		2483136		chrXVI		14093156

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 2 y-coordinate (y2)		body shape		4.33		chrXVI		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 321		nearest SNP		chrXVI		9981125										SNP 313		SNP		chrXVI		2483136		SNP 326		SNP		chrXVI		14963879		1.5-LOD region as reported		chrXVI		2483136		chrXVI		14963879				chrXVI		9981125						chrXVI		2483136		chrXVI		14963879		1.5-LOD region as reported		chrXVI		2483136		chrXVI		14963879				chrXVI		9981125						chrXVI		2483136		chrXVI		14963879		1.5-LOD region as reported		chrXVI		2483136		chrXVI		14963879

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 4 x-coordinate (x4)		body shape		3.29		chrXVI		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 321		nearest SNP		chrXVI		9981125										SNP 313		SNP		chrXVI		2483136		SNP 327		SNP		chrXVI		15826700		1.5-LOD region as reported		chrXVI		2483136		chrXVI		15826700				chrXVI		9981125						chrXVI		2483136		chrXVI		15826700		1.5-LOD region as reported		chrXVI		2483136		chrXVI		15826700				chrXVI		9981125						chrXVI		2483136		chrXVI		15826700		1.5-LOD region as reported		chrXVI		2483136		chrXVI		15826700

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 11 y-coordinate (y11)		body shape		2.84		chrXVI		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 321		nearest SNP		chrXVI		9981125										SNP 318		SNP		chrXVI		6415385		SNP 326		SNP		chrXVI		14963879		1.5-LOD region as reported		chrXVI		6415385		chrXVI		14963879				chrXVI		9981125						chrXVI		6415385		chrXVI		14963879		1.5-LOD region as reported		chrXVI		6415385		chrXVI		14963879				chrXVI		9981125						chrXVI		6415385		chrXVI		14963879		1.5-LOD region as reported		chrXVI		6415385		chrXVI		14963879

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 7 x-coordinate (x7)		body shape		2.16		chrXVI		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 322		nearest SNP		chrXVI		12111717										SNP 313		SNP		chrXVI		2483136		SNP 329		SNP		chrXVI		17895677		1.5-LOD region as reported		chrXVI		2483136		chrXVI		17895677				chrXVI		12111717						chrXVI		2483136		chrXVI		16389859		1.5-LOD region as reported		chrXVI		2483136		chrXVI		16389859				chrXVI		12111717						chrXVI		2483136		chrXVI		16389859		1.5-LOD region as reported		chrXVI		2483136		chrXVI		16389859

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 4 y-coordinate (y4)		body shape		4.58		chrXVI		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 323		nearest SNP		chrXVI		12996432										SNP 319		SNP		chrXVI		8218481		SNP 329		SNP		chrXVI		17895677		1.5-LOD region as reported		chrXVI		8218481		chrXVI		17895677				chrXVI		12996432						chrXVI		8218481		chrXVI		16389859		1.5-LOD region as reported		chrXVI		8218481		chrXVI		16389859				chrXVI		12996432						chrXVI		8218481		chrXVI		16389859		1.5-LOD region as reported		chrXVI		8218481		chrXVI		16389859

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 15 x-coordinate (x15)		body shape		2.93		chrXVI		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 324		nearest SNP		chrXVI		14283264										SNP 315		SNP		chrXVI		2764206		SNP 332		SNP		chrXVI		17405918		1.5-LOD region as reported		chrXVI		2764206		chrXVI		17405918				chrXVI		14283264						chrXVI		2764206		chrXVI		16879618		1.5-LOD region as reported		chrXVI		2764206		chrXVI		16879618				chrXVI		14283264						chrXVI		2764206		chrXVI		16879618		1.5-LOD region as reported		chrXVI		2764206		chrXVI		16879618

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 6 x-coordinate (x6)		body shape		1.89		chrXVI		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 328		nearest SNP		chrXVI		16058672										SNP 313		SNP		chrXVI		2483136		SNP 334		SNP		chrXVI		16673569		1.5-LOD region as reported		chrXVI		2483136		chrXVI		16673569				chrXVI		16058672						chrXVI		2483136		chrXVI		17611967		1.5-LOD region as reported		chrXVI		2483136		chrXVI		17611967				chrXVI		16058672						chrXVI		2483136		chrXVI		17611967		1.5-LOD region as reported		chrXVI		2483136		chrXVI		17611967

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 19 x-coordinate (x19)		body shape		2.75		chrXVII		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 341		nearest SNP		chrXVII		1264852										SNP 339		SNP		chrXVII		645029		SNP 349		SNP		chrXVII		2632376		1.5-LOD region as reported		chrXVII		645029		chrXVII		2632376				chrXVII		1264852						chrXVII		645029		chrXVII		2632376		1.5-LOD region as reported		chrXVII		645029		chrXVII		2632376				chrXVII		1809586						chrXVII		1189763		chrXVII		3177110		1.5-LOD region as reported		chrXVII		1189763		chrXVII		3177110

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 6 x-coordinate (x6)		body shape		5.02		chrXVII		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 342		nearest SNP		chrXVII		2232080										SNP 340		SNP		chrXVII		769372		SNP 345		SNP		chrXVII		2872553		1.5-LOD region as reported		chrXVII		769372		chrXVII		2872553				chrXVII		2232080						chrXVII		769372		chrXVII		2872553		1.5-LOD region as reported		chrXVII		769372		chrXVII		2872553				chrXVII		2776814						chrXVII		1314106		chrXVII		3417287		1.5-LOD region as reported		chrXVII		1314106		chrXVII		3417287

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 9 y-coordinate (y9)		body shape		2.96		chrXVII		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 353		nearest SNP		chrXVII		9881295										SNP 342		SNP		chrXVII		2232080		SNP 357		SNP		chrXVII		13795831		1.5-LOD region as reported		chrXVII		2232080		chrXVII		13795831				chrXVII		14986556						chrXVII		2232080		chrXVII		18901092		1.5-LOD region as reported		chrXVII		2232080		chrXVII		18901092				chrXVII		15532290						chrXVII		2776814		chrXVII		19446826		1.5-LOD region as reported		chrXVII		2776814		chrXVII		19446826

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 9 y-coordinate (y9)		body shape		2.88		chrXVIII		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 362		nearest SNP		chrXVIII		4836241										SNP 360		SNP		chrXVIII		1211531		SNP 371		SNP		chrXVIII		13193140		1.5-LOD region as reported		chrXVIII		1211531		chrXVIII		13193140				chrXVIII		4836241						chrXVIII		1211531		chrXVIII		13193140		1.5-LOD region as reported		chrXVIII		1211531		chrXVIII		13193140				chrXVIII		4836241						chrXVIII		1211531		chrXVIII		13193140		1.5-LOD region as reported		chrXVIII		1211531		chrXVIII		13193140

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 10 x-coordinate (x10)		body shape		2.77		chrXX		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 390		nearest SNP		chrXX		2312273										SNP 388		SNP		chrXX		1758783		SNP 400		SNP		chrXX		17708486		1.5-LOD region as reported		chrXX		1758783		chrXX		17708486				chrXX		16777493						chrXX		17330983		chrXX		1381280		1.5-LOD region as reported		chrXX		1381280		chrXX		17330983				chrXX		17201414						chrXX		17754904		chrXX		1805201		1.5-LOD region as reported		chrXX		1805201		chrXX		17754904

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		number of long gill rakers		feeding		3.38		chrXX		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 392		nearest SNP		chrXX		9279241										SNP 389		SNP		chrXX		1808773		SNP 400		SNP		chrXX		17708486		1.5-LOD region as reported		chrXX		1808773		chrXX		17708486				chrXX		9810525						chrXX		17280993		chrXX		1381280		1.5-LOD region as reported		chrXX		1381280		chrXX		17280993				chrXX		10234446						chrXX		17704914		chrXX		1805201		1.5-LOD region as reported		chrXX		1805201		chrXX		17704914

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 17 y-coordinate (y17)		body shape		3.56		chrXX		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 392		nearest SNP		chrXX		9279241										SNP 389		SNP		chrXX		1808773		SNP 400		SNP		chrXX		17708486		1.5-LOD region as reported		chrXX		1808773		chrXX		17708486				chrXX		9810525						chrXX		17280993		chrXX		1381280		1.5-LOD region as reported		chrXX		1381280		chrXX		17280993				chrXX		10234446						chrXX		17704914		chrXX		1805201		1.5-LOD region as reported		chrXX		1805201		chrXX		17704914

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		number of short gill rakers		feeding		3.48		chrXX		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 395		nearest SNP		chrXX		14462157										SNP 390		SNP		chrXX		2312273		SNP 400		SNP		chrXX		17708486		1.5-LOD region as reported		chrXX		2312273		chrXX		17708486				chrXX		4627609						chrXX		16777493		chrXX		1381280		1.5-LOD region as reported		chrXX		1381280		chrXX		16777493				chrXX		5051530						chrXX		17201414		chrXX		1805201		1.5-LOD region as reported		chrXX		1805201		chrXX		17201414

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 16 y-coordinate (y16)		body shape		3.28		chrXX		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 396		nearest SNP		chrXX		14859034										SNP 389		SNP		chrXX		1808773		SNP 400		SNP		chrXX		17708486		1.5-LOD region as reported		chrXX		1808773		chrXX		17708486				chrXX		4230732						chrXX		17280993		chrXX		1381280		1.5-LOD region as reported		chrXX		1381280		chrXX		17280993				chrXX		4654653						chrXX		17704914		chrXX		1805201		1.5-LOD region as reported		chrXX		1805201		chrXX		17704914

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 19 x-coordinate (x19)		body shape		1.89		chrXX		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 400		nearest SNP		chrXX		17708486										SNP 392		SNP		chrXX		9279241		SNP 400		SNP		chrXX		17708486		1.5-LOD region as reported		chrXX		9279241		chrXX		17708486				chrXX		1381280						chrXX		9810525		chrXX		1381280		1.5-LOD region as reported		chrXX		1381280		chrXX		9810525				chrXX		1805201						chrXX		10234446		chrXX		1805201		1.5-LOD region as reported		chrXX		1805201		chrXX		10234446

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		landmark 4 x-coordinate (x4)		body shape		2.69		chrXXI		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 405		nearest SNP		chrXXI		9820534										SNP 401		SNP		chrUn		6720054		SNP 407		SNP		chrXXI		11414383		1.5-LOD region as reported		chrUn		6720054		chrXXI		11414383		1		chrXXI		12468947						chrXXI		1613793		chrXXI		14062796		1.5-LOD region as reported		chrXXI		1613793		chrXXI		14062796				chrXXI		13964682						chrXXI		3406598		chrXXI		16452901		1.5-LOD region as reported		chrXXI		3406598		chrXXI		16452901

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		lower jaw-opening inlever length (residual)		feeding		4.07		chrXXI		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 406		nearest SNP		chrXXI		11060209										SNP 402		SNP		chrUn		7381868		SNP 407		SNP		chrXXI		11414383		1.5-LOD region as reported		chrUn		7381868		chrXXI		11414383		1		chrXXI		13708622						chrXXI		2275607		chrXXI		14062796		1.5-LOD region as reported		chrXXI		2275607		chrXXI		14062796				chrXXI		15204357						chrXXI		4068412		chrXXI		16452901		1.5-LOD region as reported		chrXXI		4068412		chrXXI		16452901

		QTL		QTL mapping		Arnegard et al. 2014 Nature		BC Paxton limnetic x BC Paxton benthic crosses		benthic_limnetic		G. aculeatus		anterior epaxial muscle width (residual)		feeding		2.79		chrXXI		region is 1.5-LOD confidence interval, ED Fig. 3				SNP 407		nearest SNP		chrXXI		11414383										SNP 405		SNP		chrXXI		9820534		SNP 408		SNP		chrUn		28158103		1.5-LOD region as reported		chrXXI		9820534		chrUn		28158103		1		chrXXI		14062796						chrXXI		12468947		chrUn		8421689		1.5-LOD region as reported		chrXXI		12468947		chrUn		8421689		1		chrXXI		16452901						chrXXI		13964682		chrXXI		16863470		1.5-LOD region as reported		chrXXI		13964682		chrXXI		16863470

		QTL		QTL mapping		Berner et al. 2014 Evolution		CH Lake Geneva stream female x CH Lake Constance lake male cross		lake_stream		G. aculeatus		Gill raker length		feeding		4.30		chrIV		peak marker Tab. 1						SNP		chrIV		570692																										associated marker ± 1 Mb		chrIV		1		chrIV		1570692				chrIV		570692														associated marker ± 1 Mb		chrIV		1		chrIV		1570692				chrIV		570692														associated marker ± 1 Mb		chrIV		1		chrIV		1570692

		QTL		QTL mapping		Berner et al. 2014 Evolution		CH Lake Geneva stream female x CH Lake Constance lake male cross		lake_stream		G. aculeatus		Plate 11 height		defence		5.50		chrIV		peak marker Tab. 1						SNP		chrIV		4185607																										associated marker ± 1 Mb		chrIV		3185607		chrIV		5185607				chrIV		4185607														associated marker ± 1 Mb		chrIV		3185607		chrIV		5185607				chrIV		4185607														associated marker ± 1 Mb		chrIV		3185607		chrIV		5185607

		QTL		QTL mapping		Berner et al. 2014 Evolution		CH Lake Geneva stream female x CH Lake Constance lake male cross		lake_stream		G. aculeatus		Plate 13 height		defence		11.80		chrIV		peak marker Tab. 1						SNP		chrIV		6474941																										associated marker ± 1 Mb		chrIV		5474941		chrIV		7474941				chrIV		6474941														associated marker ± 1 Mb		chrIV		5474941		chrIV		7474941				chrIV		6474941														associated marker ± 1 Mb		chrIV		5474941		chrIV		7474941

		QTL		QTL mapping		Berner et al. 2014 Evolution		CH Lake Geneva stream female x CH Lake Constance lake male cross		lake_stream		G. aculeatus		Plate morph		defence		76.00		chrIV		peak marker Tab. 1						SNP		chrIV		12797213																										associated marker ± 1 Mb		chrIV		11797213		chrIV		13797213				chrIV		12797213														associated marker ± 1 Mb		chrIV		11797213		chrIV		13797213				chrIV		12797213														associated marker ± 1 Mb		chrIV		11797213		chrIV		13797213

		QTL		QTL mapping		Berner et al. 2014 Evolution		CH Lake Geneva stream female x CH Lake Constance lake male cross		lake_stream		G. aculeatus		Plate 13 height		defence		7.70		chrIX		peak marker Tab. 1						SNP		chrIX		9659641																										associated marker ± 1 Mb		chrIX		8659641		chrIX		10659641				chrIX		12543749														associated marker ± 1 Mb		chrIX		11543749		chrIX		13543749				chrIX		12543749														associated marker ± 1 Mb		chrIX		11543749		chrIX		13543749

		QTL		QTL mapping		Berner et al. 2014 Evolution		CH Lake Geneva stream female x CH Lake Constance lake male cross		lake_stream		G. aculeatus		Head length		body shape		6.90		chrV		peak marker Tab. 1						SNP		chrUn		11709633																										associated marker ± 1 Mb		chrUn		10709633		chrUn		12709633		1		chrV		464793														associated marker ± 1 Mb		chrV		1		chrV		1464793				chrV		464793														associated marker ± 1 Mb		chrV		1		chrV		1464793

		QTL		QTL mapping		Berner et al. 2014 Evolution		CH Lake Geneva stream female x CH Lake Constance lake male cross		lake_stream		G. aculeatus		Gill raker length		feeding		6.50		chrVI		peak marker Tab. 1						SNP		chrVI		12733534																										associated marker ± 1 Mb		chrVI		11733534		chrVI		13733534				chrVI		13735445														associated marker ± 1 Mb		chrVI		12735445		chrVI		14735445				chrVI		14333620														associated marker ± 1 Mb		chrVI		13333620		chrVI		15333620

		QTL		QTL mapping		Berner et al. 2014 Evolution		CH Lake Geneva stream female x CH Lake Constance lake male cross		lake_stream		G. aculeatus		Plate 11 height		defence		12.00		chrXI		peak marker Tab. 1						SNP		chrXI		6239999																										associated marker ± 1 Mb		chrXI		5239999		chrXI		7239999				chrXI		6239999														associated marker ± 1 Mb		chrXI		5239999		chrXI		7239999				chrXI		6988149														associated marker ± 1 Mb		chrXI		5988149		chrXI		7988149

		QTL		QTL mapping		Berner et al. 2014 Evolution		CH Lake Geneva stream female x CH Lake Constance lake male cross		lake_stream		G. aculeatus		Plate 13 height		defence		8.40		chrXI		peak marker Tab. 1						SNP		chrXI		6239999																										associated marker ± 1 Mb		chrXI		5239999		chrXI		7239999				chrXI		6239999														associated marker ± 1 Mb		chrXI		5239999		chrXI		7239999				chrXI		6988149														associated marker ± 1 Mb		chrXI		5988149		chrXI		7988149

		QTL		QTL mapping		Berner et al. 2014 Evolution		CH Lake Geneva stream female x CH Lake Constance lake male cross		lake_stream		G. aculeatus		Plate 11 height		defence		12.70		chrXI		peak marker Tab. 1						SNP		chrXI		10140558																										associated marker ± 1 Mb		chrXI		9140558		chrXI		11140558				chrXI		10140558														associated marker ± 1 Mb		chrXI		9140558		chrXI		11140558				chrXI		10888708														associated marker ± 1 Mb		chrXI		9888708		chrXI		11888708

		QTL		QTL mapping		Berner et al. 2014 Evolution		CH Lake Geneva stream female x CH Lake Constance lake male cross		lake_stream		G. aculeatus		Plate 13 height		defence		9.40		chrXI		peak marker Tab. 1						SNP		chrXI		10140558																										associated marker ± 1 Mb		chrXI		9140558		chrXI		11140558				chrXI		10140558														associated marker ± 1 Mb		chrXI		9140558		chrXI		11140558				chrXI		10888708														associated marker ± 1 Mb		chrXI		9888708		chrXI		11888708

		QTL		QTL mapping		Berner et al. 2014 Evolution		CH Lake Geneva stream female x CH Lake Constance lake male cross		lake_stream		G. aculeatus		Head length		body shape		3.20		chrXIV		peak marker Tab. 1						SNP		chrXIV		6849438																										associated marker ± 1 Mb		chrXIV		5849438		chrXIV		7849438				chrXIV		6849438														associated marker ± 1 Mb		chrXIV		5849438		chrXIV		7849438				chrXIV		7264885														associated marker ± 1 Mb		chrXIV		6264885		chrXIV		8264885

		QTL		QTL mapping		Berner et al. 2014 Evolution		CH Lake Geneva stream female x CH Lake Constance lake male cross		lake_stream		G. aculeatus		Snout length		body shape		42.90		chrXIX		peak marker Tab. 1						SNP		chrXIX		19432535																										associated marker ± 1 Mb		chrXIX		18432535		chrXIX		20240660				chrXIX		4632379														associated marker ± 1 Mb		chrXIX		3632379		chrXIX		5632379				chrXIX		5004443														associated marker ± 1 Mb		chrXIX		4004443		chrXIX		6004443

		QTL		QTL mapping		Berner et al. 2014 Evolution		CH Lake Geneva stream female x CH Lake Constance lake male cross		lake_stream		G. aculeatus		Head length		body shape		7.70		chrXIX		peak marker Tab. 1						SNP		chrXIX		19432535																										associated marker ± 1 Mb		chrXIX		18432535		chrXIX		20240660				chrXIX		4632379														associated marker ± 1 Mb		chrXIX		3632379		chrXIX		5632379				chrXIX		5004443														associated marker ± 1 Mb		chrXIX		4004443		chrXIX		6004443

		QTL		QTL mapping		Berner et al. 2014 Evolution		CH Lake Geneva stream female x CH Lake Constance lake male cross		lake_stream		G. aculeatus		Head length		body shape		4.40		chrXV		peak marker Tab. 1						SNP		chrXV		11777081																										associated marker ± 1 Mb		chrXV		10777081		chrXV		12777081				chrXV		11777081														associated marker ± 1 Mb		chrXV		10777081		chrXV		12777081				chrXV		12093628														associated marker ± 1 Mb		chrXV		11093628		chrXV		13093628

		QTL		QTL mapping		Berner et al. 2014 Evolution		CH Lake Geneva stream female x CH Lake Constance lake male cross		lake_stream		G. aculeatus		Vertebrae number		swimming		6.40		chrXVII		peak marker Tab. 1						SNP		chrXVII		1670571																										associated marker ± 1 Mb		chrXVII		670571		chrXVII		2670571				chrXVII		1670571														associated marker ± 1 Mb		chrXVII		670571		chrXVII		2670571				chrXVII		2215305														associated marker ± 1 Mb		chrXVII		1215305		chrXVII		3215305

		QTL		QTL mapping		Berner et al. 2014 Evolution		CH Lake Geneva stream female x CH Lake Constance lake male cross		lake_stream		G. aculeatus		Vertebrae number		swimming		9.20		chrXXI		peak marker Tab. 1						SNP		chrXXI		2306628																										associated marker ± 1 Mb		chrXXI		1306628		chrXXI		3306628				chrXXI		4955041														associated marker ± 1 Mb		chrXXI		3955041		chrXXI		5955041				chrXXI		6450776														associated marker ± 1 Mb		chrXXI		5450776		chrXXI		7450776

		QTL		QTL mapping		Cleves et al. 2014 PNAS		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Tooth Plate Area		feeding		5.90		chrI		Tab. S4, no confidence interval				Stn242		microsatellite		chrI		4631690		Stn242		microsatellite		chrI		4631790																		associated marker ± 1 Mb		chrI		3631690		chrI		5631790				chrI		4631690		chrI		4631790										associated marker ± 1 Mb		chrI		3631690		chrI		5631790				chrI		5112845		chrI		5112945										associated marker ± 1 Mb		chrI		4112845		chrI		6112945

		QTL		QTL mapping		Cleves et al. 2014 PNAS		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Tooth Spacing		feeding		13.80		chrIV		Tab. S4, no confidence interval				Stn183		microsatellite		chrIV		14933780		Stn183		microsatellite		chrIV		14934462																		associated marker ± 1 Mb		chrIV		13933780		chrIV		15934462				chrIV		14933780		chrIV		14934462										associated marker ± 1 Mb		chrIV		13933780		chrIV		15934462				chrIV		14933780		chrIV		14934462										associated marker ± 1 Mb		chrIV		13933780		chrIV		15934462

		QTL		QTL mapping		Cleves et al. 2014 PNAS		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Tooth Number		feeding		6.00		chrIV		Tab. S4, no confidence interval				Stn418(Stn419)		microsatellite		chrIV		25376712		Stn418(Stn419)		microsatellite		chrIV		25376967																		associated marker ± 1 Mb		chrIV		24376712		chrIV		26376967				chrIV		20799032		chrIV		20798777										associated marker ± 1 Mb		chrIV		19798777		chrIV		21799032				chrIV		20799032		chrIV		20798777										associated marker ± 1 Mb		chrIV		19798777		chrIV		21799032

		QTL		QTL mapping		Cleves et al. 2014 PNAS		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Tooth Plate Area		feeding		10.50		chrVII		Tab. S4, no confidence interval				Stn79		microsatellite		chrVII		17330866		Stn79		microsatellite		chrVII		17330982																		associated marker ± 1 Mb		chrVII		16330866		chrVII		18330982				chrVII		19079046		chrVII		19079162										associated marker ± 1 Mb		chrVII		18079046		chrVII		20079162				chrVII		19983399		chrVII		19983515										associated marker ± 1 Mb		chrVII		18983399		chrVII		20983515

		QTL		QTL mapping		Cleves et al. 2014 PNAS		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Tooth Number		feeding		3.30		chrX		Tab. S4, no confidence interval				Stn310		microsatellite		chrX		4759544		Stn310		microsatellite		chrX		4760146																		associated marker ± 1 Mb		chrX		3759544		chrX		5760146				chrX		5869679		chrX		5870281										associated marker ± 1 Mb		chrX		4869679		chrX		6870281				chrX		6838691		chrX		6839293										associated marker ± 1 Mb		chrX		5838691		chrX		7839293

		QTL		QTL mapping		Cleves et al. 2014 PNAS		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Tooth Number		feeding		4.60		chrXIII		Tab. S4, no confidence interval				Stn153		microsatellite		chrXIII		8142821		Stn153		microsatellite		chrXIII		8143387																		associated marker ± 1 Mb		chrXIII		7142821		chrXIII		9143387				chrXIII		8142821		chrXIII		8143387										associated marker ± 1 Mb		chrXIII		7142821		chrXIII		9143387				chrXIII		8142821		chrXIII		8143387										associated marker ± 1 Mb		chrXIII		7142821		chrXIII		9143387

		QTL		QTL mapping		Cleves et al. 2014 PNAS		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Tooth Number		feeding		5.60		chrXX		Tab. S4, no confidence interval				Gac1125		microsatellite		chrXX		3079660		Gac1125		microsatellite		chrXX		3080347																		associated marker ± 1 Mb		chrXX		2079660		chrXX		4080347				chrXX		16010106		chrXX		16009419										associated marker ± 1 Mb		chrXX		15009419		chrXX		17010106				chrXX		16434027		chrXX		16433340										associated marker ± 1 Mb		chrXX		15433340		chrXX		17434027

		QTL		QTL mapping		Cleves et al. 2014 PNAS		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Tooth Plate Area		feeding		14.70		chrXXI		Tab. S4, no confidence interval				Stn222		microsatellite		chrXXI		786161		Stn222		microsatellite		chrXXI		786308																		associated marker ± 1 Mb		chrXXI		1		chrXXI		1786308				chrXXI		3434574		chrXXI		3434721										associated marker ± 1 Mb		chrXXI		2434574		chrXXI		4434721				chrXXI		4930309		chrXXI		4930456										associated marker ± 1 Mb		chrXXI		3930309		chrXXI		5930456

		QTL		QTL mapping		Cleves et al. 2014 PNAS		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Tooth Spacing		feeding		7.30		chrXXI		Tab. S4, no confidence interval				Stn421		microsatellite		chrXXI		1794897		Stn421		microsatellite		chrXXI		1795146																		associated marker ± 1 Mb		chrXXI		794897		chrXXI		2795146				chrXXI		4443310		chrXXI		4443559										associated marker ± 1 Mb		chrXXI		3443310		chrXXI		5443559				chrXXI		5939045		chrXXI		5939294										associated marker ± 1 Mb		chrXXI		4939045		chrXXI		6939294

		QTL		QTL mapping		Cleves et al. 2014 PNAS		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Tooth Number		feeding		31.50		chrXXI		Tab. S4, confidence region from supplementary methods				Stn422		microsatellite		chrXXI		3385832		Stn422		microsatellite		chrXXI		3386080		Stn487		microsatellite		chrXXI		2564997		Stn491		microsatellite		chrXXI		5120542		95% confidence interval as reported		chrXXI		2564997		chrXXI		5120542				chrXXI		6034245		chrXXI		6034493		chrXXI		5213410		chrXXI		7768955		95% confidence interval as reported		chrXXI		5213410		chrXXI		7768955				chrXXI		7529980		chrXXI		7530228		chrXXI		6709145		chrXXI		9264690		95% confidence interval as reported		chrXXI		6709145		chrXXI		9264690

		QTL		QTL mapping		Colosimo et al. 2004 PLoS Biol		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		plate morph		defence		77.60		chrIV		Linked Marker, Tab. 1, no confidence intervals		4		Gac4174		microsatellite		chrIV		11585867		Gac4174		microsatellite		chrIV		11586185																		associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185

		QTL		QTL mapping		Colosimo et al. 2004 PLoS Biol		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		plate number in all F2s		defence		76.90		chrIV		Linked Marker, Tab. 1, no confidence intervals		4		Gac4174		microsatellite		chrIV		11585867		Gac4174		microsatellite		chrIV		11586185																		associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185

		QTL		QTL mapping		Colosimo et al. 2004 PLoS Biol		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		adjusted plate width		defence		12.90		chrIV		Linked Marker, Tab. 1, no confidence intervals		4		Gac4174		microsatellite		chrIV		11585867		Gac4174		microsatellite		chrIV		11586185																		associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185

		QTL		QTL mapping		Colosimo et al. 2004 PLoS Biol		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		adjusted plate height		defence		11.50		chrIV		Linked Marker, Tab. 1, no confidence intervals		4		Stn39		microsatellite		chrIV		21006196		Stn39		microsatellite		chrIV		21006994																		associated marker ± 1 Mb		chrIV		20006196		chrIV		22006994				chrIV		25169548		chrIV		25168750										associated marker ± 1 Mb		chrIV		24168750		chrIV		26169548				chrIV		25519806		chrIV		25519008										associated marker ± 1 Mb		chrIV		24519008		chrIV		26519806

		QTL		QTL mapping		Colosimo et al. 2004 PLoS Biol		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		plate number in aa F2s		defence		23.20		chrXXI		Linked Marker, Tab. 1, no confidence intervals		26		Stn218		microsatellite		chrUn		6125011		Stn218		microsatellite		chrUn		6125185																		associated marker ± 1 Mb		chrUn		5125011		chrUn		7125185		1		chrXXI		1018750		chrXXI		1018924										associated marker ± 1 Mb		chrXXI		18750		chrXXI		2018924				chrXXI		2811555		chrXXI		2811729										associated marker ± 1 Mb		chrXXI		1811555		chrXXI		3811729

		QTL		QTL mapping		Colosimo et al. 2004 PLoS Biol		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		adjusted plate height		defence		10.30		chrVII		Linked Marker, Tab. 1, no confidence intervals		7		Stn76		microsatellite		chrVII		5222423		Stn76		microsatellite		chrVII		5222584																		associated marker ± 1 Mb		chrVII		4222423		chrVII		6222584				chrVII		5222423		chrVII		5222584										associated marker ± 1 Mb		chrVII		4222423		chrVII		6222584				chrVII		5751408		chrVII		5751569										associated marker ± 1 Mb		chrVII		4751408		chrVII		6751569

		QTL		QTL mapping		Colosimo et al. 2004 PLoS Biol		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		plate number in AA F2s		defence		3.10		chrVII		Linked Marker, Tab. 1, no confidence intervals		7		Stn71		microsatellite		chrVII		7478502		Stn71		microsatellite		chrVII		7478687																		associated marker ± 1 Mb		chrVII		6478502		chrVII		8478687				chrVII		7478502		chrVII		7478687										associated marker ± 1 Mb		chrVII		6478502		chrVII		8478687				chrVII		8007487		chrVII		8007672										associated marker ± 1 Mb		chrVII		7007487		chrVII		9007672

		QTL		QTL mapping		Colosimo et al. 2004 PLoS Biol		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		plate number in Aa F2s		defence		11.30		chrVII		Linked Marker, Tab. 1, no confidence intervals		7		Stn71		microsatellite		chrVII		7478502		Stn71		microsatellite		chrVII		7478687																		associated marker ± 1 Mb		chrVII		6478502		chrVII		8478687				chrVII		7478502		chrVII		7478687										associated marker ± 1 Mb		chrVII		6478502		chrVII		8478687				chrVII		8007487		chrVII		8007672										associated marker ± 1 Mb		chrVII		7007487		chrVII		9007672

		QTL		QTL mapping		Colosimo et al. 2004 PLoS Biol		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		plate number in aa F2s		defence		11.40		chrVII		Linked Marker, Tab. 1, no confidence intervals		7		Stn71		microsatellite		chrVII		7478502		Stn71		microsatellite		chrVII		7478687																		associated marker ± 1 Mb		chrVII		6478502		chrVII		8478687				chrVII		7478502		chrVII		7478687										associated marker ± 1 Mb		chrVII		6478502		chrVII		8478687				chrVII		8007487		chrVII		8007672										associated marker ± 1 Mb		chrVII		7007487		chrVII		9007672

		QTL		QTL mapping		Colosimo et al. 2004 PLoS Biol		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		plate number in all F2s		defence		3.70		chrVII		Linked Marker, Tab. 1, no confidence intervals		7		Stn71		microsatellite		chrVII		7478502		Stn71		microsatellite		chrVII		7478687																		associated marker ± 1 Mb		chrVII		6478502		chrVII		8478687				chrVII		7478502		chrVII		7478687										associated marker ± 1 Mb		chrVII		6478502		chrVII		8478687				chrVII		8007487		chrVII		8007672										associated marker ± 1 Mb		chrVII		7007487		chrVII		9007672

		QTL		QTL mapping		Colosimo et al. 2004 PLoS Biol		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		adjusted plate width		defence		11.10		chrVII		Linked Marker, Tab. 1, no confidence intervals		7		Stn71		microsatellite		chrVII		7478502		Stn71		microsatellite		chrVII		7478687																		associated marker ± 1 Mb		chrVII		6478502		chrVII		8478687				chrVII		7478502		chrVII		7478687										associated marker ± 1 Mb		chrVII		6478502		chrVII		8478687				chrVII		8007487		chrVII		8007672										associated marker ± 1 Mb		chrVII		7007487		chrVII		9007672

		QTL		QTL mapping		Colosimo et al. 2004 PLoS Biol		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		plate number in AA F2s		defence		1.30		chrX		Linked Marker, Tab. 1, no confidence intervals		10		Stn211		microsatellite		chrX		6169731		Stn211		microsatellite		chrX		6169864																		associated marker ± 1 Mb		chrX		5169731		chrX		7169864				chrX		7279866		chrX		7279999										associated marker ± 1 Mb		chrX		6279866		chrX		8279999				chrX		8248878		chrX		8249011										associated marker ± 1 Mb		chrX		7248878		chrX		9249011

		QTL		QTL mapping		Colosimo et al. 2004 PLoS Biol		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		plate number in Aa F2s		defence		20.30		chrX		Linked Marker, Tab. 1, no confidence intervals		10		Stn211		microsatellite		chrX		6169731		Stn211		microsatellite		chrX		6169864																		associated marker ± 1 Mb		chrX		5169731		chrX		7169864				chrX		7279866		chrX		7279999										associated marker ± 1 Mb		chrX		6279866		chrX		8279999				chrX		8248878		chrX		8249011										associated marker ± 1 Mb		chrX		7248878		chrX		9249011

		QTL		QTL mapping		Colosimo et al. 2004 PLoS Biol		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		plate number in aa F2s		defence		8.80		chrX		Linked Marker, Tab. 1, no confidence intervals		10		Stn211		microsatellite		chrX		6169731		Stn211		microsatellite		chrX		6169864																		associated marker ± 1 Mb		chrX		5169731		chrX		7169864				chrX		7279866		chrX		7279999										associated marker ± 1 Mb		chrX		6279866		chrX		8279999				chrX		8248878		chrX		8249011										associated marker ± 1 Mb		chrX		7248878		chrX		9249011

		QTL		QTL mapping		Colosimo et al. 2004 PLoS Biol		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		plate number in all F2s		defence		6.50		chrX		Linked Marker, Tab. 1, no confidence intervals		10		Stn124		microsatellite		chrX		10572913		Stn124		microsatellite		chrX		10583497																		associated marker ± 1 Mb		chrX		9572913		chrX		11583497				chrX		11683048		chrX		11693632										associated marker ± 1 Mb		chrX		10683048		chrX		12693632				chrX		12652060		chrX		12662644										associated marker ± 1 Mb		chrX		11652060		chrX		13662644

		QTL		QTL mapping		Colosimo et al. 2004 PLoS Biol		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		adjusted plate height		defence		17.90		chrXX		Linked Marker, Tab. 1, no confidence intervals		25		Gac1125		microsatellite		chrXX		3079660		Gac1125		microsatellite		chrXX		3080347																		associated marker ± 1 Mb		chrXX		2079660		chrXX		4080347				chrXX		16010106		chrXX		16009419										associated marker ± 1 Mb		chrXX		15009419		chrXX		17010106				chrXX		16434027		chrXX		16433340										associated marker ± 1 Mb		chrXX		15433340		chrXX		17434027

		QTL		QTL mapping		Colosimo et al. 2004 PLoS Biol		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		adjusted plate width		defence		28.90		chrXX		Linked Marker, Tab. 1, no confidence intervals		25		Gac1125		microsatellite		chrXX		3079660		Gac1125		microsatellite		chrXX		3080347																		associated marker ± 1 Mb		chrXX		2079660		chrXX		4080347				chrXX		16010106		chrXX		16009419										associated marker ± 1 Mb		chrXX		15009419		chrXX		17010106				chrXX		16434027		chrXX		16433340										associated marker ± 1 Mb		chrXX		15433340		chrXX		17434027

		QTL		QTL mapping		Colosimo et al. 2004 PLoS Biol		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		plate number in AA F2s		defence		15.80		chrXXI		Linked Marker, Tab. 1, no confidence intervals		26		Stn219		microsatellite		chrXXI		4587761		Stn219		microsatellite		chrXXI		4587929																		associated marker ± 1 Mb		chrXXI		3587761		chrXXI		5587929				chrXXI		7236174		chrXXI		7236342										associated marker ± 1 Mb		chrXXI		6236174		chrXXI		8236342				chrXXI		8731909		chrXXI		8732077										associated marker ± 1 Mb		chrXXI		7731909		chrXXI		9732077

		QTL		QTL mapping		Colosimo et al. 2004 PLoS Biol		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		plate number in Aa F2s		defence		28.60		chrXXI		Linked Marker, Tab. 1, no confidence intervals		26		Stn219		microsatellite		chrXXI		4587761		Stn219		microsatellite		chrXXI		4587929																		associated marker ± 1 Mb		chrXXI		3587761		chrXXI		5587929				chrXXI		7236174		chrXXI		7236342										associated marker ± 1 Mb		chrXXI		6236174		chrXXI		8236342				chrXXI		8731909		chrXXI		8732077										associated marker ± 1 Mb		chrXXI		7731909		chrXXI		9732077

		QTL		QTL mapping		Colosimo et al. 2004 PLoS Biol		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		plate number in all F2s		defence		4.50		chrXXI		Linked Marker, Tab. 1, no confidence intervals		26		Stn219		microsatellite		chrXXI		4587761		Stn219		microsatellite		chrXXI		4587929																		associated marker ± 1 Mb		chrXXI		3587761		chrXXI		5587929				chrXXI		7236174		chrXXI		7236342										associated marker ± 1 Mb		chrXXI		6236174		chrXXI		8236342				chrXXI		8731909		chrXXI		8732077										associated marker ± 1 Mb		chrXXI		7731909		chrXXI		9732077

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark x13		body shape		3.71		chrI		PVE Paxton		1				peak marker (closest SNP on genetic map)		chrI		3494580												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		1550				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		2718044		1.5-LOD region as reported		chrI		1550		chrI		2718044				chrI		2718044						chrI		1550		chrI		2718044		1.5-LOD region as reported		chrI		1550		chrI		2718044				chrI		3199199						chrI		538533		chrI		3199199		1.5-LOD region as reported		chrI		538533		chrI		3199199

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y22		body shape		NA		chrI				1				peak marker (closest SNP on genetic map)		chrI		3494580												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		2718044				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		15145305		1.5-LOD region as reported		chrI		2718044		chrI		15145305				chrI		2718044						chrI		2718044		chrI		15145305		1.5-LOD region as reported		chrI		2718044		chrI		15145305				chrI		3199199						chrI		3199199		chrI		15626460		1.5-LOD region as reported		chrI		3199199		chrI		15626460

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark x20		body shape		3.32		chrI				1				peak marker (closest SNP on genetic map)		chrI		3538018												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		1550				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		22899825		1.5-LOD region as reported		chrI		1550		chrI		22899825				chrI		24312705						chrI		1550		chrI		24312705		1.5-LOD region as reported		chrI		1550		chrI		24312705				chrI		25085021						chrI		538533		chrI		25085021		1.5-LOD region as reported		chrI		538533		chrI		25085021

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark x3		body shape		NA		chrI				1				peak marker (closest SNP on genetic map)		chrI		4171190												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		4219350				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		20584613		1.5-LOD region as reported		chrI		4219350		chrI		20584613				chrI		4219350						chrI		4219350		chrI		26627917		1.5-LOD region as reported		chrI		4219350		chrI		26627917				chrI		4700505						chrI		4700505		chrI		27400233		1.5-LOD region as reported		chrI		4700505		chrI		27400233

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		short gill raker count		feeding		NA		chrI				1				peak marker (closest SNP on genetic map)		chrI		4171190												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		4219350				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		20584613		1.5-LOD region as reported		chrI		4219350		chrI		20584613				chrI		4219350						chrI		4219350		chrI		26627917		1.5-LOD region as reported		chrI		4219350		chrI		26627917				chrI		4700505						chrI		4700505		chrI		27400233		1.5-LOD region as reported		chrI		4700505		chrI		27400233

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark x11		body shape		NA		chrI				1				peak marker (closest SNP on genetic map)		chrI		4171190												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		4219350				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		7545826		1.5-LOD region as reported		chrI		4219350		chrI		7545826				chrI		4219350						chrI		4219350		chrI		7545826		1.5-LOD region as reported		chrI		4219350		chrI		7545826				chrI		4700505						chrI		4700505		chrI		8026981		1.5-LOD region as reported		chrI		4700505		chrI		8026981

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark x23		body shape		3.49		chrI		PVE Paxton		1				peak marker (closest SNP on genetic map)		chrI		4171190												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		2718044				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		26879230		1.5-LOD region as reported		chrI		2718044		chrI		26879230				chrI		2718044						chrI		2718044		chrI		20333300		1.5-LOD region as reported		chrI		2718044		chrI		20333300				chrI		3199199						chrI		3199199		chrI		21105616		1.5-LOD region as reported		chrI		3199199		chrI		21105616

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y11		body shape		4.32		chrI		PVE Paxton		1				peak marker (closest SNP on genetic map)		chrI		4171190												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		3310077				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		20584613		1.5-LOD region as reported		chrI		3310077		chrI		20584613				chrI		3310077						chrI		3310077		chrI		26627917		1.5-LOD region as reported		chrI		3310077		chrI		26627917				chrI		3791232						chrI		3791232		chrI		27400233		1.5-LOD region as reported		chrI		3791232		chrI		27400233

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		short gill raker count		feeding		NA		chrI				1				peak marker (closest SNP on genetic map)		chrI		4171190												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		4219350				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		20584613		1.5-LOD region as reported		chrI		4219350		chrI		20584613				chrI		4219350						chrI		4219350		chrI		26627917		1.5-LOD region as reported		chrI		4219350		chrI		26627917				chrI		4700505						chrI		4700505		chrI		27400233		1.5-LOD region as reported		chrI		4700505		chrI		27400233

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark x3		body shape		NA		chrI				1				peak marker (closest SNP on genetic map)		chrI		4171190												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		4219350				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		20584613		1.5-LOD region as reported		chrI		4219350		chrI		20584613				chrI		4219350						chrI		4219350		chrI		26627917		1.5-LOD region as reported		chrI		4219350		chrI		26627917				chrI		4700505						chrI		4700505		chrI		27400233		1.5-LOD region as reported		chrI		4700505		chrI		27400233

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark x11		body shape		NA		chrI				1				peak marker (closest SNP on genetic map)		chrI		4171190												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		2718044				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		20584613		1.5-LOD region as reported		chrI		2718044		chrI		20584613				chrI		2718044						chrI		2718044		chrI		26627917		1.5-LOD region as reported		chrI		2718044		chrI		26627917				chrI		3199199						chrI		3199199		chrI		27400233		1.5-LOD region as reported		chrI		3199199		chrI		27400233

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y10		body shape		2.77		chrI		PVE Priest		1				peak marker (closest SNP on genetic map)		chrI		14261764												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		3494580				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		26879230		1.5-LOD region as reported		chrI		3494580		chrI		26879230				chrI		3494580						chrI		3494580		chrI		20333300		1.5-LOD region as reported		chrI		3494580		chrI		20333300				chrI		3975735						chrI		3975735		chrI		21105616		1.5-LOD region as reported		chrI		3975735		chrI		21105616

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark x12		body shape		NA		chrI				1				peak marker (closest SNP on genetic map)		chrI		14261764												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		2718044				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		20584613		1.5-LOD region as reported		chrI		2718044		chrI		20584613				chrI		2718044						chrI		2718044		chrI		26627917		1.5-LOD region as reported		chrI		2718044		chrI		26627917				chrI		3199199						chrI		3199199		chrI		27400233		1.5-LOD region as reported		chrI		3199199		chrI		27400233

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark x24		body shape		NA		chrI				1				peak marker (closest SNP on genetic map)		chrI		14261764												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		4219350				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		26879230		1.5-LOD region as reported		chrI		4219350		chrI		26879230				chrI		4219350						chrI		4219350		chrI		20333300		1.5-LOD region as reported		chrI		4219350		chrI		20333300				chrI		4700505						chrI		4700505		chrI		21105616		1.5-LOD region as reported		chrI		4700505		chrI		21105616

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark x26		body shape		NA		chrI				1				peak marker (closest SNP on genetic map)		chrI		14261764												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		4219350				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		26879230		1.5-LOD region as reported		chrI		4219350		chrI		26879230				chrI		4219350						chrI		4219350		chrI		20333300		1.5-LOD region as reported		chrI		4219350		chrI		20333300				chrI		4700505						chrI		4700505		chrI		21105616		1.5-LOD region as reported		chrI		4700505		chrI		21105616

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark x13		body shape		NA		chrI				1				peak marker (closest SNP on genetic map)		chrI		14261764												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		4219350				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		26879230		1.5-LOD region as reported		chrI		4219350		chrI		26879230				chrI		4219350						chrI		4219350		chrI		20333300		1.5-LOD region as reported		chrI		4219350		chrI		20333300				chrI		4700505						chrI		4700505		chrI		21105616		1.5-LOD region as reported		chrI		4700505		chrI		21105616

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark x16		body shape		NA		chrI				1				peak marker (closest SNP on genetic map)		chrI		14261764												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		2718044				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		26879230		1.5-LOD region as reported		chrI		2718044		chrI		26879230				chrI		2718044						chrI		2718044		chrI		20333300		1.5-LOD region as reported		chrI		2718044		chrI		20333300				chrI		3199199						chrI		3199199		chrI		21105616		1.5-LOD region as reported		chrI		3199199		chrI		21105616

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark x23		body shape		NA		chrI				1				peak marker (closest SNP on genetic map)		chrI		14261764												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		2718044				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		26879230		1.5-LOD region as reported		chrI		2718044		chrI		26879230				chrI		2718044						chrI		2718044		chrI		20333300		1.5-LOD region as reported		chrI		2718044		chrI		20333300				chrI		3199199						chrI		3199199		chrI		21105616		1.5-LOD region as reported		chrI		3199199		chrI		21105616

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark x1		body shape		NA		chrI				1				peak marker (closest SNP on genetic map)		chrI		15145305												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		4219350				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		17306554		1.5-LOD region as reported		chrI		4219350		chrI		17306554				chrI		4219350						chrI		4219350		chrI		17306554		1.5-LOD region as reported		chrI		4219350		chrI		17306554				chrI		4700505						chrI		4700505		chrI		17787709		1.5-LOD region as reported		chrI		4700505		chrI		17787709

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark x21		body shape		2.51		chrI				1				peak marker (closest SNP on genetic map)		chrI		15145305												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		4219350				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		7545826		1.5-LOD region as reported		chrI		4219350		chrI		7545826				chrI		4219350						chrI		4219350		chrI		7545826		1.5-LOD region as reported		chrI		4219350		chrI		7545826				chrI		4700505						chrI		4700505		chrI		8026981		1.5-LOD region as reported		chrI		4700505		chrI		8026981

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark x25		body shape		NA		chrI				1				peak marker (closest SNP on genetic map)		chrI		15145305												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		2718044				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		26879230		1.5-LOD region as reported		chrI		2718044		chrI		26879230				chrI		2718044						chrI		2718044		chrI		20333300		1.5-LOD region as reported		chrI		2718044		chrI		20333300				chrI		3199199						chrI		3199199		chrI		21105616		1.5-LOD region as reported		chrI		3199199		chrI		21105616

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y26		body shape		NA		chrI				1				peak marker (closest SNP on genetic map)		chrI		17306554												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		913033				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		3310077		1.5-LOD region as reported		chrI		913033		chrI		3310077				chrI		3310077						chrI		913033		chrI		3310077		1.5-LOD region as reported		chrI		913033		chrI		3310077				chrI		3791232						chrI		1052391		chrI		3791232		1.5-LOD region as reported		chrI		1052391		chrI		3791232

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y19		body shape		4.71		chrI		PVE Priest		1				peak marker (closest SNP on genetic map)		chrI		17306554												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		1550				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		3494580		1.5-LOD region as reported		chrI		1550		chrI		3494580				chrI		3494580						chrI		1550		chrI		3494580		1.5-LOD region as reported		chrI		1550		chrI		3494580				chrI		3975735						chrI		538533		chrI		3975735		1.5-LOD region as reported		chrI		538533		chrI		3975735

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		landmark y26		body shape		NA		chrI				1				peak marker (closest SNP on genetic map)		chrI		17306554												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		1550				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		3494580		1.5-LOD region as reported		chrI		1550		chrI		3494580				chrI		3494580						chrI		1550		chrI		3494580		1.5-LOD region as reported		chrI		1550		chrI		3494580				chrI		3975735						chrI		538533		chrI		3975735		1.5-LOD region as reported		chrI		538533		chrI		3975735

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		landmark x16		body shape		NA		chrI				1				peak marker (closest SNP on genetic map)		chrI		17306554												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		1550				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		3494580		1.5-LOD region as reported		chrI		1550		chrI		3494580				chrI		3494580						chrI		1550		chrI		3494580		1.5-LOD region as reported		chrI		1550		chrI		3494580				chrI		3975735						chrI		538533		chrI		3975735		1.5-LOD region as reported		chrI		538533		chrI		3975735

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		landmark y19		body shape		NA		chrI				1				peak marker (closest SNP on genetic map)		chrI		17306554												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		1550				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		2718044		1.5-LOD region as reported		chrI		1550		chrI		2718044				chrI		2718044						chrI		1550		chrI		2718044		1.5-LOD region as reported		chrI		1550		chrI		2718044				chrI		3199199						chrI		538533		chrI		3199199		1.5-LOD region as reported		chrI		538533		chrI		3199199

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark x16		body shape		6.19		chrI		PVE Priest		1				peak marker (closest SNP on genetic map)		chrI		17306554												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		3494580				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		20584613		1.5-LOD region as reported		chrI		3494580		chrI		20584613				chrI		3494580						chrI		3494580		chrI		26627917		1.5-LOD region as reported		chrI		3494580		chrI		26627917				chrI		3975735						chrI		3975735		chrI		27400233		1.5-LOD region as reported		chrI		3975735		chrI		27400233

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark y11		body shape		NA		chrI				1				peak marker (closest SNP on genetic map)		chrI		17306554												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		4219350				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		20584613		1.5-LOD region as reported		chrI		4219350		chrI		20584613				chrI		4219350						chrI		4219350		chrI		26627917		1.5-LOD region as reported		chrI		4219350		chrI		26627917				chrI		4700505						chrI		4700505		chrI		27400233		1.5-LOD region as reported		chrI		4700505		chrI		27400233

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		short gill raker count		feeding		NA		chrI				1				peak marker (closest SNP on genetic map)		chrI		19946499												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		1550				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		27642534		1.5-LOD region as reported		chrI		1550		chrI		27642534				chrI		28517032						chrI		1550		chrI		28517032		1.5-LOD region as reported		chrI		1550		chrI		28517032				chrI		29290347						chrI		538533		chrI		29290347		1.5-LOD region as reported		chrI		538533		chrI		29290347

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		centroid		body size		6.40		chrI		PVE Priest		1				peak marker (closest SNP on genetic map)		chrI		22361077												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		1550				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		27642534		1.5-LOD region as reported		chrI		1550		chrI		27642534				chrI		28517032						chrI		1550		chrI		28517032		1.5-LOD region as reported		chrI		1550		chrI		28517032				chrI		29290347						chrI		538533		chrI		29290347		1.5-LOD region as reported		chrI		538533		chrI		29290347

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		centroid		body size		NA		chrI				1				peak marker (closest SNP on genetic map)		chrI		22361077												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		1550				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		7545826		1.5-LOD region as reported		chrI		1550		chrI		7545826				chrI		7545826						chrI		1550		chrI		7545826		1.5-LOD region as reported		chrI		1550		chrI		7545826				chrI		8026981						chrI		538533		chrI		8026981		1.5-LOD region as reported		chrI		538533		chrI		8026981

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		landmark y10		body shape		NA		chrI				1				peak marker (closest SNP on genetic map)		chrI		22899825												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		26879230				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrI		27642534		1.5-LOD region as reported		chrI		26879230		chrI		27642534				chrI		28517032						chrI		20333300		chrI		28517032		1.5-LOD region as reported		chrI		20333300		chrI		28517032				chrI		29290347						chrI		21105616		chrI		29290347		1.5-LOD region as reported		chrI		21105616		chrI		29290347

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y7		body shape		NA		chrII				2				peak marker (closest SNP on genetic map)		chrII		17453243												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrII		4157699				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrII		19985741		1.5-LOD region as reported		chrII		4157699		chrII		19985741				chrII		19985741						chrII		4157699		chrII		19985741		1.5-LOD region as reported		chrII		4157699		chrII		19985741				chrII		20398318						chrII		4570276		chrII		20398318		1.5-LOD region as reported		chrII		4570276		chrII		20398318

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		first dorsal spine length		defence		3.14		chrII		PVE Paxton		2				peak marker (closest SNP on genetic map)		chrII		17453243												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrII		19324477				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrII		19985741		1.5-LOD region as reported		chrII		19324477		chrII		19985741				chrII		19985741						chrII		19324477		chrII		19985741		1.5-LOD region as reported		chrII		19324477		chrII		19985741				chrII		20398318						chrII		19737054		chrII		20398318		1.5-LOD region as reported		chrII		19737054		chrII		20398318

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark x10		body shape		NA		chrII				2				peak marker (closest SNP on genetic map)		chrII		17453243												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrII		3384330				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrII		19985741		1.5-LOD region as reported		chrII		3384330		chrII		19985741				chrII		19985741						chrII		3384330		chrII		19985741		1.5-LOD region as reported		chrII		3384330		chrII		19985741				chrII		20398318						chrII		3796907		chrII		20398318		1.5-LOD region as reported		chrII		3796907		chrII		20398318

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		first dorsal spine length		defence		NA		chrII				2				peak marker (closest SNP on genetic map)		chrII		17453243												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrII		4157699				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrII		19985741		1.5-LOD region as reported		chrII		4157699		chrII		19985741				chrII		19985741						chrII		4157699		chrII		19985741		1.5-LOD region as reported		chrII		4157699		chrII		19985741				chrII		20398318						chrII		4570276		chrII		20398318		1.5-LOD region as reported		chrII		4570276		chrII		20398318

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		plate count		defence		4.90		chrII		PVE Priest		2				peak marker (closest SNP on genetic map)		chrII		19985741												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrII		3931852				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrII		21013052		1.5-LOD region as reported		chrII		3931852		chrII		21013052				chrII		21013052						chrII		3931852		chrII		21013052		1.5-LOD region as reported		chrII		3931852		chrII		21013052				chrII		21425629						chrII		4344429		chrII		21425629		1.5-LOD region as reported		chrII		4344429		chrII		21425629

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark x1		body shape		NA		chrII				2				peak marker (closest SNP on genetic map)		chrII		19985741												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrII		6475468				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrII		21013052		1.5-LOD region as reported		chrII		6475468		chrII		21013052				chrII		21013052						chrII		6475468		chrII		21013052		1.5-LOD region as reported		chrII		6475468		chrII		21013052				chrII		21425629						chrII		6888045		chrII		21425629		1.5-LOD region as reported		chrII		6888045		chrII		21425629

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		landmark x1		body shape		NA		chrII				2				peak marker (closest SNP on genetic map)		chrII		19985741												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrII		17453243				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrII		21013052		1.5-LOD region as reported		chrII		17453243		chrII		21013052				chrII		21013052						chrII		17453243		chrII		21013052		1.5-LOD region as reported		chrII		17453243		chrII		21013052				chrII		21425629						chrII		17865820		chrII		21425629		1.5-LOD region as reported		chrII		17865820		chrII		21425629

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		plate count		defence		NA		chrII				2				peak marker (closest SNP on genetic map)		chrII		19985741												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrII		919438				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrII		21013052		1.5-LOD region as reported		chrII		919438		chrII		21013052				chrII		21013052						chrII		919438		chrII		21013052		1.5-LOD region as reported		chrII		919438		chrII		21013052				chrII		21425629						chrII		458747		chrII		21425629		1.5-LOD region as reported		chrII		458747		chrII		21425629

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		long gill raker count		feeding		5.00		chrIII		PVE Paxton		3				peak marker (closest SNP on genetic map)		chrIII		1968625												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIII		105665				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIII		14248039		1.5-LOD region as reported		chrIII		105665		chrIII		14248039				chrIII		14248039						chrIII		105665		chrIII		14248039		1.5-LOD region as reported		chrIII		105665		chrIII		14248039				chrIII		14248039						chrIII		105665		chrIII		14248039		1.5-LOD region as reported		chrIII		105665		chrIII		14248039

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		long gill raker count		feeding		NA		chrIII				3				peak marker (closest SNP on genetic map)		chrIII		1968625												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIII		105665				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIII		14248039		1.5-LOD region as reported		chrIII		105665		chrIII		14248039				chrIII		14248039						chrIII		105665		chrIII		14248039		1.5-LOD region as reported		chrIII		105665		chrIII		14248039				chrIII		14248039						chrIII		105665		chrIII		14248039		1.5-LOD region as reported		chrIII		105665		chrIII		14248039

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark x4		body shape		NA		chrIII				3				peak marker (closest SNP on genetic map)		chrIII		16251071												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIII		15793968				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrUn		30323959		1.5-LOD region as reported		chrIII		15793968		chrUn		30323959				chrUn		10587545						chrIII		15793968		chrUn		10587545		1.5-LOD region as reported		chrIII		15793968		chrUn		10587545				chrIII		17117569						chrIII		16092841		chrIII		17117569		1.5-LOD region as reported		chrIII		16092841		chrIII		17117569

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark x23		body shape		NA		chrIII				3				peak marker (closest SNP on genetic map)		chrIII		16463929												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIII		16251071				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrUn		30223426		1.5-LOD region as reported		chrIII		16251071		chrUn		30223426				chrUn		10487012						chrIII		16251071		chrUn		10487012		1.5-LOD region as reported		chrIII		16251071		chrUn		10487012				chrIII		17218102						chrIII		16549944		chrIII		17218102		1.5-LOD region as reported		chrIII		16549944		chrIII		17218102

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark x7		body shape		NA		chrIII				3				peak marker (closest SNP on genetic map)		chrIII		16463929												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIII		15793968				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrUn		27149198		1.5-LOD region as reported		chrIII		15793968		chrUn		27149198				chrUn		8109467						chrIII		15793968		chrUn		8109467		1.5-LOD region as reported		chrIII		15793968		chrUn		8109467				chrIII		17497052						chrIII		16092841		chrIII		17497052		1.5-LOD region as reported		chrIII		16092841		chrIII		17497052

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		landmark x7		body shape		NA		chrIII				3				peak marker (closest SNP on genetic map)		chrIII		16463929												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIII		15793968				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrUn		30223426		1.5-LOD region as reported		chrIII		15793968		chrUn		30223426				chrUn		10487012						chrIII		15793968		chrUn		10487012		1.5-LOD region as reported		chrIII		15793968		chrUn		10487012				chrIII		17218102						chrIII		16092841		chrIII		17218102		1.5-LOD region as reported		chrIII		16092841		chrIII		17218102

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y3		body shape		5.29		chrIV		PVE Priest		4				peak marker (closest SNP on genetic map)		chrIV		219384												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIV		219384				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIV		219384		1.5-LOD region as reported		chrIV		219384		chrIV		219384				chrIV		219384						chrIV		219384		chrIV		219384		1.5-LOD region as reported		chrIV		219384		chrIV		219384				chrIV		219384						chrIV		219384		chrIV		219384		1.5-LOD region as reported		chrIV		219384		chrIV		219384

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		landmark y3		body shape		NA		chrIV				4				peak marker (closest SNP on genetic map)		chrIV		219384												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIV		219384				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIV		219384		1.5-LOD region as reported		chrIV		219384		chrIV		219384				chrIV		219384						chrIV		219384		chrIV		219384		1.5-LOD region as reported		chrIV		219384		chrIV		219384				chrIV		219384						chrIV		219384		chrIV		219384		1.5-LOD region as reported		chrIV		219384		chrIV		219384

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark y10		body shape		3.76		chrIV				4				peak marker (closest SNP on genetic map)		chrIV		2045971												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIV		219384				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIV		15052901		1.5-LOD region as reported		chrIV		219384		chrIV		15052901				chrIV		15052901						chrIV		219384		chrIV		15052901		1.5-LOD region as reported		chrIV		219384		chrIV		15052901				chrIV		15052901						chrIV		219384		chrIV		15052901		1.5-LOD region as reported		chrIV		219384		chrIV		15052901

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark y12		body shape		2.81		chrIV				4				peak marker (closest SNP on genetic map)		chrIV		5165268												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIV		219384				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIV		31611147		1.5-LOD region as reported		chrIV		219384		chrIV		31611147				chrIV		31611147						chrIV		219384		chrIV		31611147		1.5-LOD region as reported		chrIV		219384		chrIV		31611147				chrIV		31961405						chrIV		219384		chrIV		31961405		1.5-LOD region as reported		chrIV		219384		chrIV		31961405

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark y18		body shape		2.85		chrIV				4				peak marker (closest SNP on genetic map)		chrIV		10997988												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIV		219384				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIV		21605258		1.5-LOD region as reported		chrIV		219384		chrIV		21605258				chrIV		24570486						chrIV		219384		chrIV		24570486		1.5-LOD region as reported		chrIV		219384		chrIV		24570486				chrIV		24920744						chrIV		219384		chrIV		24920744		1.5-LOD region as reported		chrIV		219384		chrIV		24920744

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y19		body shape		NA		chrIV				4				peak marker (closest SNP on genetic map)		chrIV		15530121												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIV		11367975				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIV		21605258		1.5-LOD region as reported		chrIV		11367975		chrIV		21605258				chrIV		24570486						chrIV		11367975		chrIV		24570486		1.5-LOD region as reported		chrIV		11367975		chrIV		24570486				chrIV		24920744						chrIV		11367975		chrIV		24920744		1.5-LOD region as reported		chrIV		11367975		chrIV		24920744

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y11		body shape		4.13		chrIV		PVE Paxton		4				peak marker (closest SNP on genetic map)		chrIV		21232476												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIV		219384				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIV		30568387		1.5-LOD region as reported		chrIV		219384		chrIV		30568387				chrIV		30568387						chrIV		219384		chrIV		30568387		1.5-LOD region as reported		chrIV		219384		chrIV		30568387				chrIV		30918645						chrIV		219384		chrIV		30918645		1.5-LOD region as reported		chrIV		219384		chrIV		30918645

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark y11		body shape		NA		chrIV				4				peak marker (closest SNP on genetic map)		chrIV		21232476												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIV		219384				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIV		30568387		1.5-LOD region as reported		chrIV		219384		chrIV		30568387				chrIV		30568387						chrIV		219384		chrIV		30568387		1.5-LOD region as reported		chrIV		219384		chrIV		30568387				chrIV		30918645						chrIV		219384		chrIV		30918645		1.5-LOD region as reported		chrIV		219384		chrIV		30918645

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark x2		body shape		1.48		chrIV		PVE Priest		4				peak marker (closest SNP on genetic map)		chrIV		29763654												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIV		30568387				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIV		32277841		1.5-LOD region as reported		chrIV		30568387		chrIV		32277841				chrIV		32277841						chrIV		30568387		chrIV		32277841		1.5-LOD region as reported		chrIV		30568387		chrIV		32277841				chrIV		32628099						chrIV		30918645		chrIV		32628099		1.5-LOD region as reported		chrIV		30918645		chrIV		32628099

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark x20		body shape		3.58		chrIV		PVE Priest		4				peak marker (closest SNP on genetic map)		chrIV		31740478												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIV		29763654				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIV		32236655		1.5-LOD region as reported		chrIV		29763654		chrIV		32236655				chrIV		32236655						chrIV		29763654		chrIV		32236655		1.5-LOD region as reported		chrIV		29763654		chrIV		32236655				chrIV		32586913						chrIV		30113912		chrIV		32586913		1.5-LOD region as reported		chrIV		30113912		chrIV		32586913

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		landmark x6		body shape		3.09		chrIV				4				peak marker (closest SNP on genetic map)		chrIV		31740478												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIV		15721538				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIV		32277841		1.5-LOD region as reported		chrIV		15721538		chrIV		32277841				chrIV		32277841						chrIV		15721538		chrIV		32277841		1.5-LOD region as reported		chrIV		15721538		chrIV		32277841				chrIV		32628099						chrIV		15721538		chrIV		32628099		1.5-LOD region as reported		chrIV		15721538		chrIV		32628099

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		landmark y7		body shape		4.61		chrIX				9				peak marker (closest SNP on genetic map)		chrIX		19745222												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIX		18494397				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIX		19781202		1.5-LOD region as reported		chrIX		18494397		chrIX		19781202				chrIX		19781202						chrIX		18494397		chrIX		19781202		1.5-LOD region as reported		chrIX		18494397		chrIX		19781202				chrIX		20557675						chrIX		18494397		chrIX		20557675		1.5-LOD region as reported		chrIX		18494397		chrIX		20557675

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y27		body shape		4.81		chrXVII		PVE Priest		17				peak marker (closest SNP on genetic map)		chrUn		2474754												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXVII		2626658				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXVII		12022612		1.5-LOD region as reported		chrXVII		2626658		chrXVII		12022612				chrXVII		2626658						chrXVII		2626658		chrXVII		17127873		1.5-LOD region as reported		chrXVII		2626658		chrXVII		17127873				chrXVII		3171392						chrXVII		3171392		chrXVII		17673607		1.5-LOD region as reported		chrXVII		3171392		chrXVII		17673607

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		landmark y27		body shape		NA		chrXVII				17				peak marker (closest SNP on genetic map)		chrUn		2474754												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXVII		1733515				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXVII		12022612		1.5-LOD region as reported		chrXVII		1733515		chrXVII		12022612				chrXVII		1733515						chrXVII		1733515		chrXVII		17127873		1.5-LOD region as reported		chrXVII		1733515		chrXVII		17127873				chrXVII		2278249						chrXVII		2278249		chrXVII		17673607		1.5-LOD region as reported		chrXVII		2278249		chrXVII		17673607

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark x3		body shape		NA		chrV				5				peak marker (closest SNP on genetic map)		chrUn		10540032												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrUn		12390868				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrV		10674055		1.5-LOD region as reported		chrUn		12390868		chrV		10674055				chrV		13625597						chrV		1146028		chrV		13625597		1.5-LOD region as reported		chrV		1146028		chrV		13625597				chrV		13813977						chrV		1146028		chrV		13813977		1.5-LOD region as reported		chrV		1146028		chrV		13813977

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark x3		body shape		NA		chrV				5				peak marker (closest SNP on genetic map)		chrUn		10540032												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrUn		12390868				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrV		10674055		1.5-LOD region as reported		chrUn		12390868		chrV		10674055				chrV		13625597						chrV		1146028		chrV		13625597		1.5-LOD region as reported		chrV		1146028		chrV		13625597				chrV		13813977						chrV		1146028		chrV		13813977		1.5-LOD region as reported		chrV		1146028		chrV		13813977

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark x19		body shape		NA		chrX				10				peak marker (closest SNP on genetic map)		chrUn		14127611												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrX		12844036				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrX		14265366		1.5-LOD region as reported		chrX		12844036		chrX		14265366				chrX		15375501						chrX		13954171		chrX		15375501		1.5-LOD region as reported		chrX		13954171		chrX		15375501				chrX		16344513						chrX		14923183		chrX		16344513		1.5-LOD region as reported		chrX		14923183		chrX		16344513

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		landmark x20		body shape		4.34		chrXII				12				peak marker (closest SNP on genetic map)		chrUn		26305459												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		1483544				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		17758877		1.5-LOD region as reported		chrXII		1483544		chrXII		17758877				chrXII		18628049						chrXII		2352716		chrXII		18628049		1.5-LOD region as reported		chrXII		2352716		chrXII		18628049				chrXII		20105855						chrXII		3656690		chrXII		20105855		1.5-LOD region as reported		chrXII		3656690		chrXII		20105855

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		landmark y27		body shape		NA		chrXII				12				peak marker (closest SNP on genetic map)		chrUn		26305459												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		1483544				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		17758877		1.5-LOD region as reported		chrXII		1483544		chrXII		17758877				chrXII		18628049						chrXII		2352716		chrXII		18628049		1.5-LOD region as reported		chrXII		2352716		chrXII		18628049				chrXII		20105855						chrXII		3656690		chrXII		20105855		1.5-LOD region as reported		chrXII		3656690		chrXII		20105855

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y3		body shape		8.86		chrVII		PVE Paxton		7				peak marker (closest SNP on genetic map)		chrUn		29400087												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrUn		29400087				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		27918897		1.5-LOD region as reported		chrUn		29400087		chrVII		27918897				chrVII		29667077						chrUn		9663673		chrVII		29667077		1.5-LOD region as reported		chrUn		9663673		chrVII		29667077				chrVII		30831851						chrVII		30356051		chrVII		30831851		1.5-LOD region as reported		chrVII		30356051		chrVII		30831851

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark y3		body shape		NA		chrVII				7				peak marker (closest SNP on genetic map)		chrUn		29400087												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrUn		29400087				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		27918897		1.5-LOD region as reported		chrUn		29400087		chrVII		27918897				chrVII		29667077						chrUn		9663673		chrVII		29667077		1.5-LOD region as reported		chrUn		9663673		chrVII		29667077				chrVII		30831851						chrVII		30356051		chrVII		30831851		1.5-LOD region as reported		chrVII		30356051		chrVII		30831851

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark x9		body shape		NA		chrIII				3				peak marker (closest SNP on genetic map)		chrUn		30323959												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIII		16251071				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrUn		30223426		1.5-LOD region as reported		chrIII		16251071		chrUn		30223426				chrUn		10487012						chrIII		16251071		chrUn		10487012		1.5-LOD region as reported		chrIII		16251071		chrUn		10487012				chrIII		17218102						chrIII		16549944		chrIII		17218102		1.5-LOD region as reported		chrIII		16549944		chrIII		17218102

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		landmark x15		body shape		NA		chrIII				3				peak marker (closest SNP on genetic map)		chrUn		30323959												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIII		15793968				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrUn		30223426		1.5-LOD region as reported		chrIII		15793968		chrUn		30223426				chrUn		10487012						chrIII		15793968		chrUn		10487012		1.5-LOD region as reported		chrIII		15793968		chrUn		10487012				chrIII		17218102						chrIII		16092841		chrIII		17218102		1.5-LOD region as reported		chrIII		16092841		chrIII		17218102

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		landmark x23		body shape		NA		chrIII				3				peak marker (closest SNP on genetic map)		chrUn		30323959												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrIII		15793968				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrUn		30223426		1.5-LOD region as reported		chrIII		15793968		chrUn		30223426				chrUn		10487012						chrIII		15793968		chrUn		10487012		1.5-LOD region as reported		chrIII		15793968		chrUn		10487012				chrIII		17218102						chrIII		16092841		chrIII		17218102		1.5-LOD region as reported		chrIII		16092841		chrIII		17218102

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark x17		body shape		4.22		chrXII		PVE Priest		12				peak marker (closest SNP on genetic map)		chrUn		30606854												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		1483544				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		16628544		1.5-LOD region as reported		chrXII		1483544		chrXII		16628544				chrXII		17497716						chrXII		2352716		chrXII		17497716		1.5-LOD region as reported		chrXII		2352716		chrXII		17497716				chrXII		19382735						chrXII		3656690		chrXII		19382735		1.5-LOD region as reported		chrXII		3656690		chrXII		19382735

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		landmark x17		body shape		NA		chrXII				12				peak marker (closest SNP on genetic map)		chrUn		30606854												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		11472159				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		16628544		1.5-LOD region as reported		chrXII		11472159		chrXII		16628544				chrXII		17497716						chrXII		8154039		chrXII		17497716		1.5-LOD region as reported		chrXII		8154039		chrXII		17497716				chrXII		19382735						chrXII		9458013		chrXII		19382735		1.5-LOD region as reported		chrXII		9458013		chrXII		19382735

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		long gill raker count		feeding		NA		chrVII				7				peak marker (closest SNP on genetic map)		chrVII		2559099												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		835236				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		24217606		1.5-LOD region as reported		chrVII		835236		chrVII		24217606				chrVII		25965786						chrVII		835236		chrVII		25965786		1.5-LOD region as reported		chrVII		835236		chrVII		25965786				chrVII		26870139						chrVII		1364221		chrVII		26870139		1.5-LOD region as reported		chrVII		1364221		chrVII		26870139

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y6		body shape		NA		chrVII				7				peak marker (closest SNP on genetic map)		chrVII		4310181												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		2559099				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		25662266		1.5-LOD region as reported		chrVII		2559099		chrVII		25662266				chrVII		27410446						chrVII		2559099		chrVII		27410446		1.5-LOD region as reported		chrVII		2559099		chrVII		27410446				chrVII		28314799						chrVII		3088084		chrVII		28314799		1.5-LOD region as reported		chrVII		3088084		chrVII		28314799

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark x10		body shape		NA		chrVII				7				peak marker (closest SNP on genetic map)		chrVII		4310181												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		2559099				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		23703797		1.5-LOD region as reported		chrVII		2559099		chrVII		23703797				chrVII		25451977						chrVII		2559099		chrVII		25451977		1.5-LOD region as reported		chrVII		2559099		chrVII		25451977				chrVII		26356330						chrVII		3088084		chrVII		26356330		1.5-LOD region as reported		chrVII		3088084		chrVII		26356330

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		landmark y5		body shape		NA		chrVII				7				peak marker (closest SNP on genetic map)		chrVII		4310181												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		835236				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		23703797		1.5-LOD region as reported		chrVII		835236		chrVII		23703797				chrVII		25451977						chrVII		835236		chrVII		25451977		1.5-LOD region as reported		chrVII		835236		chrVII		25451977				chrVII		26356330						chrVII		1364221		chrVII		26356330		1.5-LOD region as reported		chrVII		1364221		chrVII		26356330

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		plate count		defence		NA		chrVII				7				peak marker (closest SNP on genetic map)		chrVII		16848769												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		13452516				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		25662266		1.5-LOD region as reported		chrVII		13452516		chrVII		25662266				chrVII		27410446						chrVII		15200696		chrVII		27410446		1.5-LOD region as reported		chrVII		15200696		chrVII		27410446				chrVII		28314799						chrVII		16105049		chrVII		28314799		1.5-LOD region as reported		chrVII		16105049		chrVII		28314799

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		plate count		defence		3.94		chrVII				7				peak marker (closest SNP on genetic map)		chrVII		16848769												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		18353106				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		26227403		1.5-LOD region as reported		chrVII		18353106		chrVII		26227403				chrVII		27975583						chrVII		20101286		chrVII		27975583		1.5-LOD region as reported		chrVII		20101286		chrVII		27975583				chrVII		28879936						chrVII		21005639		chrVII		28879936		1.5-LOD region as reported		chrVII		21005639		chrVII		28879936

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark x4		body shape		12.09		chrVII		PVE Paxton		7				peak marker (closest SNP on genetic map)		chrVII		16848769												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		19857837				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		21302029		1.5-LOD region as reported		chrVII		19857837		chrVII		21302029				chrVII		21606017						chrVII		21606017		chrVII		23050209		1.5-LOD region as reported		chrVII		21606017		chrVII		23050209				chrVII		22510370						chrVII		22510370		chrVII		23954562		1.5-LOD region as reported		chrVII		22510370		chrVII		23954562

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark x22		body shape		NA		chrVII				7				peak marker (closest SNP on genetic map)		chrVII		16848769												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		19857837				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		21302029		1.5-LOD region as reported		chrVII		19857837		chrVII		21302029				chrVII		21606017						chrVII		21606017		chrVII		23050209		1.5-LOD region as reported		chrVII		21606017		chrVII		23050209				chrVII		22510370						chrVII		22510370		chrVII		23954562		1.5-LOD region as reported		chrVII		22510370		chrVII		23954562

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y5		body shape		4.34		chrVII		PVE Priest		7				peak marker (closest SNP on genetic map)		chrVII		18353106												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		2559099				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		23703797		1.5-LOD region as reported		chrVII		2559099		chrVII		23703797				chrVII		25451977						chrVII		2559099		chrVII		25451977		1.5-LOD region as reported		chrVII		2559099		chrVII		25451977				chrVII		26356330						chrVII		3088084		chrVII		26356330		1.5-LOD region as reported		chrVII		3088084		chrVII		26356330

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y7		body shape		5.90		chrVII		PVE Priest		7				peak marker (closest SNP on genetic map)		chrVII		18353106												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		835236				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		24217606		1.5-LOD region as reported		chrVII		835236		chrVII		24217606				chrVII		25965786						chrVII		835236		chrVII		25965786		1.5-LOD region as reported		chrVII		835236		chrVII		25965786				chrVII		26870139						chrVII		1364221		chrVII		26870139		1.5-LOD region as reported		chrVII		1364221		chrVII		26870139

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark y6		body shape		NA		chrVII				7				peak marker (closest SNP on genetic map)		chrVII		18353106												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		835236				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		24988330		1.5-LOD region as reported		chrVII		835236		chrVII		24988330				chrVII		26736510						chrVII		835236		chrVII		26736510		1.5-LOD region as reported		chrVII		835236		chrVII		26736510				chrVII		27640863						chrVII		1364221		chrVII		27640863		1.5-LOD region as reported		chrVII		1364221		chrVII		27640863

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark x6		body shape		NA		chrVII				7				peak marker (closest SNP on genetic map)		chrVII		18353106												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		2559099				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		26769148		1.5-LOD region as reported		chrVII		2559099		chrVII		26769148				chrVII		28517328						chrVII		2559099		chrVII		28517328		1.5-LOD region as reported		chrVII		2559099		chrVII		28517328				chrVII		29421681						chrVII		3088084		chrVII		29421681		1.5-LOD region as reported		chrVII		3088084		chrVII		29421681

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		plate count		defence		NA		chrVII				7				peak marker (closest SNP on genetic map)		chrVII		18353106												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		1569236				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		24988330		1.5-LOD region as reported		chrVII		1569236		chrVII		24988330				chrVII		26736510						chrVII		1569236		chrVII		26736510		1.5-LOD region as reported		chrVII		1569236		chrVII		26736510				chrVII		27640863						chrVII		2098221		chrVII		27640863		1.5-LOD region as reported		chrVII		2098221		chrVII		27640863

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		landmark y7		body shape		NA		chrVII				7				peak marker (closest SNP on genetic map)		chrVII		18353106												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		2559099				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		24988330		1.5-LOD region as reported		chrVII		2559099		chrVII		24988330				chrVII		26736510						chrVII		2559099		chrVII		26736510		1.5-LOD region as reported		chrVII		2559099		chrVII		26736510				chrVII		27640863						chrVII		3088084		chrVII		27640863		1.5-LOD region as reported		chrVII		3088084		chrVII		27640863

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		long gill raker count		feeding		6.51		chrVII		PVE Priest		7				peak marker (closest SNP on genetic map)		chrVII		20883742												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		13452516				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		19857837		1.5-LOD region as reported		chrVII		13452516		chrVII		19857837				chrVII		21606017						chrVII		15200696		chrVII		21606017		1.5-LOD region as reported		chrVII		15200696		chrVII		21606017				chrVII		22510370						chrVII		16105049		chrVII		22510370		1.5-LOD region as reported		chrVII		16105049		chrVII		22510370

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark x13		body shape		NA		chrVII				7				peak marker (closest SNP on genetic map)		chrVII		20883742												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		2559099				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		26227403		1.5-LOD region as reported		chrVII		2559099		chrVII		26227403				chrVII		27975583						chrVII		2559099		chrVII		27975583		1.5-LOD region as reported		chrVII		2559099		chrVII		27975583				chrVII		28879936						chrVII		3088084		chrVII		28879936		1.5-LOD region as reported		chrVII		3088084		chrVII		28879936

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		short gill raker count		feeding		4.08		chrVII		PVE Paxton		7				peak marker (closest SNP on genetic map)		chrVII		21302029												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		5936068				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		24217606		1.5-LOD region as reported		chrVII		5936068		chrVII		24217606				chrVII		25965786						chrVII		5936068		chrVII		25965786		1.5-LOD region as reported		chrVII		5936068		chrVII		25965786				chrVII		26870139						chrVII		6465053		chrVII		26870139		1.5-LOD region as reported		chrVII		6465053		chrVII		26870139

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y4		body shape		3.97		chrVII		PVE Paxton		7				peak marker (closest SNP on genetic map)		chrVII		21302029												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		13452516				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		24217606		1.5-LOD region as reported		chrVII		13452516		chrVII		24217606				chrVII		25965786						chrVII		15200696		chrVII		25965786		1.5-LOD region as reported		chrVII		15200696		chrVII		25965786				chrVII		26870139						chrVII		16105049		chrVII		26870139		1.5-LOD region as reported		chrVII		16105049		chrVII		26870139

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		short gill raker count		feeding		NA		chrVII				7				peak marker (closest SNP on genetic map)		chrVII		21302029												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		5936068				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		24988330		1.5-LOD region as reported		chrVII		5936068		chrVII		24988330				chrVII		26736510						chrVII		5936068		chrVII		26736510		1.5-LOD region as reported		chrVII		5936068		chrVII		26736510				chrVII		27640863						chrVII		6465053		chrVII		27640863		1.5-LOD region as reported		chrVII		6465053		chrVII		27640863

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark y4		body shape		NA		chrVII				7				peak marker (closest SNP on genetic map)		chrVII		21302029												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		13452516				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		24217606		1.5-LOD region as reported		chrVII		13452516		chrVII		24217606				chrVII		25965786						chrVII		15200696		chrVII		25965786		1.5-LOD region as reported		chrVII		15200696		chrVII		25965786				chrVII		26870139						chrVII		16105049		chrVII		26870139		1.5-LOD region as reported		chrVII		16105049		chrVII		26870139

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark x6		body shape		3.40		chrVII		PVE Paxton		7				peak marker (closest SNP on genetic map)		chrVII		23703797												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		1481322				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		24988330		1.5-LOD region as reported		chrVII		1481322		chrVII		24988330				chrVII		26736510						chrVII		1481322		chrVII		26736510		1.5-LOD region as reported		chrVII		1481322		chrVII		26736510				chrVII		27640863						chrVII		2010307		chrVII		27640863		1.5-LOD region as reported		chrVII		2010307		chrVII		27640863

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark x4		body shape		NA		chrVII				7				peak marker (closest SNP on genetic map)		chrVII		23703797												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		13452516				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		24217606		1.5-LOD region as reported		chrVII		13452516		chrVII		24217606				chrVII		25965786						chrVII		15200696		chrVII		25965786		1.5-LOD region as reported		chrVII		15200696		chrVII		25965786				chrVII		26870139						chrVII		16105049		chrVII		26870139		1.5-LOD region as reported		chrVII		16105049		chrVII		26870139

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		long gill raker count		feeding		NA		chrVII				7				peak marker (closest SNP on genetic map)		chrVII		24203557												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		13452516				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		24217606		1.5-LOD region as reported		chrVII		13452516		chrVII		24217606				chrVII		25965786						chrVII		15200696		chrVII		25965786		1.5-LOD region as reported		chrVII		15200696		chrVII		25965786				chrVII		26870139						chrVII		16105049		chrVII		26870139		1.5-LOD region as reported		chrVII		16105049		chrVII		26870139

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark x18		body shape		3.84		chrVII		PVE Paxton		7				peak marker (closest SNP on genetic map)		chrVII		24217606												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		5936068				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		24988330		1.5-LOD region as reported		chrVII		5936068		chrVII		24988330				chrVII		26736510						chrVII		5936068		chrVII		26736510		1.5-LOD region as reported		chrVII		5936068		chrVII		26736510				chrVII		27640863						chrVII		6465053		chrVII		27640863		1.5-LOD region as reported		chrVII		6465053		chrVII		27640863

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark x18		body shape		NA		chrVII				7				peak marker (closest SNP on genetic map)		chrVII		24217606												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		16848769				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		25662266		1.5-LOD region as reported		chrVII		16848769		chrVII		25662266				chrVII		27410446						chrVII		18596949		chrVII		27410446		1.5-LOD region as reported		chrVII		18596949		chrVII		27410446				chrVII		28314799						chrVII		19501302		chrVII		28314799		1.5-LOD region as reported		chrVII		19501302		chrVII		28314799

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark x13		body shape		2.30		chrVII		PVE Priest		7				peak marker (closest SNP on genetic map)		chrVII		25193081												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		19857837				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		26227403		1.5-LOD region as reported		chrVII		19857837		chrVII		26227403				chrVII		27975583						chrVII		21606017		chrVII		27975583		1.5-LOD region as reported		chrVII		21606017		chrVII		27975583				chrVII		28879936						chrVII		22510370		chrVII		28879936		1.5-LOD region as reported		chrVII		22510370		chrVII		28879936

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark x2		body shape		2.39		chrVII				7				peak marker (closest SNP on genetic map)		chrVII		27918897												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrUn		29400087				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVII		27918897		1.5-LOD region as reported		chrUn		29400087		chrVII		27918897				chrVII		29667077						chrUn		9663673		chrVII		29667077		1.5-LOD region as reported		chrUn		9663673		chrVII		29667077				chrVII		30831851						chrVII		30356051		chrVII		30831851		1.5-LOD region as reported		chrVII		30356051		chrVII		30831851

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y1		body shape		4.18		chrVIII		PVE Paxton		8				peak marker (closest SNP on genetic map)		chrVIII		3765115												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVIII		16843576				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVIII		18760705		1.5-LOD region as reported		chrVIII		16843576		chrVIII		18760705				chrVIII		18760705						chrVIII		16843576		chrVIII		18760705		1.5-LOD region as reported		chrVIII		16843576		chrVIII		18760705				chrVIII		19930626						chrVIII		18013497		chrVIII		19930626		1.5-LOD region as reported		chrVIII		18013497		chrVIII		19930626

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark y1		body shape		NA		chrVIII				8				peak marker (closest SNP on genetic map)		chrVIII		3765115												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVIII		16843576				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVIII		18760705		1.5-LOD region as reported		chrVIII		16843576		chrVIII		18760705				chrVIII		18760705						chrVIII		16843576		chrVIII		18760705		1.5-LOD region as reported		chrVIII		16843576		chrVIII		18760705				chrVIII		19930626						chrVIII		18013497		chrVIII		19930626		1.5-LOD region as reported		chrVIII		18013497		chrVIII		19930626

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y27		body shape		2.76		chrVIII		PVE Priest		8				peak marker (closest SNP on genetic map)		chrVIII		3987295												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVIII		2257915				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVIII		16843576		1.5-LOD region as reported		chrVIII		2257915		chrVIII		16843576				chrVIII		2257915						chrVIII		2257915		chrVIII		16843576		1.5-LOD region as reported		chrVIII		2257915		chrVIII		16843576				chrVIII		3427836						chrVIII		3427836		chrVIII		18013497		1.5-LOD region as reported		chrVIII		3427836		chrVIII		18013497

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y19		body shape		NA		chrVIII				8				peak marker (closest SNP on genetic map)		chrVIII		14472465												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVIII		3987295				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVIII		16843576		1.5-LOD region as reported		chrVIII		3987295		chrVIII		16843576				chrVIII		3987295						chrVIII		3987295		chrVIII		16843576		1.5-LOD region as reported		chrVIII		3987295		chrVIII		16843576				chrVIII		5157216						chrVIII		5157216		chrVIII		18013497		1.5-LOD region as reported		chrVIII		5157216		chrVIII		18013497

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark y19		body shape		NA		chrVIII				8				peak marker (closest SNP on genetic map)		chrVIII		14472465												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVIII		3987295				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrVIII		16843576		1.5-LOD region as reported		chrVIII		3987295		chrVIII		16843576				chrVIII		3987295						chrVIII		3987295		chrVIII		16843576		1.5-LOD region as reported		chrVIII		3987295		chrVIII		16843576				chrVIII		5157216						chrVIII		5157216		chrVIII		18013497		1.5-LOD region as reported		chrVIII		5157216		chrVIII		18013497

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y18		body shape		2.71		chrXI		PVE Priest		11				peak marker (closest SNP on genetic map)		chrXI		9039275												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXI		1017481				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXI		15005173		1.5-LOD region as reported		chrXI		1017481		chrXI		15005173				chrXI		15005173						chrXI		1017481		chrXI		15005173		1.5-LOD region as reported		chrXI		1017481		chrXI		15005173				chrXI		15753323						chrXI		2556361		chrXI		15753323		1.5-LOD region as reported		chrXI		2556361		chrXI		15753323

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		landmark y18		body shape		NA		chrXI				11				peak marker (closest SNP on genetic map)		chrXI		9039275												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXI		1017481				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXI		15005173		1.5-LOD region as reported		chrXI		1017481		chrXI		15005173				chrXI		15005173						chrXI		1017481		chrXI		15005173		1.5-LOD region as reported		chrXI		1017481		chrXI		15005173				chrXI		15753323						chrXI		2556361		chrXI		15753323		1.5-LOD region as reported		chrXI		2556361		chrXI		15753323

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y11		body shape		2.45		chrXI		PVE Priest		11				peak marker (closest SNP on genetic map)		chrXI		12097498												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXI		12746496				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXI		15154801		1.5-LOD region as reported		chrXI		12746496		chrXI		15154801				chrXI		15346178						chrXI		12746496		chrXI		15346178		1.5-LOD region as reported		chrXI		12746496		chrXI		15346178				chrXI		16675314						chrXI		13494646		chrXI		16675314		1.5-LOD region as reported		chrXI		13494646		chrXI		16675314

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		landmark y11		body shape		NA		chrXI				11				peak marker (closest SNP on genetic map)		chrXI		12097498												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXI		12746496				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXI		15154801		1.5-LOD region as reported		chrXI		12746496		chrXI		15154801				chrXI		15346178						chrXI		12746496		chrXI		15346178		1.5-LOD region as reported		chrXI		12746496		chrXI		15346178				chrXI		16675314						chrXI		13494646		chrXI		16675314		1.5-LOD region as reported		chrXI		13494646		chrXI		16675314

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark x4		body shape		NA		chrXII				12				peak marker (closest SNP on genetic map)		chrXII		880748												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrUn		38378170				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		548804		1.5-LOD region as reported		chrUn		38378170		chrXII		548804				chrUn		18280158						chrUn		18280158		chrXII		548804		1.5-LOD region as reported		chrUn		18280158		chrXII		548804				chrXII		596979						chrXII		596979		chrXII		1430130		1.5-LOD region as reported		chrXII		596979		chrXII		1430130

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark y25		body shape		NA		chrXII				12				peak marker (closest SNP on genetic map)		chrXII		1483544												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		548804				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		7504339		1.5-LOD region as reported		chrXII		548804		chrXII		7504339				chrXII		12121859						chrXII		548804		chrXII		12121859		1.5-LOD region as reported		chrXII		548804		chrXII		12121859				chrXII		13425833						chrXII		1430130		chrXII		13425833		1.5-LOD region as reported		chrXII		1430130		chrXII		13425833

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		landmark y26		body shape		NA		chrXII				12				peak marker (closest SNP on genetic map)		chrXII		1483544												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		548804				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		16628544		1.5-LOD region as reported		chrXII		548804		chrXII		16628544				chrXII		17497716						chrXII		548804		chrXII		17497716		1.5-LOD region as reported		chrXII		548804		chrXII		17497716				chrXII		19382735						chrXII		1430130		chrXII		19382735		1.5-LOD region as reported		chrXII		1430130		chrXII		19382735

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark x3		body shape		NA		chrXII				12				peak marker (closest SNP on genetic map)		chrXII		1483544												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrUn		38378170				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		548804		1.5-LOD region as reported		chrUn		38378170		chrXII		548804				chrUn		18280158						chrUn		18280158		chrXII		548804		1.5-LOD region as reported		chrUn		18280158		chrXII		548804				chrXII		596979						chrXII		596979		chrXII		1430130		1.5-LOD region as reported		chrXII		596979		chrXII		1430130

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark x16		body shape		5.45		chrXII		PVE Priest		12				peak marker (closest SNP on genetic map)		chrXII		3026329												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		1483544				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		17758877		1.5-LOD region as reported		chrXII		1483544		chrXII		17758877				chrXII		18628049						chrXII		2352716		chrXII		18628049		1.5-LOD region as reported		chrXII		2352716		chrXII		18628049				chrXII		20105855						chrXII		3656690		chrXII		20105855		1.5-LOD region as reported		chrXII		3656690		chrXII		20105855

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		landmark y25		body shape		NA		chrXII				12				peak marker (closest SNP on genetic map)		chrXII		6399147												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		1483544				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		3810254		1.5-LOD region as reported		chrXII		1483544		chrXII		3810254				chrXII		15815944						chrXII		2352716		chrXII		15815944		1.5-LOD region as reported		chrXII		2352716		chrXII		15815944				chrXII		17119918						chrXII		3656690		chrXII		17119918		1.5-LOD region as reported		chrXII		3656690		chrXII		17119918

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y19		body shape		NA		chrXII				12				peak marker (closest SNP on genetic map)		chrXII		7504339												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		1483544				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		5521301		1.5-LOD region as reported		chrXII		1483544		chrXII		5521301				chrXII		14104897						chrXII		2352716		chrXII		14104897		1.5-LOD region as reported		chrXII		2352716		chrXII		14104897				chrXII		15408871						chrXII		3656690		chrXII		15408871		1.5-LOD region as reported		chrXII		3656690		chrXII		15408871

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark y19		body shape		NA		chrXII				12				peak marker (closest SNP on genetic map)		chrXII		7504339												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		548804				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		3810254		1.5-LOD region as reported		chrXII		548804		chrXII		3810254				chrXII		15815944						chrXII		548804		chrXII		15815944		1.5-LOD region as reported		chrXII		548804		chrXII		15815944				chrXII		17119918						chrXII		1430130		chrXII		17119918		1.5-LOD region as reported		chrXII		1430130		chrXII		17119918

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		landmark y19		body shape		NA		chrXII				12				peak marker (closest SNP on genetic map)		chrXII		7504339												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		548804				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		17758877		1.5-LOD region as reported		chrXII		548804		chrXII		17758877				chrXII		18628049						chrXII		548804		chrXII		18628049		1.5-LOD region as reported		chrXII		548804		chrXII		18628049				chrXII		20105855						chrXII		1430130		chrXII		20105855		1.5-LOD region as reported		chrXII		1430130		chrXII		20105855

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y25		body shape		5.64		chrXII		PVE Paxton		12				peak marker (closest SNP on genetic map)		chrXII		11472159												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		880748				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		5521301		1.5-LOD region as reported		chrXII		880748		chrXII		5521301				chrXII		14104897						chrXII		880748		chrXII		14104897		1.5-LOD region as reported		chrXII		880748		chrXII		14104897				chrXII		15408871						chrXII		1762074		chrXII		15408871		1.5-LOD region as reported		chrXII		1762074		chrXII		15408871

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y26		body shape		3.17		chrXII		PVE Priest		12				peak marker (closest SNP on genetic map)		chrXII		11472159												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		548804				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		5521301		1.5-LOD region as reported		chrXII		548804		chrXII		5521301				chrXII		14104897						chrXII		548804		chrXII		14104897		1.5-LOD region as reported		chrXII		548804		chrXII		14104897				chrXII		15408871						chrXII		1430130		chrXII		15408871		1.5-LOD region as reported		chrXII		1430130		chrXII		15408871

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y27		body shape		4.16		chrXII		PVE Priest		12				peak marker (closest SNP on genetic map)		chrXII		11472159												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		548804				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		5828898		1.5-LOD region as reported		chrXII		548804		chrXII		5828898				chrXII		13797300						chrXII		548804		chrXII		13797300		1.5-LOD region as reported		chrXII		548804		chrXII		13797300				chrXII		15101274						chrXII		1430130		chrXII		15101274		1.5-LOD region as reported		chrXII		1430130		chrXII		15101274

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark x3		body shape		NA		chrXII				12				peak marker (closest SNP on genetic map)		chrXII		13045611												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		548804				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		7504339		1.5-LOD region as reported		chrXII		548804		chrXII		7504339				chrXII		12121859						chrXII		548804		chrXII		12121859		1.5-LOD region as reported		chrXII		548804		chrXII		12121859				chrXII		13425833						chrXII		1430130		chrXII		13425833		1.5-LOD region as reported		chrXII		1430130		chrXII		13425833

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		landmark x16		body shape		NA		chrXII				12				peak marker (closest SNP on genetic map)		chrXII		13045611												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		1483544				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXII		17758877		1.5-LOD region as reported		chrXII		1483544		chrXII		17758877				chrXII		18628049						chrXII		2352716		chrXII		18628049		1.5-LOD region as reported		chrXII		2352716		chrXII		18628049				chrXII		20105855						chrXII		3656690		chrXII		20105855		1.5-LOD region as reported		chrXII		3656690		chrXII		20105855

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		landmark x6		body shape		3.15		chrXIII				13				peak marker (closest SNP on genetic map)		chrXIII		1001571												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIII		2105469				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIII		2523163		1.5-LOD region as reported		chrXIII		2105469		chrXIII		2523163				chrXIII		2523163						chrXIII		2105469		chrXIII		2523163		1.5-LOD region as reported		chrXIII		2105469		chrXIII		2523163				chrXIII		2523163						chrXIII		2105469		chrXIII		2523163		1.5-LOD region as reported		chrXIII		2105469		chrXIII		2523163

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y12		body shape		1.96		chrXIII		PVE Priest		13				peak marker (closest SNP on genetic map)		chrXIII		1001571												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIII		1698554				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIII		2105469		1.5-LOD region as reported		chrXIII		1698554		chrXIII		2105469				chrXIII		1698554						chrXIII		1698554		chrXIII		2105469		1.5-LOD region as reported		chrXIII		1698554		chrXIII		2105469				chrXIII		1698554						chrXIII		1698554		chrXIII		2105469		1.5-LOD region as reported		chrXIII		1698554		chrXIII		2105469

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y16		body shape		3.55		chrXIII		PVE Priest		13				peak marker (closest SNP on genetic map)		chrXIII		2105469												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIII		1909687				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIII		2105469		1.5-LOD region as reported		chrXIII		1909687		chrXIII		2105469				chrXIII		1909687						chrXIII		1909687		chrXIII		2105469		1.5-LOD region as reported		chrXIII		1909687		chrXIII		2105469				chrXIII		1909687						chrXIII		1909687		chrXIII		2105469		1.5-LOD region as reported		chrXIII		1909687		chrXIII		2105469

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark x16		body shape		3.39		chrXIII				13				peak marker (closest SNP on genetic map)		chrXIII		2969182												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIII		1001571				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIII		17249562		1.5-LOD region as reported		chrXIII		1001571		chrXIII		17249562				chrXIII		17249562						chrXIII		1001571		chrXIII		17249562		1.5-LOD region as reported		chrXIII		1001571		chrXIII		17249562				chrXIII		17249562						chrXIII		472694		chrXIII		17249562		1.5-LOD region as reported		chrXIII		472694		chrXIII		17249562

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark y6		body shape		NA		chrXIII				13				peak marker (closest SNP on genetic map)		chrXIII		4868788												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIII		1698554				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIII		18470329		1.5-LOD region as reported		chrXIII		1698554		chrXIII		18470329				chrXIII		18470329						chrXIII		1698554		chrXIII		18470329		1.5-LOD region as reported		chrXIII		1698554		chrXIII		18470329				chrXIII		18470329						chrXIII		1698554		chrXIII		18470329		1.5-LOD region as reported		chrXIII		1698554		chrXIII		18470329

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y6		body shape		NA		chrXIII				13				peak marker (closest SNP on genetic map)		chrXIII		17249562												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIII		1909687				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIII		18470329		1.5-LOD region as reported		chrXIII		1909687		chrXIII		18470329				chrXIII		18470329						chrXIII		1909687		chrXIII		18470329		1.5-LOD region as reported		chrXIII		1909687		chrXIII		18470329				chrXIII		18470329						chrXIII		1909687		chrXIII		18470329		1.5-LOD region as reported		chrXIII		1909687		chrXIII		18470329

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		landmark x3		body shape		1.92		chrXIV				14				peak marker (closest SNP on genetic map)		chrXIV		721170												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrUn		36334731				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIV		1383447		1.5-LOD region as reported		chrUn		36334731		chrXIV		1383447				chrXIV		1383447						chrUn		16236719		chrXIV		1383447		1.5-LOD region as reported		chrUn		16236719		chrXIV		1383447				chrXIV		1798894						chrXIV		134358		chrXIV		1798894		1.5-LOD region as reported		chrXIV		134358		chrXIV		1798894

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		landmark x2		body shape		NA		chrXIV				14				peak marker (closest SNP on genetic map)		chrXIV		721170												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrUn		36334731				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIV		1442872		1.5-LOD region as reported		chrUn		36334731		chrXIV		1442872				chrXIV		1442872						chrUn		16236719		chrXIV		1442872		1.5-LOD region as reported		chrUn		16236719		chrXIV		1442872				chrXIV		1858319						chrXIV		134358		chrXIV		1858319		1.5-LOD region as reported		chrXIV		134358		chrXIV		1858319

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		landmark y26		body shape		2.83		chrXIV				14				peak marker (closest SNP on genetic map)		chrXIV		800076												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrUn		36334731				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIV		15033103		1.5-LOD region as reported		chrUn		36334731		chrXIV		15033103				chrXIV		13297294						chrUn		16236719		chrXIV		13297294		1.5-LOD region as reported		chrUn		16236719		chrXIV		13297294				chrXIV		13712741						chrXIV		134358		chrXIV		13712741		1.5-LOD region as reported		chrXIV		134358		chrXIV		13712741

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		landmark y19		body shape		4.52		chrXIV				14				peak marker (closest SNP on genetic map)		chrXIV		1087388												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrUn		36334731				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIV		1798136		1.5-LOD region as reported		chrUn		36334731		chrXIV		1798136				chrXIV		1798136						chrUn		16236719		chrXIV		1798136		1.5-LOD region as reported		chrUn		16236719		chrXIV		1798136				chrXIV		2213583						chrXIV		134358		chrXIV		2213583		1.5-LOD region as reported		chrXIV		134358		chrXIV		2213583

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		landmark x17		body shape		NA		chrXIV				14				peak marker (closest SNP on genetic map)		chrXIV		1087388												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIV		451065				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIV		14049917		1.5-LOD region as reported		chrXIV		451065		chrXIV		14049917				chrXIV		14280480						chrXIV		451065		chrXIV		14280480		1.5-LOD region as reported		chrXIV		451065		chrXIV		14280480				chrXIV		14695927						chrXIV		866512		chrXIV		14695927		1.5-LOD region as reported		chrXIV		866512		chrXIV		14695927

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y19		body shape		NA		chrXIV				14				peak marker (closest SNP on genetic map)		chrXIV		15033103												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIV		800076				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIV		14049917		1.5-LOD region as reported		chrXIV		800076		chrXIV		14049917				chrXIV		14280480						chrXIV		800076		chrXIV		14280480		1.5-LOD region as reported		chrXIV		800076		chrXIV		14280480				chrXIV		14695927						chrXIV		1215523		chrXIV		14695927		1.5-LOD region as reported		chrXIV		1215523		chrXIV		14695927

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y10		body shape		4.22		chrXIV		PVE Paxton		14				peak marker (closest SNP on genetic map)		chrXIV		15033103												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIV		2084777				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIV		14049917		1.5-LOD region as reported		chrXIV		2084777		chrXIV		14049917				chrXIV		14280480						chrXIV		2084777		chrXIV		14280480		1.5-LOD region as reported		chrXIV		2084777		chrXIV		14280480				chrXIV		14695927						chrXIV		2500224		chrXIV		14695927		1.5-LOD region as reported		chrXIV		2500224		chrXIV		14695927

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark y10		body shape		NA		chrXIV				14				peak marker (closest SNP on genetic map)		chrXIV		15033103												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIV		2084777				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIV		14049917		1.5-LOD region as reported		chrXIV		2084777		chrXIV		14049917				chrXIV		14280480						chrXIV		2084777		chrXIV		14280480		1.5-LOD region as reported		chrXIV		2084777		chrXIV		14280480				chrXIV		14695927						chrXIV		2500224		chrXIV		14695927		1.5-LOD region as reported		chrXIV		2500224		chrXIV		14695927

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y6		body shape		3.11		chrXIX		PVE Paxton		19				peak marker (closest SNP on genetic map)		chrXIX		8190806												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIX		1546489				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIX		8190806		1.5-LOD region as reported		chrXIX		1546489		chrXIX		8190806				chrXIX		15874108						chrXIX		1546489		chrXIX		15874108		1.5-LOD region as reported		chrXIX		1546489		chrXIX		15874108				chrXIX		16246172						chrXIX		1709400		chrXIX		16246172		1.5-LOD region as reported		chrXIX		1709400		chrXIX		16246172

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y19		body shape		NA		chrXIX				19				peak marker (closest SNP on genetic map)		chrXIX		8190806												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIX		1546489				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIX		8190806		1.5-LOD region as reported		chrXIX		1546489		chrXIX		8190806				chrXIX		15874108						chrXIX		1546489		chrXIX		15874108		1.5-LOD region as reported		chrXIX		1546489		chrXIX		15874108				chrXIX		16246172						chrXIX		1709400		chrXIX		16246172		1.5-LOD region as reported		chrXIX		1709400		chrXIX		16246172

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y12		body shape		NA		chrXIX				19				peak marker (closest SNP on genetic map)		chrXIX		8190806												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIX		1546489				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIX		8190806		1.5-LOD region as reported		chrXIX		1546489		chrXIX		8190806				chrXIX		15874108						chrXIX		1546489		chrXIX		15874108		1.5-LOD region as reported		chrXIX		1546489		chrXIX		15874108				chrXIX		16246172						chrXIX		1709400		chrXIX		16246172		1.5-LOD region as reported		chrXIX		1709400		chrXIX		16246172

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark x12		body shape		NA		chrXIX				19				peak marker (closest SNP on genetic map)		chrXIX		18043409												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIX		1546489				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIX		8190806		1.5-LOD region as reported		chrXIX		1546489		chrXIX		8190806				chrXIX		15874108						chrXIX		1546489		chrXIX		15874108		1.5-LOD region as reported		chrXIX		1546489		chrXIX		15874108				chrXIX		16246172						chrXIX		1709400		chrXIX		16246172		1.5-LOD region as reported		chrXIX		1709400		chrXIX		16246172

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		landmark y26		body shape		2.79		chrXIX		PVE Paxton		19				peak marker (closest SNP on genetic map)		chrXIX		18043409												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIX		1546489				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIX		8190806		1.5-LOD region as reported		chrXIX		1546489		chrXIX		8190806				chrXIX		15874108						chrXIX		1546489		chrXIX		15874108		1.5-LOD region as reported		chrXIX		1546489		chrXIX		15874108				chrXIX		16246172						chrXIX		1709400		chrXIX		16246172		1.5-LOD region as reported		chrXIX		1709400		chrXIX		16246172

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark y5		body shape		3.63		chrXIX				19				peak marker (closest SNP on genetic map)		chrXIX		18043409												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIX		1546489				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIX		8190806		1.5-LOD region as reported		chrXIX		1546489		chrXIX		8190806				chrXIX		15874108						chrXIX		1546489		chrXIX		15874108		1.5-LOD region as reported		chrXIX		1546489		chrXIX		15874108				chrXIX		16246172						chrXIX		1709400		chrXIX		16246172		1.5-LOD region as reported		chrXIX		1709400		chrXIX		16246172

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark y6		body shape		2.96		chrXIX				19				peak marker (closest SNP on genetic map)		chrXIX		18045399												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIX		1546489				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIX		8190806		1.5-LOD region as reported		chrXIX		1546489		chrXIX		8190806				chrXIX		15874108						chrXIX		1546489		chrXIX		15874108		1.5-LOD region as reported		chrXIX		1546489		chrXIX		15874108				chrXIX		16246172						chrXIX		1709400		chrXIX		16246172		1.5-LOD region as reported		chrXIX		1709400		chrXIX		16246172

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark y26		body shape		NA		chrXIX				19				peak marker (closest SNP on genetic map)		chrXIX		18045399												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIX		1546489				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIX		8190806		1.5-LOD region as reported		chrXIX		1546489		chrXIX		8190806				chrXIX		15874108						chrXIX		1546489		chrXIX		15874108		1.5-LOD region as reported		chrXIX		1546489		chrXIX		15874108				chrXIX		16246172						chrXIX		1709400		chrXIX		16246172		1.5-LOD region as reported		chrXIX		1709400		chrXIX		16246172

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		centroid		body size		NA		chrXIX				19				peak marker (closest SNP on genetic map)		chrXIX		18045399												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIX		1546489				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIX		8190806		1.5-LOD region as reported		chrXIX		1546489		chrXIX		8190806				chrXIX		15874108						chrXIX		1546489		chrXIX		15874108		1.5-LOD region as reported		chrXIX		1546489		chrXIX		15874108				chrXIX		16246172						chrXIX		1709400		chrXIX		16246172		1.5-LOD region as reported		chrXIX		1709400		chrXIX		16246172

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark y12		body shape		NA		chrXIX				19				peak marker (closest SNP on genetic map)		chrXIX		18045399												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIX		1546489				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXIX		8190806		1.5-LOD region as reported		chrXIX		1546489		chrXIX		8190806				chrXIX		15874108						chrXIX		1546489		chrXIX		15874108		1.5-LOD region as reported		chrXIX		1546489		chrXIX		15874108				chrXIX		16246172						chrXIX		1709400		chrXIX		16246172		1.5-LOD region as reported		chrXIX		1709400		chrXIX		16246172

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton + Priest limnetic female x benthic male crosses		benthic_limnetic		G. aculeatus		plate count		defence		6.06		chrXVI		PVE Priest		16				peak marker (closest SNP on genetic map)		chrXVI		5562355												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXVI		3206769				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXVI		17405918		1.5-LOD region as reported		chrXVI		3206769		chrXVI		17405918				chrXVI		3206769						chrXVI		3206769		chrXVI		16879618		1.5-LOD region as reported		chrXVI		3206769		chrXVI		16879618				chrXVI		3206769						chrXVI		3206769		chrXVI		16879618		1.5-LOD region as reported		chrXVI		3206769		chrXVI		16879618

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		landmark x25		body shape		NA		chrXVI				16				peak marker (closest SNP on genetic map)		chrXVI		13148331												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXVI		2764206				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXVI		17236926		1.5-LOD region as reported		chrXVI		2764206		chrXVI		17236926				chrXVI		2764206						chrXVI		2764206		chrXVI		17048610		1.5-LOD region as reported		chrXVI		2764206		chrXVI		17048610				chrXVI		2764206						chrXVI		2764206		chrXVI		17048610		1.5-LOD region as reported		chrXVI		2764206		chrXVI		17048610

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		plate count		defence		NA		chrXVI				16				peak marker (closest SNP on genetic map)		chrXVI		14283264												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXVI		14093156				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXVI		17405918		1.5-LOD region as reported		chrXVI		14093156		chrXVI		17405918				chrXVI		14093156						chrXVI		14093156		chrXVI		16879618		1.5-LOD region as reported		chrXVI		14093156		chrXVI		16879618				chrXVI		14093156						chrXVI		14093156		chrXVI		16879618		1.5-LOD region as reported		chrXVI		14093156		chrXVI		16879618

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Paxton limnetic female x BC Paxton benthic male cross		benthic_limnetic		G. aculeatus		second dorsal spine length		defence		NA		chrXX				20				peak marker (closest SNP on genetic map)		chrXX		5734841												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrUn		30545876				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXX		12622695		1.5-LOD region as reported		chrUn		30545876		chrXX		12622695				chrXX		6467071						chrUn		10809462		chrXX		6467071		1.5-LOD region as reported		chrUn		10809462		chrXX		6467071				chrXX		6890992						chrXX		373904		chrXX		6890992		1.5-LOD region as reported		chrXX		373904		chrXX		6890992

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		landmark y23		body shape		NA		chrXXI				21				peak marker (closest SNP on genetic map)		chrXXI		3082227												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrUn		6720054				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrUn		28158103		1.5-LOD region as reported		chrUn		6720054		chrUn		28158103				chrUn		8421689						chrXXI		1613793		chrUn		8421689		1.5-LOD region as reported		chrXXI		1613793		chrUn		8421689				chrXXI		16863470						chrXXI		3406598		chrXXI		16863470		1.5-LOD region as reported		chrXXI		3406598		chrXXI		16863470

		QTL		QTL mapping		Conte et al. 2015 Genetics		BC Priest limnetic female x BC Priest benthic male cross		benthic_limnetic		G. aculeatus		landmark y16		body shape		4.22		chrXXI				21				peak marker (closest SNP on genetic map)		chrXXI		5737465												1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrUn		6720054				1.5 LOD confidence interval (lower / upper bordering SNP on genetic map)		chrXXI		10969152		1.5-LOD region as reported		chrUn		6720054		chrXXI		10969152				chrXXI		13617565						chrXXI		1613793		chrXXI		13617565		1.5-LOD region as reported		chrXXI		1613793		chrXXI		13617565				chrXXI		15113300						chrXXI		3406598		chrXXI		15113300		1.5-LOD region as reported		chrXXI		3406598		chrXXI		15113300

		QTL		QTL mapping		Coyle et al. 2007 J  Hered		SC Loch Fada, North Uist female x SC River Kelvin, Glasgow male cross		lake_stream		G. aculeatus		assymmetry		defence		38.00		chrVII		Tab. 1, unknown location in the genome		7		Pitx1 / Stn342 / Stn336		gene		chrVII				Pitx1 / Stn342 / Stn336		gene		chrVII																				chromosome end -100 kb		chrVII		27837443		chrVII		27937443				chrVII				chrVII												chromosome end -100 kb		chrVII		29585623		chrVII		29685623				chrVII				chrVII												chromosome end -100 kb		chrVII		30750397		chrVII		30850397

		QTL		QTL mapping		Coyle et al. 2007 J  Hered		SC Loch Fada, North Uist female x SC River Kelvin, Glasgow male cross		lake_stream		G. aculeatus		pelvic girdle length		defence		87.00		chrVII		Tab. 1, unknown location in the genome		7		Pitx1 / Stn342 / Stn336		gene		chrVII				Pitx1 / Stn342 / Stn336		gene		chrVII																				chromosome end -100 kb		chrVII		27837443		chrVII		27937443				chrVII				chrVII												chromosome end -100 kb		chrVII		29585623		chrVII		29685623				chrVII				chrVII												chromosome end -100 kb		chrVII		30750397		chrVII		30850397

		QTL		QTL mapping		Coyle et al. 2007 J  Hered		SC Loch Fada, North Uist female x SC River Kelvin, Glasgow male cross		lake_stream		G. aculeatus		pelvic spine length left side		defence		86.00		chrVII		Tab. 1, unknown location in the genome		7		Pitx1 / Stn342 / Stn336		gene		chrVII				Pitx1 / Stn342 / Stn336		gene		chrVII																				chromosome end -100 kb		chrVII		27837443		chrVII		27937443				chrVII				chrVII												chromosome end -100 kb		chrVII		29585623		chrVII		29685623				chrVII				chrVII												chromosome end -100 kb		chrVII		30750397		chrVII		30850397

		QTL		QTL mapping		Coyle et al. 2007 J  Hered		SC Loch Fada, North Uist female x SC River Kelvin, Glasgow male cross		lake_stream		G. aculeatus		right pelvic spine length		defence		85.10		chrVII		Tab. 1, unknown location in the genome		7		Pitx1 / Stn342 / Stn336		gene		chrVII				Pitx1 / Stn342 / Stn336		gene		chrVII																				chromosome end -100 kb		chrVII		27837443		chrVII		27937443				chrVII				chrVII												chromosome end -100 kb		chrVII		29585623		chrVII		29685623				chrVII				chrVII												chromosome end -100 kb		chrVII		30750397		chrVII		30850397

		QTL		QTL mapping		Coyle et al. 2007 J  Hered		SC Loch Fada, North Uist female x SC River Kelvin, Glasgow male cross		lake_stream		G. aculeatus		pelvic spine number		defence		96.60		chrVII		Tab. 1, unknown location in the genome		7		Pitx1 / Stn342 / Stn336		gene		chrVII				Pitx1 / Stn342 / Stn336		gene		chrVII																				chromosome end -100 kb		chrVII		27837443		chrVII		27937443				chrVII				chrVII												chromosome end -100 kb		chrVII		29585623		chrVII		29685623				chrVII				chrVII												chromosome end -100 kb		chrVII		30750397		chrVII		30850397

		QTL		QTL mapping		Cresko et al. 2004 PNAS		AK Bear Paw, Boot, Whale lakes x Rabbit Slough marine crosses		marine_freshwater		G. aculeatus		Mendelian Lateral Plate Locus		defence		100.00		chrIV		Fig. 5, 1.1 cM away from this marker		18		Stn183		microsatellite		chrIV		14933780		Stn183		microsatellite		chrIV		14934462																		associated marker ± 1 Mb		chrIV		13933780		chrIV		15934462				chrIV		14933780		chrIV		14934462										associated marker ± 1 Mb		chrIV		13933780		chrIV		15934462				chrIV		14933780		chrIV		14934462										associated marker ± 1 Mb		chrIV		13933780		chrIV		15934462

		QTL		QTL mapping		Cresko et al. 2004 PNAS		AK Bear Paw, Boot, Whale lakes x Rabbit Slough marine crosses		marine_freshwater		G. aculeatus		Mendelian Pelvic Locus		defence		100.00		chrVII		Fig. 5, 7.3 cM away from this marker		7		Stn82		microsatellite		chrVII		26661087		Stn82		microsatellite		chrVII		26661766																		associated marker ± 1 Mb		chrVII		25661087		chrVII		27661766				chrVII		28409267		chrVII		28409946										associated marker ± 1 Mb		chrVII		27409267		chrVII		29409946				chrVII		29313620		chrVII		29314299										associated marker ± 1 Mb		chrVII		28313620		chrVII		30314299

		QTL		QTL mapping		Ellis et al. 2015 Development		BC Little Campbell marine female x CA Cerrito Creek freshwater male cross		marine_freshwater		G. aculeatus		Ventral tooth plate tooth number		feeding		6.80		chrIV		Tab. S2, S3 + S4, region = 1.5-LOD interval				20_3		region		chrIV		2156991		20_3		region		chrIV		2648318		65_1		midpoint region		chrIV		178147		20_4		midpoint region		chrIV		2893983		1.5-LOD region as reported		chrIV		178147		chrIV		2893983				chrIV		2156991		chrIV		2648318		chrIV		178147		chrIV		2893983		1.5-LOD region as reported		chrIV		178147		chrIV		2893983				chrIV		2156991		chrIV		2648318		chrIV		178147		chrIV		2893983		1.5-LOD region as reported		chrIV		178147		chrIV		2893983

		QTL		QTL mapping		Ellis et al. 2015 Development		BC Little Campbell marine female x CA Cerrito Creek freshwater male cross		marine_freshwater		G. aculeatus		Ventral tooth plate intertooth spacing		feeding		11.30		chrIX		Tab. S2, S3 + S4, region = 1.5-LOD interval				8_9		region		chrIX		8190624		8_9		region		chrIX		8675801		8_25		midpoint region		chrIX		16196064		8_6		midpoint region		chrIX		6977679		1.5-LOD region as reported		chrIX		6977679		chrIX		16196064				chrIX		14012766		chrIX		13527589		chrIX		6007326		chrIX		15225711		1.5-LOD region as reported		chrIX		6007326		chrIX		15225711				chrIX		14012766		chrIX		13527589		chrIX		6007326		chrIX		15225711		1.5-LOD region as reported		chrIX		6007326		chrIX		15225711

		QTL		QTL mapping		Ellis et al. 2015 Development		BC Little Campbell marine female x CA Cerrito Creek freshwater male cross		marine_freshwater		G. aculeatus		Ventral tooth plate tooth number		feeding		7.80		chrXIII		Tab. S2, S3 + S4, region = 1.5-LOD interval				51_3		region		chrXIII		982843		51_3		region		chrXIII		1474264		51_3		midpoint region		chrXIII		1228554		52_1		midpoint region		chrXIII		1700080		1.5-LOD region as reported		chrXIII		1228554		chrXIII		1700080				chrXIII		982843		chrXIII		1474264		chrXIII		1228554		chrXIII		1700080		1.5-LOD region as reported		chrXIII		1228554		chrXIII		1700080				chrXIII		491422		chrXIII		1		chrXIII		245711		chrXIII		1700080		1.5-LOD region as reported		chrXIII		245711		chrXIII		1700080

		QTL		QTL mapping		Ellis et al. 2015 Development		BC Little Campbell marine female x CA Cerrito Creek freshwater male cross		marine_freshwater		G. aculeatus		Dorsal tooth plate 1 tooth number		feeding		13.10		chrXIX		Tab. S2, S3 + S4, region = 1.5-LOD interval				3_28		region		chrXIX		17255859		3_28		region		chrXIX		17753325		34_5		midpoint region		chrXIX		2647324		3_28		midpoint region		chrXIX		17504592		1.5-LOD region as reported		chrXIX		2647324		chrXIX		17504592				chrXIX		6809055		chrXIX		6311589		chrXIX		2647324		chrXIX		6560322		1.5-LOD region as reported		chrXIX		2647324		chrXIX		6560322				chrXIX		7181119		chrXIX		6683653		chrXIX		2810235		chrXIX		6932386		1.5-LOD region as reported		chrXIX		2810235		chrXIX		6932386

		QTL		QTL mapping		Ellis et al. 2015 Development		BC Little Campbell marine female x CA Cerrito Creek freshwater male cross		marine_freshwater		G. aculeatus		Dorsal tooth plate 2 tooth number		feeding		14.20		chrXVI		Tab. S2, S3 + S4, region = 1.5-LOD interval				44_4		region		chrXVI		17629278		44_4		region		chrXVI		18115788		14_17		midpoint region		chrXVI		13447161		44_3		midpoint region		chrXVI		17386023		1.5-LOD region as reported		chrXVI		13447161		chrXVI		17386023				chrXVI		16656258		chrXVI		16169748		chrXVI		13447161		chrXVI		16899513		1.5-LOD region as reported		chrXVI		13447161		chrXVI		16899513				chrXVI		16656258		chrXVI		16169748		chrXVI		13447161		chrXVI		16899513		1.5-LOD region as reported		chrXVI		13447161		chrXVI		16899513

		QTL		QTL mapping		Ellis et al. 2015 Development		BC Little Campbell marine female x CA Cerrito Creek freshwater male cross		marine_freshwater		G. aculeatus		Ventral tooth plate tooth number		feeding		7.30		chrXVII		Tab. S2, S3 + S4, region = 1.5-LOD interval				18_7		region		chrXVII		9327034		18_7		region		chrXVII		9806679		25_7		midpoint region		chrXVII		3921848		18_11		midpoint region		chrXVII		11485441		1.5-LOD region as reported		chrXVII		3921848		chrXVII		11485441				chrXVII		14432295		chrXVII		14911940		chrXVII		3921848		chrXVII		16590702		1.5-LOD region as reported		chrXVII		3921848		chrXVII		16590702				chrXVII		14978029		chrXVII		15457674		chrXVII		4466582		chrXVII		17136436		1.5-LOD region as reported		chrXVII		4466582		chrXVII		17136436

		QTL		QTL mapping		Ellis et al. 2015 Development		BC Little Campbell marine female x CA Cerrito Creek freshwater male cross		marine_freshwater		G. aculeatus		Dorsal tooth plate 1 tooth number		feeding		9.30		chrXVIII		Tab. S2, S3 + S4, region = 1.5-LOD interval				29_3		region		chrXVIII		964519		29_3		region		chrXVIII		1446777		29_1		midpoint region		chrXVIII		241130		29_7		midpoint region		chrXVIII		3134685		1.5-LOD region as reported		chrXVIII		241130		chrXVIII		3134685				chrXVIII		964519		chrXVIII		1446777		chrXVIII		241130		chrXVIII		3134685		1.5-LOD region as reported		chrXVIII		241130		chrXVIII		3134685				chrXVIII		964519		chrXVIII		1446777		chrXVIII		241130		chrXVIII		3134685		1.5-LOD region as reported		chrXVIII		241130		chrXVIII		3134685

		QTL		QTL mapping		Ellis et al. 2015 Development		BC Little Campbell marine female x CA Cerrito Creek freshwater male cross		marine_freshwater		G. aculeatus		Ventral tooth plate intertooth spacing		feeding		9.90		chrXVIII		Tab. S2, S3 + S4, region = 1.5-LOD interval				21_10		region		chrXVIII		9266247		21_10		region		chrXVIII		9759875		21_1		midpoint region		chrXVIII		5070409		32_2		midpoint region		chrXVIII		12934334		1.5-LOD region as reported		chrXVIII		5070409		chrXVIII		12934334				chrXVIII		9266247		chrXVIII		9759875		chrXVIII		5070409		chrXVIII		12934334		1.5-LOD region as reported		chrXVIII		5070409		chrXVIII		12934334				chrXVIII		9266247		chrXVIII		9759875		chrXVIII		5070409		chrXVIII		12934334		1.5-LOD region as reported		chrXVIII		5070409		chrXVIII		12934334

		QTL		QTL mapping		Ellis et al. 2015 Development		BC Little Campbell marine female x CA Cerrito Creek freshwater male cross		marine_freshwater		G. aculeatus		Ventral tooth plate tooth number		feeding		9.00		chrXVIII		Tab. S2, S3 + S4, region = 1.5-LOD interval				21_12		region		chrXVIII		10253505		21_12		region		chrXVIII		10747133		29_7		midpoint region		chrXVIII		3134685		21_13		midpoint region		chrXVIII		10993948		1.5-LOD region as reported		chrXVIII		3134685		chrXVIII		10993948				chrXVIII		10253505		chrXVIII		10747133		chrXVIII		3134685		chrXVIII		10993948		1.5-LOD region as reported		chrXVIII		3134685		chrXVIII		10993948				chrXVIII		10253505		chrXVIII		10747133		chrXVIII		3134685		chrXVIII		10993948		1.5-LOD region as reported		chrXVIII		3134685		chrXVIII		10993948

		QTL		QTL mapping		Ellis et al. 2015 Development		BC Little Campbell marine female x CA Cerrito Creek freshwater male cross		marine_freshwater		G. aculeatus		Ventral tooth plate tooth number		feeding		13.50		chrXXI		Tab. S2, S3 + S4, region = 1.5-LOD interval				16_11		region		chrXXI		5138418		16_11		region		chrXXI		5622452		16_8		midpoint region		chrXXI		3928330		16_18		midpoint region		chrXXI		8768680		1.5-LOD region as reported		chrXXI		3928330		chrXXI		8768680				chrXXI		7786831		chrXXI		8270865		chrXXI		6576743		chrXXI		11417093		1.5-LOD region as reported		chrXXI		6576743		chrXXI		11417093				chrXXI		9282566		chrXXI		9766600		chrXXI		8072478		chrXXI		12912828		1.5-LOD region as reported		chrXXI		8072478		chrXXI		12912828

		QTL		QTL mapping		Erickson et al. 2014 Proc R Soc B		BC Little Campbell marine female x WA Fish Trap Creek male cross		marine_freshwater		G. aculeatus		Ceratobranichial 4 length		feeding		5.08		chrIV		Tab. S7, region = 1.5-LOD from Fig. 6				Stn42		microsatellite		chrIV		6107609		Stn42		microsatellite		chrIV		6107867		Stn38		microsatellite		chrIV		3004386		Stn253		microsatellite		chrIV		21352626		1.5-LOD region as reported		chrIV		3004386		chrIV		21352626				chrIV		6107609		chrIV		6107867		chrIV		3004386		chrIV		24823118		1.5-LOD region as reported		chrIV		3004386		chrIV		24823118				chrIV		6107609		chrIV		6107867		chrIV		3004386		chrIV		25173376		1.5-LOD region as reported		chrIV		3004386		chrIV		25173376

		QTL		QTL mapping		Erickson et al. 2014 Proc R Soc B		BC Little Campbell marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranichial 4 length		feeding		9.03		chrIV		Tab. S7, region = 1.5-LOD from Fig. 6, missing Stn382 primerR blasted				Stn382		microsatellite		chrIV		12802906		Stn382		microsatellite		chrIV		12802925		Stn40		microsatellite		chrIV		4455356		Stn253		microsatellite		chrIV		21352626		1.5-LOD region as reported		chrIV		4455356		chrIV		21352626				chrIV		12802906		chrIV		12802925		chrIV		4455356		chrIV		24823118		1.5-LOD region as reported		chrIV		4455356		chrIV		24823118				chrIV		12802906		chrIV		12802925		chrIV		4455356		chrIV		25173376		1.5-LOD region as reported		chrIV		4455356		chrIV		25173376

		QTL		QTL mapping		Erickson et al. 2014 Proc R Soc B		BC Little Campbell marine female x WA Fish Trap Creek male cross		marine_freshwater		G. aculeatus		Epibranchial 1 length		feeding		6.69		chrXXI		Tab. S7, region = 1.5-LOD from Fig. 6				Stn489		microsatellite		chrXXI		4231284		Stn489		microsatellite		chrXXI		4231433		chr21_0049		microsatellite		chrXXI		498566		chr21_0991		microsatellite		chrXXI		9911354		1.5-LOD region as reported		chrXXI		498566		chrXXI		9911354				chrXXI		6879697		chrXXI		6879846		chrXXI		3146979		chrXXI		12559767		1.5-LOD region as reported		chrXXI		3146979		chrXXI		12559767				chrXXI		8375432		chrXXI		8375581		chrXXI		4642714		chrXXI		14055502		1.5-LOD region as reported		chrXXI		4642714		chrXXI		14055502

		QTL		QTL mapping		Erickson et al. 2014 Proc R Soc B		BC Little Campbell marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Epibranchial 1 length		feeding		9.30		chrXXI		Tab. S7, region = 1.5-LOD from Fig. 6				Stn491		microsatellite		chrXXI		5120338		Stn491		microsatellite		chrXXI		5120542		chr21_0163		microsatellite		chrXXI		1632960		Stn425		microsatellite		chrXXI		9043760		1.5-LOD region as reported		chrXXI		1632960		chrXXI		9043760				chrXXI		7768751		chrXXI		7768955		chrXXI		4281373		chrXXI		11692173		1.5-LOD region as reported		chrXXI		4281373		chrXXI		11692173				chrXXI		9264486		chrXXI		9264690		chrXXI		5777108		chrXXI		13187908		1.5-LOD region as reported		chrXXI		5777108		chrXXI		13187908

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		pelvic spine		defence		6.96		chrI				1				peak marker SNP		chrI		2276857												1.5 LOD confidence interval SNP		chrI		2276857				1.5 LOD confidence interval SNP		chrI		19922302		1.5-LOD region as reported		chrI		2276857		chrI		19922302				chrI		2276857						chrI		2276857		chrI		27290228		1.5-LOD region as reported		chrI		2276857		chrI		27290228				chrI		2758012						chrI		1684708		chrI		28062544		1.5-LOD region as reported		chrI		1684708		chrI		28062544

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		median fin		body shape		6.15		chrI				1				peak marker SNP		chrI		3739873												1.5 LOD confidence interval SNP		chrI		3739873				1.5 LOD confidence interval SNP		chrI		19421804		1.5-LOD region as reported		chrI		3739873		chrI		19421804				chrI		3739873						chrI		3739873		chrI		19421804		1.5-LOD region as reported		chrI		3739873		chrI		19421804				chrI		4221028						chrI		2514177		chrI		19902959		1.5-LOD region as reported		chrI		2514177		chrI		19902959

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		plates		defence		1.58		chrI				1				peak marker SNP		chrI		6684641												1.5 LOD confidence interval SNP		chrI		6684641				1.5 LOD confidence interval SNP		chrI		19922302		1.5-LOD region as reported		chrI		6684641		chrI		19922302				chrI		6684641						chrI		6684641		chrI		27290228		1.5-LOD region as reported		chrI		6684641		chrI		27290228				chrI		7165796						chrI		3489521		chrI		28062544		1.5-LOD region as reported		chrI		3489521		chrI		28062544

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		skull		body shape		9.23		chrI				1				peak marker SNP		chrI		11180105												1.5 LOD confidence interval SNP		chrI		11180105				1.5 LOD confidence interval SNP		chrI		14426834		1.5-LOD region as reported		chrI		11180105		chrI		14426834				chrI		11180105						chrI		11180105		chrI		14426834		1.5-LOD region as reported		chrI		11180105		chrI		14426834				chrI		11661260						chrI		5440209		chrI		14907989		1.5-LOD region as reported		chrI		5440209		chrI		14907989

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		pelvic spine		defence		4.91		chrI				1				peak marker SNP		chrI		13178092												1.5 LOD confidence interval SNP		chrI		13178092				1.5 LOD confidence interval SNP		chrI		17923313		1.5-LOD region as reported		chrI		13178092		chrI		17923313				chrI		13178092						chrI		13178092		chrI		17923313		1.5-LOD region as reported		chrI		13178092		chrI		17923313				chrI		13659247						chrI		3489521		chrI		18404468		1.5-LOD region as reported		chrI		3489521		chrI		18404468

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		teeth		feeding		11.86		chrI				1				peak marker SNP		chrI		13677589												1.5 LOD confidence interval SNP		chrI		13677589				1.5 LOD confidence interval SNP		chrI		15425828		1.5-LOD region as reported		chrI		13677589		chrI		15425828				chrI		13677589						chrI		13677589		chrI		15425828		1.5-LOD region as reported		chrI		13677589		chrI		15425828				chrI		14158744						chrI		8414537		chrI		15906983		1.5-LOD region as reported		chrI		8414537		chrI		15906983

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		6.40		chrI				1				peak marker SNP		chrI		14676583												1.5 LOD confidence interval SNP		chrI		14676583				1.5 LOD confidence interval SNP		chrI		25325447		1.5-LOD region as reported		chrI		14676583		chrI		25325447				chrI		14676583						chrI		14676583		chrI		21887083		1.5-LOD region as reported		chrI		14676583		chrI		21887083				chrI		15157738						chrI		5440209		chrI		22659399		1.5-LOD region as reported		chrI		5440209		chrI		22659399

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		pelvic spine		defence		4.59		chrI				1				peak marker SNP		chrI		20167899												1.5 LOD confidence interval SNP		chrI		20167899				1.5 LOD confidence interval SNP		chrI		27586784		1.5-LOD region as reported		chrI		20167899		chrI		27586784				chrI		27044631						chrI		27044631		chrI		28572782		1.5-LOD region as reported		chrI		27044631		chrI		28572782				chrI		27816947						chrI		3977193		chrI		29346097		1.5-LOD region as reported		chrI		3977193		chrI		29346097

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		7.19		chrI				1				peak marker SNP		chrI		27736566												1.5 LOD confidence interval SNP		chrI		27736566				1.5 LOD confidence interval SNP		chrI		27586784		1.5-LOD region as reported		chrI		27736566		chrI		27586784				chrI		28423000						chrI		28423000		chrI		28572782		1.5-LOD region as reported		chrI		28423000		chrI		28572782				chrI		29196315						chrI		28404756		chrI		29346097		1.5-LOD region as reported		chrI		28404756		chrI		29346097

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		opercle		feeding		9.57		chrIII				3				peak marker SNP		chrIII		9421544												1.5 LOD confidence interval SNP		chrIII		9421544				1.5 LOD confidence interval SNP		chrIII		11636246		1.5-LOD region as reported		chrIII		9421544		chrIII		11636246				chrIII		9421544						chrIII		9421544		chrIII		11636246		1.5-LOD region as reported		chrIII		9421544		chrIII		11636246				chrIII		9421544						chrIII		1		chrIII		11636246		1.5-LOD region as reported		chrIII		1		chrIII		11636246

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		teeth		feeding		10.28		chrIII				3				peak marker SNP		chrIII		10898012												1.5 LOD confidence interval SNP		chrIII		10898012				1.5 LOD confidence interval SNP		chrIII		12620558		1.5-LOD region as reported		chrIII		10898012		chrIII		12620558				chrIII		10898012						chrIII		10898012		chrIII		12620558		1.5-LOD region as reported		chrIII		10898012		chrIII		12620558				chrIII		10898012						chrIII		9175467		chrIII		12620558		1.5-LOD region as reported		chrIII		9175467		chrIII		12620558

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		plates		defence		2.76		chrIII				3				peak marker SNP		chrIII		10898012												1.5 LOD confidence interval SNP		chrIII		10898012				1.5 LOD confidence interval SNP		chrIII		13112714		1.5-LOD region as reported		chrIII		10898012		chrIII		13112714				chrIII		10898012						chrIII		10898012		chrIII		13112714		1.5-LOD region as reported		chrIII		10898012		chrIII		13112714				chrIII		10898012						chrIII		4746066		chrIII		13112714		1.5-LOD region as reported		chrIII		4746066		chrIII		13112714

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		9.66		chrIV				4				peak marker SNP		chrIV		4859294												1.5 LOD confidence interval SNP		chrIV		4859294				1.5 LOD confidence interval SNP		chrIV		6578942		1.5-LOD region as reported		chrIV		4859294		chrIV		6578942				chrIV		4859294						chrIV		4859294		chrIV		6578942		1.5-LOD region as reported		chrIV		4859294		chrIV		6578942				chrIV		4859294						chrIV		4122303		chrIV		6578942		1.5-LOD region as reported		chrIV		4122303		chrIV		6578942

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		branchial		feeding		15.48		chrIV				4				peak marker SNP		chrIV		6333278												1.5 LOD confidence interval SNP		chrIV		6333278				1.5 LOD confidence interval SNP		chrIV		13915734		1.5-LOD region as reported		chrIV		6333278		chrIV		13915734				chrIV		6333278						chrIV		6333278		chrIV		13915734		1.5-LOD region as reported		chrIV		6333278		chrIV		13915734				chrIV		6333278						chrIV		5104959		chrIV		13915734		1.5-LOD region as reported		chrIV		5104959		chrIV		13915734

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		jaw		feeding		19.92		chrIV				4				peak marker SNP		chrIV		7807262												1.5 LOD confidence interval SNP		chrIV		7807262				1.5 LOD confidence interval SNP		chrIV		29194725		1.5-LOD region as reported		chrIV		7807262		chrIV		29194725				chrIV		7807262						chrIV		7807262		chrIV		29194725		1.5-LOD region as reported		chrIV		7807262		chrIV		29194725				chrIV		7807262						chrIV		4613631		chrIV		29544983		1.5-LOD region as reported		chrIV		4613631		chrIV		29544983

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		branchial		feeding		12.25		chrIV				4				peak marker SNP		chrIV		9768457												1.5 LOD confidence interval SNP		chrIV		9768457				1.5 LOD confidence interval SNP		chrIV		14891564		1.5-LOD region as reported		chrIV		9768457		chrIV		14891564				chrIV		9768457						chrIV		9768457		chrIV		14891564		1.5-LOD region as reported		chrIV		9768457		chrIV		14891564				chrIV		9768457						chrIV		6087615		chrIV		14891564		1.5-LOD region as reported		chrIV		6087615		chrIV		14891564

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		median fin		body shape		13.51		chrIV				4				peak marker SNP		chrIV		11232202												1.5 LOD confidence interval SNP		chrIV		11232202				1.5 LOD confidence interval SNP		chrIV		18311134		1.5-LOD region as reported		chrIV		11232202		chrIV		18311134				chrIV		11232202						chrIV		11232202		chrIV		27864610		1.5-LOD region as reported		chrIV		11232202		chrIV		27864610				chrIV		11232202						chrIV		5596287		chrIV		28214868		1.5-LOD region as reported		chrIV		5596287		chrIV		28214868

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		pelvic spine		defence		53.40		chrIV				4				peak marker SNP		chrIV		11232202												1.5 LOD confidence interval SNP		chrIV		11232202				1.5 LOD confidence interval SNP		chrIV		15867394		1.5-LOD region as reported		chrIV		11232202		chrIV		15867394				chrIV		11232202						chrIV		11232202		chrIV		15867394		1.5-LOD region as reported		chrIV		11232202		chrIV		15867394				chrIV		11232202						chrIV		9036585		chrIV		15867394		1.5-LOD region as reported		chrIV		9036585		chrIV		15867394

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		plates		defence		73.27		chrIV				4				peak marker SNP		chrIV		12695947												1.5 LOD confidence interval SNP		chrIV		12695947				1.5 LOD confidence interval SNP		chrIV		13427819		1.5-LOD region as reported		chrIV		12695947		chrIV		13427819				chrIV		12695947						chrIV		12695947		chrIV		13427819		1.5-LOD region as reported		chrIV		12695947		chrIV		13427819				chrIV		12695947						chrIV		12451990		chrIV		13427819		1.5-LOD region as reported		chrIV		12451990		chrIV		13427819

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		plates		defence		70.82		chrIV				4				peak marker SNP		chrIV		13183862												1.5 LOD confidence interval SNP		chrIV		13183862				1.5 LOD confidence interval SNP		chrIV		14891564		1.5-LOD region as reported		chrIV		13183862		chrIV		14891564				chrIV		13183862						chrIV		13183862		chrIV		14891564		1.5-LOD region as reported		chrIV		13183862		chrIV		14891564				chrIV		13183862						chrIV		10988245		chrIV		14891564		1.5-LOD region as reported		chrIV		10988245		chrIV		14891564

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		pelvic spine		defence		21.32		chrIV				4				peak marker SNP		chrIV		13671777												1.5 LOD confidence interval SNP		chrIV		13671777				1.5 LOD confidence interval SNP		chrIV		14891564		1.5-LOD region as reported		chrIV		13671777		chrIV		14891564				chrIV		13671777						chrIV		13671777		chrIV		14891564		1.5-LOD region as reported		chrIV		13671777		chrIV		14891564				chrIV		13671777						chrIV		12939905		chrIV		14891564		1.5-LOD region as reported		chrIV		12939905		chrIV		14891564

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		plates		defence		75.81		chrIV				4				peak marker SNP		chrIV		13671777												1.5 LOD confidence interval SNP		chrIV		13671777				1.5 LOD confidence interval SNP		chrIV		12939904		1.5-LOD region as reported		chrIV		13671777		chrIV		12939904				chrIV		13671777						chrIV		13671777		chrIV		12939904		1.5-LOD region as reported		chrIV		13671777		chrIV		12939904				chrIV		13671777						chrIV		11476160		chrIV		12939904		1.5-LOD region as reported		chrIV		11476160		chrIV		12939904

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		median fin		body shape		29.06		chrIV				4				peak marker SNP		chrIV		14159692												1.5 LOD confidence interval SNP		chrIV		14159692				1.5 LOD confidence interval SNP		chrIV		15379479		1.5-LOD region as reported		chrIV		14159692		chrIV		15379479				chrIV		14159692						chrIV		14159692		chrIV		15379479		1.5-LOD region as reported		chrIV		14159692		chrIV		15379479				chrIV		14159692						chrIV		10988245		chrIV		15379479		1.5-LOD region as reported		chrIV		10988245		chrIV		15379479

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		median fin		body shape		24.10		chrIV				4				peak marker SNP		chrIV		14159692												1.5 LOD confidence interval SNP		chrIV		14159692				1.5 LOD confidence interval SNP		chrIV		14891564		1.5-LOD region as reported		chrIV		14159692		chrIV		14891564				chrIV		14159692						chrIV		14159692		chrIV		14891564		1.5-LOD region as reported		chrIV		14159692		chrIV		14891564				chrIV		14159692						chrIV		10988245		chrIV		14891564		1.5-LOD region as reported		chrIV		10988245		chrIV		14891564

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		pelvic spine		defence		25.48		chrIV				4				peak marker SNP		chrIV		14159692												1.5 LOD confidence interval SNP		chrIV		14159692				1.5 LOD confidence interval SNP		chrIV		19784365		1.5-LOD region as reported		chrIV		14159692		chrIV		19784365				chrIV		14159692						chrIV		14159692		chrIV		26391379		1.5-LOD region as reported		chrIV		14159692		chrIV		26391379				chrIV		14159692						chrIV		12939905		chrIV		26741637		1.5-LOD region as reported		chrIV		12939905		chrIV		26741637

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		body depth		body shape		8.78		chrIV				4				peak marker SNP		chrIV		14159692												1.5 LOD confidence interval SNP		chrIV		14159692				1.5 LOD confidence interval SNP		chrIV		31324849		1.5-LOD region as reported		chrIV		14159692		chrIV		31324849				chrIV		14159692						chrIV		14159692		chrIV		31324849		1.5-LOD region as reported		chrIV		14159692		chrIV		31324849				chrIV		14159692						chrIV		5104959		chrIV		31675107		1.5-LOD region as reported		chrIV		5104959		chrIV		31675107

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		median fin		body shape		43.07		chrIV				4				peak marker SNP		chrIV		14159692												1.5 LOD confidence interval SNP		chrIV		14159692				1.5 LOD confidence interval SNP		chrIV		15379479		1.5-LOD region as reported		chrIV		14159692		chrIV		15379479				chrIV		14159692						chrIV		14159692		chrIV		15379479		1.5-LOD region as reported		chrIV		14159692		chrIV		15379479				chrIV		14159692						chrIV		11476160		chrIV		15379479		1.5-LOD region as reported		chrIV		11476160		chrIV		15379479

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		median fin		body shape		50.45		chrIV				4				peak marker SNP		chrIV		14159692												1.5 LOD confidence interval SNP		chrIV		14159692				1.5 LOD confidence interval SNP		chrIV		15379479		1.5-LOD region as reported		chrIV		14159692		chrIV		15379479				chrIV		14159692						chrIV		14159692		chrIV		15379479		1.5-LOD region as reported		chrIV		14159692		chrIV		15379479				chrIV		14159692						chrIV		10500330		chrIV		15379479		1.5-LOD region as reported		chrIV		10500330		chrIV		15379479

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		9.79		chrIV				4				peak marker SNP		chrIV		14647607												1.5 LOD confidence interval SNP		chrIV		14647607				1.5 LOD confidence interval SNP		chrIV		29194725		1.5-LOD region as reported		chrIV		14647607		chrIV		29194725				chrIV		14647607						chrIV		14647607		chrIV		29194725		1.5-LOD region as reported		chrIV		14647607		chrIV		29194725				chrIV		14647607						chrIV		11964075		chrIV		29544983		1.5-LOD region as reported		chrIV		11964075		chrIV		29544983

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		pelvic spine		defence		19.76		chrIV				4				peak marker SNP		chrIV		14647607												1.5 LOD confidence interval SNP		chrIV		14647607				1.5 LOD confidence interval SNP		chrIV		16355309		1.5-LOD region as reported		chrIV		14647607		chrIV		16355309				chrIV		14647607						chrIV		14647607		chrIV		16355309		1.5-LOD region as reported		chrIV		14647607		chrIV		16355309				chrIV		14647607						chrIV		12939905		chrIV		16355309		1.5-LOD region as reported		chrIV		12939905		chrIV		16355309

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		pelvic spine		defence		55.91		chrIV				4				peak marker SNP		chrIV		14647607												1.5 LOD confidence interval SNP		chrIV		14647607				1.5 LOD confidence interval SNP		chrIV		16355309		1.5-LOD region as reported		chrIV		14647607		chrIV		16355309				chrIV		14647607						chrIV		14647607		chrIV		16355309		1.5-LOD region as reported		chrIV		14647607		chrIV		16355309				chrIV		14647607						chrIV		11476160		chrIV		16355309		1.5-LOD region as reported		chrIV		11476160		chrIV		16355309

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		10.27		chrIV				4				peak marker SNP		chrIV		17087182												1.5 LOD confidence interval SNP		chrIV		17087182				1.5 LOD confidence interval SNP		chrIV		24606448		1.5-LOD region as reported		chrIV		17087182		chrIV		24606448				chrIV		17087182						chrIV		17087182		chrIV		21569296		1.5-LOD region as reported		chrIV		17087182		chrIV		21569296				chrIV		17087182						chrIV		13915735		chrIV		21569296		1.5-LOD region as reported		chrIV		13915735		chrIV		21569296

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		11.75		chrIV				4				peak marker SNP		chrIV		17087182												1.5 LOD confidence interval SNP		chrIV		17087182				1.5 LOD confidence interval SNP		chrIV		18311134		1.5-LOD region as reported		chrIV		17087182		chrIV		18311134				chrIV		17087182						chrIV		17087182		chrIV		27864610		1.5-LOD region as reported		chrIV		17087182		chrIV		27864610				chrIV		17087182						chrIV		5104959		chrIV		28214868		1.5-LOD region as reported		chrIV		5104959		chrIV		28214868

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		median fin		body shape		25.60		chrIV				4				peak marker SNP		chrIV		18556672												1.5 LOD confidence interval SNP		chrIV		18556672				1.5 LOD confidence interval SNP		chrIV		28775706		1.5-LOD region as reported		chrIV		18556672		chrIV		28775706				chrIV		27619072						chrIV		27619072		chrIV		28775706		1.5-LOD region as reported		chrIV		27619072		chrIV		28775706				chrIV		27969330						chrIV		12939905		chrIV		29125964		1.5-LOD region as reported		chrIV		12939905		chrIV		29125964

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		median fin		body shape		20.57		chrIV				4				peak marker SNP		chrIV		18556672												1.5 LOD confidence interval SNP		chrIV		18556672				1.5 LOD confidence interval SNP		chrIV		28775706		1.5-LOD region as reported		chrIV		18556672		chrIV		28775706				chrIV		27619072						chrIV		27619072		chrIV		28775706		1.5-LOD region as reported		chrIV		27619072		chrIV		28775706				chrIV		27969330						chrIV		17331141		chrIV		29125964		1.5-LOD region as reported		chrIV		17331141		chrIV		29125964

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		10.98		chrIV				4				peak marker SNP		chrIV		21503134												1.5 LOD confidence interval SNP		chrIV		21503134				1.5 LOD confidence interval SNP		chrIV		30451783		1.5-LOD region as reported		chrIV		21503134		chrIV		30451783				chrIV		24672610						chrIV		24672610		chrIV		30451783		1.5-LOD region as reported		chrIV		24672610		chrIV		30451783				chrIV		25022868						chrIV		9524500		chrIV		30802041		1.5-LOD region as reported		chrIV		9524500		chrIV		30802041

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		branchial		feeding		9.80		chrIV				4				peak marker SNP		chrIV		22485290												1.5 LOD confidence interval SNP		chrIV		22485290				1.5 LOD confidence interval SNP		chrIV		29194725		1.5-LOD region as reported		chrIV		22485290		chrIV		29194725				chrIV		23690454						chrIV		23690454		chrIV		29194725		1.5-LOD region as reported		chrIV		23690454		chrIV		29194725				chrIV		24040712						chrIV		6087615		chrIV		29544983		1.5-LOD region as reported		chrIV		6087615		chrIV		29544983

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		pelvic spine		defence		30.55		chrIV				4				peak marker SNP		chrIV		25309430												1.5 LOD confidence interval SNP		chrIV		25309430				1.5 LOD confidence interval SNP		chrIV		28775706		1.5-LOD region as reported		chrIV		25309430		chrIV		28775706				chrIV		20866314						chrIV		20866314		chrIV		28775706		1.5-LOD region as reported		chrIV		20866314		chrIV		28775706				chrIV		20866314						chrIV		11964075		chrIV		29125964		1.5-LOD region as reported		chrIV		11964075		chrIV		29125964

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		10.80		chrIV				4				peak marker SNP		chrIV		26246740												1.5 LOD confidence interval SNP		chrIV		26246740				1.5 LOD confidence interval SNP		chrIV		18311134		1.5-LOD region as reported		chrIV		26246740		chrIV		18311134				chrIV		19929004						chrIV		19929004		chrIV		27864610		1.5-LOD region as reported		chrIV		19929004		chrIV		27864610				chrIV		19929004						chrIV		11476160		chrIV		28214868		1.5-LOD region as reported		chrIV		11476160		chrIV		28214868

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		13.78		chrIV				4				peak marker SNP		chrIV		28566197												1.5 LOD confidence interval SNP		chrIV		28566197				1.5 LOD confidence interval SNP		chrIV		30451783		1.5-LOD region as reported		chrIV		28566197		chrIV		30451783				chrIV		28566197						chrIV		28566197		chrIV		30451783		1.5-LOD region as reported		chrIV		28566197		chrIV		30451783				chrIV		28916455						chrIV		13427820		chrIV		30802041		1.5-LOD region as reported		chrIV		13427820		chrIV		30802041

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		11.25		chrIV				4				peak marker SNP		chrIV		28566197												1.5 LOD confidence interval SNP		chrIV		28566197				1.5 LOD confidence interval SNP		chrIV		30451783		1.5-LOD region as reported		chrIV		28566197		chrIV		30451783				chrIV		28566197						chrIV		28566197		chrIV		30451783		1.5-LOD region as reported		chrIV		28566197		chrIV		30451783				chrIV		28916455						chrIV		15867395		chrIV		30802041		1.5-LOD region as reported		chrIV		15867395		chrIV		30802041

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		7.68		chrIV				4				peak marker SNP		chrIV		28985216												1.5 LOD confidence interval SNP		chrIV		28985216				1.5 LOD confidence interval SNP		chrIV		30888816		1.5-LOD region as reported		chrIV		28985216		chrIV		30888816				chrIV		28985216						chrIV		28985216		chrIV		30888816		1.5-LOD region as reported		chrIV		28985216		chrIV		30888816				chrIV		29335474						chrIV		27232715		chrIV		31239074		1.5-LOD region as reported		chrIV		27232715		chrIV		31239074

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		11.70		chrIV				4				peak marker SNP		chrIV		28985216												1.5 LOD confidence interval SNP		chrIV		28985216				1.5 LOD confidence interval SNP		chrIV		30451783		1.5-LOD region as reported		chrIV		28985216		chrIV		30451783				chrIV		28985216						chrIV		28985216		chrIV		30451783		1.5-LOD region as reported		chrIV		28985216		chrIV		30451783				chrIV		29335474						chrIV		12451990		chrIV		30802041		1.5-LOD region as reported		chrIV		12451990		chrIV		30802041

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		16.76		chrIV				4				peak marker SNP		chrIV		29823254												1.5 LOD confidence interval SNP		chrIV		29823254				1.5 LOD confidence interval SNP		chrIV		30888816		1.5-LOD region as reported		chrIV		29823254		chrIV		30888816				chrIV		29823254						chrIV		29823254		chrIV		30888816		1.5-LOD region as reported		chrIV		29823254		chrIV		30888816				chrIV		30173512						chrIV		5596287		chrIV		31239074		1.5-LOD region as reported		chrIV		5596287		chrIV		31239074

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		9.20		chrIV				4				peak marker SNP		chrIV		29823254												1.5 LOD confidence interval SNP		chrIV		29823254				1.5 LOD confidence interval SNP		chrIV		31324849		1.5-LOD region as reported		chrIV		29823254		chrIV		31324849				chrIV		29823254						chrIV		29823254		chrIV		31324849		1.5-LOD region as reported		chrIV		29823254		chrIV		31324849				chrIV		30173512						chrIV		7561599		chrIV		31675107		1.5-LOD region as reported		chrIV		7561599		chrIV		31675107

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		10.63		chrIV				4				peak marker SNP		chrIV		29823254												1.5 LOD confidence interval SNP		chrIV		29823254				1.5 LOD confidence interval SNP		chrIV		31324849		1.5-LOD region as reported		chrIV		29823254		chrIV		31324849				chrIV		29823254						chrIV		29823254		chrIV		31324849		1.5-LOD region as reported		chrIV		29823254		chrIV		31324849				chrIV		30173512						chrIV		9524500		chrIV		31675107		1.5-LOD region as reported		chrIV		9524500		chrIV		31675107

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		14.67		chrIV				4				peak marker SNP		chrIV		29823254												1.5 LOD confidence interval SNP		chrIV		29823254				1.5 LOD confidence interval SNP		chrIV		30451783		1.5-LOD region as reported		chrIV		29823254		chrIV		30451783				chrIV		29823254						chrIV		29823254		chrIV		30451783		1.5-LOD region as reported		chrIV		29823254		chrIV		30451783				chrIV		30173512						chrIV		22975262		chrIV		30802041		1.5-LOD region as reported		chrIV		22975262		chrIV		30802041

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		teeth		feeding		13.72		chrIV				4				peak marker SNP		chrIV		30670800												1.5 LOD confidence interval SNP		chrIV		30670800				1.5 LOD confidence interval SNP		chrIV		31760882		1.5-LOD region as reported		chrIV		30670800		chrIV		31760882				chrIV		30670800						chrIV		30670800		chrIV		31760882		1.5-LOD region as reported		chrIV		30670800		chrIV		31760882				chrIV		31021058						chrIV		27232715		chrIV		32111140		1.5-LOD region as reported		chrIV		27232715		chrIV		32111140

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		jaw		feeding		12.30		chrIV				4				peak marker SNP		chrIV		30670800												1.5 LOD confidence interval SNP		chrIV		30670800				1.5 LOD confidence interval SNP		chrIV		31324849		1.5-LOD region as reported		chrIV		30670800		chrIV		31324849				chrIV		30670800						chrIV		30670800		chrIV		31324849		1.5-LOD region as reported		chrIV		30670800		chrIV		31324849				chrIV		31021058						chrIV		27723792		chrIV		31675107		1.5-LOD region as reported		chrIV		27723792		chrIV		31675107

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		teeth		feeding		9.96		chrIV				4				peak marker SNP		chrIV		31106833												1.5 LOD confidence interval SNP		chrIV		31106833				1.5 LOD confidence interval SNP		chrIV		32632948		1.5-LOD region as reported		chrIV		31106833		chrIV		32632948				chrIV		31106833						chrIV		31106833		chrIV		32632948		1.5-LOD region as reported		chrIV		31106833		chrIV		32632948				chrIV		31457091						chrIV		14891565		chrIV		32983206		1.5-LOD region as reported		chrIV		14891565		chrIV		32983206

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		branchial		feeding		15.13		chrIV				4				peak marker SNP		chrIV		31106833												1.5 LOD confidence interval SNP		chrIV		31106833				1.5 LOD confidence interval SNP		chrIV		32632948		1.5-LOD region as reported		chrIV		31106833		chrIV		32632948				chrIV		31106833						chrIV		31106833		chrIV		32632948		1.5-LOD region as reported		chrIV		31106833		chrIV		32632948				chrIV		31457091						chrIV		28706946		chrIV		32983206		1.5-LOD region as reported		chrIV		28706946		chrIV		32983206

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		branchial		feeding		12.01		chrIV				4				peak marker SNP		chrIV		31106833												1.5 LOD confidence interval SNP		chrIV		31106833				1.5 LOD confidence interval SNP		chrUn		27301804		1.5-LOD region as reported		chrIV		31106833		chrUn		27301804				chrIV		31106833						chrIV		31106833		chrIV		33024843		1.5-LOD region as reported		chrIV		31106833		chrIV		33024843				chrIV		31457091						chrIV		30803042		chrIV		33376101		1.5-LOD region as reported		chrIV		30803042		chrIV		33376101

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		branchial		feeding		16.11		chrIV				4				peak marker SNP		chrIV		31978899												1.5 LOD confidence interval SNP		chrIV		31978899				1.5 LOD confidence interval SNP		chrUn		27301804		1.5-LOD region as reported		chrIV		31978899		chrUn		27301804				chrIV		31978899						chrIV		31978899		chrIV		33024843		1.5-LOD region as reported		chrIV		31978899		chrIV		33024843				chrIV		32329157						chrIV		30803042		chrIV		33376101		1.5-LOD region as reported		chrIV		30803042		chrIV		33376101

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		branchial		feeding		12.82		chrIV				4				peak marker SNP		chrIV		32414932												1.5 LOD confidence interval SNP		chrIV		32414932				1.5 LOD confidence interval SNP		chrUn		27301804		1.5-LOD region as reported		chrIV		32414932		chrUn		27301804				chrIV		32414932						chrIV		32414932		chrIV		33024843		1.5-LOD region as reported		chrIV		32414932		chrIV		33024843				chrIV		32765190						chrIV		28214869		chrIV		33376101		1.5-LOD region as reported		chrIV		28214869		chrIV		33376101

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		branchial		feeding		14.20		chrIV				4				peak marker SNP		chrIV		32414932												1.5 LOD confidence interval SNP		chrIV		32414932				1.5 LOD confidence interval SNP		chrUn		27301804		1.5-LOD region as reported		chrIV		32414932		chrUn		27301804				chrIV		32414932						chrIV		32414932		chrIV		33024843		1.5-LOD region as reported		chrIV		32414932		chrIV		33024843				chrIV		32765190						chrIV		28214869		chrIV		33376101		1.5-LOD region as reported		chrIV		28214869		chrIV		33376101

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		branchial		feeding		10.52		chrIX				9				peak marker SNP		chrIX		17651601												1.5 LOD confidence interval SNP		chrIX		17651601				1.5 LOD confidence interval SNP		chrIX		3350821		1.5-LOD region as reported		chrIX		17651601		chrIX		3350821				chrIX		4551789						chrIX		4551789		chrIX		3350821		1.5-LOD region as reported		chrIX		4551789		chrIX		3350821				chrIX		4551789						chrIX		1914755		chrIX		3350821		1.5-LOD region as reported		chrIX		1914755		chrIX		3350821

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		branchial		feeding		11.42		chrIX				9				peak marker SNP		chrIX		18633412												1.5 LOD confidence interval SNP		chrIX		18633412				1.5 LOD confidence interval SNP		chrIX		19485083		1.5-LOD region as reported		chrIX		18633412		chrIX		19485083				chrIX		18633412						chrIX		18633412		chrIX		19485083		1.5-LOD region as reported		chrIX		18633412		chrIX		19485083				chrIX		18898636						chrIX		18197495		chrIX		19485083		1.5-LOD region as reported		chrIX		18197495		chrIX		19485083

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		branchial		feeding		9.63		chrXVII				17				peak marker SNP		chrUn		1624399												1.5 LOD confidence interval SNP		chrUn		1624399				1.5 LOD confidence interval SNP		chrXVII		12204909		1.5-LOD region as reported		chrUn		1624399		chrXVII		12204909				chrXVII		9930020						chrXVII		9930020		chrXVII		17310170		1.5-LOD region as reported		chrXVII		9930020		chrXVII		17310170				chrXVII		10474754						chrXVII		8386237		chrXVII		17855904		1.5-LOD region as reported		chrXVII		8386237		chrXVII		17855904

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		9.55		chrXVII				17				peak marker SNP		chrUn		3016744												1.5 LOD confidence interval SNP		chrUn		3016744				1.5 LOD confidence interval SNP		chrXVII		10286325		1.5-LOD region as reported		chrUn		3016744		chrXVII		10286325				chrXVII		8537675						chrXVII		8537675		chrXVII		15391586		1.5-LOD region as reported		chrXVII		8537675		chrXVII		15391586				chrXVII		9082409						chrXVII		6074234		chrXVII		15937320		1.5-LOD region as reported		chrXVII		6074234		chrXVII		15937320

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		pelvic spine		defence		13.37		chrXXI				21				peak marker SNP		chrUn		7092570												1.5 LOD confidence interval SNP		chrUn		7092570				1.5 LOD confidence interval SNP		chrXXI		3202277		1.5-LOD region as reported		chrUn		7092570		chrXXI		3202277				chrXXI		1986309						chrXXI		1986309		chrXXI		5850690		1.5-LOD region as reported		chrXXI		1986309		chrXXI		5850690				chrXXI		3779114						chrXXI		3117012		chrXXI		7346425		1.5-LOD region as reported		chrXXI		3117012		chrXXI		7346425

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		branchial		feeding		10.42		chrVII				7				peak marker SNP		chrUn		8848287												1.5 LOD confidence interval SNP		chrUn		8848287				1.5 LOD confidence interval SNP		chrVII		5092638		1.5-LOD region as reported		chrUn		8848287		chrVII		5092638				chrVII		11503542						chrVII		11503542		chrVII		5092638		1.5-LOD region as reported		chrVII		11503542		chrVII		5092638				chrVII		11970850						chrVII		3210536		chrVII		5621623		1.5-LOD region as reported		chrVII		3210536		chrVII		5621623

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		body depth		body shape		13.98		chrV				5				peak marker SNP		chrUn		10156974												1.5 LOD confidence interval SNP		chrUn		10156974				1.5 LOD confidence interval SNP		chrV		5415910		1.5-LOD region as reported		chrUn		10156974		chrV		5415910				chrV		1864676						chrV		1864676		chrV		5413322		1.5-LOD region as reported		chrV		1864676		chrV		5413322				chrV		1865676						chrV		404186		chrV		5415322		1.5-LOD region as reported		chrV		404186		chrV		5415322

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		pelvic spine		defence		5.83		chrXII				12				peak marker SNP		chrUn		17288613												1.5 LOD confidence interval SNP		chrUn		17288613				1.5 LOD confidence interval SNP		chrXII		2208411		1.5-LOD region as reported		chrUn		17288613		chrXII		2208411				chrXII		1899262						chrXII		1899262		chrXII		3077583		1.5-LOD region as reported		chrXII		1899262		chrXII		3077583				chrXII		3202236						chrXII		2550357		chrXII		4381557		1.5-LOD region as reported		chrXII		2550357		chrXII		4381557

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		pelvic spine		defence		6.19		chrI				1				peak marker SNP		chrUn		18492087												1.5 LOD confidence interval SNP		chrUn		18492087				1.5 LOD confidence interval SNP		chrI		27586784		1.5-LOD region as reported		chrUn		18492087		chrI		27586784				chrI		27460834						chrI		27460834		chrI		28572782		1.5-LOD region as reported		chrI		27460834		chrI		28572782				chrI		28234150						chrI		26588960		chrI		29346097		1.5-LOD region as reported		chrI		26588960		chrI		29346097

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		body depth		body shape		9.03		chrIV				4				peak marker SNP		chrUn		25024754												1.5 LOD confidence interval SNP		chrUn		25024754				1.5 LOD confidence interval SNP		chrIV		30032763		1.5-LOD region as reported		chrUn		25024754		chrIV		30032763				chrUn		6686697						chrUn		6686697		chrIV		30032763		1.5-LOD region as reported		chrUn		6686697		chrIV		30032763				chrIV		23706859						chrIV		4122303		chrIV		30383021		1.5-LOD region as reported		chrIV		4122303		chrIV		30383021

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		jaw		feeding		10.13		chrX				10				peak marker SNP		chrUn		39793148												1.5 LOD confidence interval SNP		chrUn		39793148				1.5 LOD confidence interval SNP		chrUn		32163437		1.5-LOD region as reported		chrUn		39793148		chrUn		32163437				chrUn		19695136						chrUn		19695136		chrUn		12427023		1.5-LOD region as reported		chrUn		19695136		chrUn		12427023				chrX		16837045						chrX		12257994		chrX		16808707		1.5-LOD region as reported		chrX		12257994		chrX		16808707

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		9.33		chrV				5				peak marker SNP		chrV		2707953												1.5 LOD confidence interval SNP		chrV		2707953				1.5 LOD confidence interval SNP		chrV		8321596		1.5-LOD region as reported		chrV		2707953		chrV		8321596				chrV		8121279						chrV		8121279		chrV		11273138		1.5-LOD region as reported		chrV		8121279		chrV		11273138				chrV		8123279						chrV		1213557		chrV		11275138		1.5-LOD region as reported		chrV		1213557		chrV		11275138

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		9.86		chrV				5				peak marker SNP		chrV		3200308												1.5 LOD confidence interval SNP		chrV		3200308				1.5 LOD confidence interval SNP		chrV		8764503		1.5-LOD region as reported		chrV		3200308		chrV		8764503				chrV		7628924						chrV		7628924		chrV		11716045		1.5-LOD region as reported		chrV		7628924		chrV		11716045				chrV		7630924						chrV		4922967		chrV		11718045		1.5-LOD region as reported		chrV		4922967		chrV		11718045

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		branchial		feeding		8.30		chrV				5				peak marker SNP		chrV		4185020												1.5 LOD confidence interval SNP		chrV		4185020				1.5 LOD confidence interval SNP		chrV		9207410		1.5-LOD region as reported		chrV		4185020		chrV		9207410				chrV		6644212						chrV		6644212		chrV		12158952		1.5-LOD region as reported		chrV		6644212		chrV		12158952				chrV		6646212						chrV		1213557		chrV		12160952		1.5-LOD region as reported		chrV		1213557		chrV		12160952

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		plates		defence		4.50		chrV				5				peak marker SNP		chrV		7631512												1.5 LOD confidence interval SNP		chrV		7631512				1.5 LOD confidence interval SNP		chrV		3446486		1.5-LOD region as reported		chrV		7631512		chrV		3446486				chrV		3197720						chrV		3197720		chrV		7382746		1.5-LOD region as reported		chrV		3197720		chrV		7382746				chrV		3199720						chrV		1648303		chrV		7384746		1.5-LOD region as reported		chrV		1648303		chrV		7384746

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		body depth		body shape		8.44		chrV				5				peak marker SNP		chrV		9428864												1.5 LOD confidence interval SNP		chrV		9428864				1.5 LOD confidence interval SNP		chrV		10537133		1.5-LOD region as reported		chrV		9428864		chrV		10537133				chrV		12380406						chrV		12380406		chrV		13488675		1.5-LOD region as reported		chrV		12380406		chrV		13488675				chrV		12382406						chrV		10832232		chrV		13950899		1.5-LOD region as reported		chrV		10832232		chrV		13950899

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		skull		body shape		9.04		chrVI				6				peak marker SNP		chrVI		10237654												1.5 LOD confidence interval SNP		chrVI		10237654				1.5 LOD confidence interval SNP		chrVI		11968019		1.5-LOD region as reported		chrVI		10237654		chrVI		11968019				chrVI		11239565						chrVI		11239565		chrVI		12969930		1.5-LOD region as reported		chrVI		11239565		chrVI		12969930				chrVI		11837740						chrVI		4297857		chrVI		13568105		1.5-LOD region as reported		chrVI		4297857		chrVI		13568105

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		pelvic spine		defence		8.63		chrVI				6				peak marker SNP		chrVI		12709604												1.5 LOD confidence interval SNP		chrVI		12709604				1.5 LOD confidence interval SNP		chrVI		14439970		1.5-LOD region as reported		chrVI		12709604		chrVI		14439970				chrVI		13711515						chrVI		13711515		chrVI		15441881		1.5-LOD region as reported		chrVI		13711515		chrVI		15441881				chrVI		14309690						chrVI		12084936		chrVI		16040056		1.5-LOD region as reported		chrVI		12084936		chrVI		16040056

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		pelvic spine		defence		8.71		chrVI				6				peak marker SNP		chrVI		13203994												1.5 LOD confidence interval SNP		chrVI		13203994				1.5 LOD confidence interval SNP		chrVI		14439970		1.5-LOD region as reported		chrVI		13203994		chrVI		14439970				chrVI		14205905						chrVI		14205905		chrVI		15441881		1.5-LOD region as reported		chrVI		14205905		chrVI		15441881				chrVI		14804080						chrVI		12579326		chrVI		16040056		1.5-LOD region as reported		chrVI		12579326		chrVI		16040056

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		8.93		chrVII				7				peak marker SNP		chrVII		134931												1.5 LOD confidence interval SNP		chrVII		134931				1.5 LOD confidence interval SNP		chrVII		18275521		1.5-LOD region as reported		chrVII		134931		chrVII		18275521				chrVII		134931						chrVII		134931		chrVII		20023701		1.5-LOD region as reported		chrVII		134931		chrVII		20023701				chrVII		933780						chrVII		1069711		chrVII		20928054		1.5-LOD region as reported		chrVII		1069711		chrVII		20928054

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		skull		body shape		9.92		chrVII				7				peak marker SNP		chrVII		2440725												1.5 LOD confidence interval SNP		chrVII		2440725				1.5 LOD confidence interval SNP		chrVII		4126506		1.5-LOD region as reported		chrVII		2440725		chrVII		4126506				chrVII		2440725						chrVII		2440725		chrVII		4126506		1.5-LOD region as reported		chrVII		2440725		chrVII		4126506				chrVII		2969710						chrVII		1457244		chrVII		4655491		1.5-LOD region as reported		chrVII		1457244		chrVII		4655491

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		opercle		feeding		10.57		chrVII				7				peak marker SNP		chrVII		3404029												1.5 LOD confidence interval SNP		chrVII		3404029				1.5 LOD confidence interval SNP		chrVII		7993524		1.5-LOD region as reported		chrVII		3404029		chrVII		7993524				chrVII		3404029						chrVII		3404029		chrVII		7993524		1.5-LOD region as reported		chrVII		3404029		chrVII		7993524				chrVII		3933014						chrVII		2728884		chrVII		8522509		1.5-LOD region as reported		chrVII		2728884		chrVII		8522509

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		branchial		feeding		12.59		chrVII				7				peak marker SNP		chrVII		3404029												1.5 LOD confidence interval SNP		chrVII		3404029				1.5 LOD confidence interval SNP		chrVII		5092638		1.5-LOD region as reported		chrVII		3404029		chrVII		5092638				chrVII		3404029						chrVII		3404029		chrVII		5092638		1.5-LOD region as reported		chrVII		3404029		chrVII		5092638				chrVII		3933014						chrVII		3210536		chrVII		5621623		1.5-LOD region as reported		chrVII		3210536		chrVII		5621623

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		branchial		feeding		15.56		chrVII				7				peak marker SNP		chrVII		3404029												1.5 LOD confidence interval SNP		chrVII		3404029				1.5 LOD confidence interval SNP		chrVII		5092638		1.5-LOD region as reported		chrVII		3404029		chrVII		5092638				chrVII		3404029						chrVII		3404029		chrVII		5092638		1.5-LOD region as reported		chrVII		3404029		chrVII		5092638				chrVII		3933014						chrVII		3210536		chrVII		5621623		1.5-LOD region as reported		chrVII		3210536		chrVII		5621623

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		branchial		feeding		12.17		chrVII				7				peak marker SNP		chrVII		3404029												1.5 LOD confidence interval SNP		chrVII		3404029				1.5 LOD confidence interval SNP		chrVII		22207321		1.5-LOD region as reported		chrVII		3404029		chrVII		22207321				chrVII		3404029						chrVII		3404029		chrVII		23955501		1.5-LOD region as reported		chrVII		3404029		chrVII		23955501				chrVII		3933014						chrVII		3210536		chrVII		24859854		1.5-LOD region as reported		chrVII		3210536		chrVII		24859854

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		branchial		feeding		13.10		chrVII				7				peak marker SNP		chrVII		3404029												1.5 LOD confidence interval SNP		chrVII		3404029				1.5 LOD confidence interval SNP		chrVII		5092638		1.5-LOD region as reported		chrVII		3404029		chrVII		5092638				chrVII		3404029						chrVII		3404029		chrVII		5092638		1.5-LOD region as reported		chrVII		3404029		chrVII		5092638				chrVII		3933014						chrVII		3210536		chrVII		5621623		1.5-LOD region as reported		chrVII		3210536		chrVII		5621623

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		plates		defence		3.52		chrVII				7				peak marker SNP		chrVII		3404029												1.5 LOD confidence interval SNP		chrVII		3404029				1.5 LOD confidence interval SNP		chrVII		22207321		1.5-LOD region as reported		chrVII		3404029		chrVII		22207321				chrVII		3404029						chrVII		3404029		chrVII		23955501		1.5-LOD region as reported		chrVII		3404029		chrVII		23955501				chrVII		3933014						chrVII		3210536		chrVII		24859854		1.5-LOD region as reported		chrVII		3210536		chrVII		24859854

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		plates		defence		3.31		chrVII				7				peak marker SNP		chrVII		7268303												1.5 LOD confidence interval SNP		chrVII		7268303				1.5 LOD confidence interval SNP		chrVII		22698796		1.5-LOD region as reported		chrVII		7268303		chrVII		22698796				chrVII		7268303						chrVII		7268303		chrVII		24446976		1.5-LOD region as reported		chrVII		7268303		chrVII		24446976				chrVII		7797288						chrVII		13064463		chrVII		25351329		1.5-LOD region as reported		chrVII		13064463		chrVII		25351329

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		teeth		feeding		8.56		chrVII				7				peak marker SNP		chrVII		7751784												1.5 LOD confidence interval SNP		chrVII		7751784				1.5 LOD confidence interval SNP		chrVII		16309621		1.5-LOD region as reported		chrVII		7751784		chrVII		16309621				chrVII		7751784						chrVII		7751784		chrVII		18057801		1.5-LOD region as reported		chrVII		7751784		chrVII		18057801				chrVII		8280769						chrVII		6588586		chrVII		18962154		1.5-LOD region as reported		chrVII		6588586		chrVII		18962154

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		plates		defence		4.27		chrVII				7				peak marker SNP		chrVII		14589459												1.5 LOD confidence interval SNP		chrVII		14589459				1.5 LOD confidence interval SNP		chrVII		21715846		1.5-LOD region as reported		chrVII		14589459		chrVII		21715846				chrVII		16337639						chrVII		16337639		chrVII		23464026		1.5-LOD region as reported		chrVII		16337639		chrVII		23464026				chrVII		17241992						chrVII		7555548		chrVII		24368379		1.5-LOD region as reported		chrVII		7555548		chrVII		24368379

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		7.54		chrVII				7				peak marker SNP		chrVII		16063884												1.5 LOD confidence interval SNP		chrVII		16063884				1.5 LOD confidence interval SNP		chrVII		23190271		1.5-LOD region as reported		chrVII		16063884		chrVII		23190271				chrVII		17812064						chrVII		17812064		chrVII		24938451		1.5-LOD region as reported		chrVII		17812064		chrVII		24938451				chrVII		18716417						chrVII		2728884		chrVII		25842804		1.5-LOD region as reported		chrVII		2728884		chrVII		25842804

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		12.23		chrVII				7				peak marker SNP		chrVII		22944534												1.5 LOD confidence interval SNP		chrVII		22944534				1.5 LOD confidence interval SNP		chrVII		24173221		1.5-LOD region as reported		chrVII		22944534		chrVII		24173221				chrVII		24692714						chrVII		24692714		chrVII		25921401		1.5-LOD region as reported		chrVII		24692714		chrVII		25921401				chrVII		25597067						chrVII		23385430		chrVII		26825754		1.5-LOD region as reported		chrVII		23385430		chrVII		26825754

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		body depth		body shape		11.40		chrVII				7				peak marker SNP		chrVII		27367809												1.5 LOD confidence interval SNP		chrVII		27367809				1.5 LOD confidence interval SNP		chrVII		27613546		1.5-LOD region as reported		chrVII		27367809		chrVII		27613546				chrVII		29115989						chrVII		29115989		chrVII		29361726		1.5-LOD region as reported		chrVII		29115989		chrVII		29361726				chrVII		30020342						chrVII		28791655		chrVII		30266079		1.5-LOD region as reported		chrVII		28791655		chrVII		30266079

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		pelvic spine		defence		22.22		chrVII				7				peak marker SNP		chrVII		27367809												1.5 LOD confidence interval SNP		chrVII		27367809				1.5 LOD confidence interval SNP		chrVII		27613546		1.5-LOD region as reported		chrVII		27367809		chrVII		27613546				chrVII		29115989						chrVII		29115989		chrVII		29361726		1.5-LOD region as reported		chrVII		29115989		chrVII		29361726				chrVII		30020342						chrVII		29283130		chrVII		30266079		1.5-LOD region as reported		chrVII		29283130		chrVII		30266079

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		pelvic spine		defence		20.06		chrVII				7				peak marker SNP		chrVII		27367809												1.5 LOD confidence interval SNP		chrVII		27367809				1.5 LOD confidence interval SNP		chrVII		27613546		1.5-LOD region as reported		chrVII		27367809		chrVII		27613546				chrVII		29115989						chrVII		29115989		chrVII		29361726		1.5-LOD region as reported		chrVII		29115989		chrVII		29361726				chrVII		30020342						chrVII		29283130		chrVII		30266079		1.5-LOD region as reported		chrVII		29283130		chrVII		30266079

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		19.38		chrVIII				8				peak marker SNP		chrVIII		2489157												1.5 LOD confidence interval SNP		chrVIII		2489157				1.5 LOD confidence interval SNP		chrVIII		4988251		1.5-LOD region as reported		chrVIII		2489157		chrVIII		4988251				chrVIII		2489157						chrVIII		2489157		chrVIII		4988251		1.5-LOD region as reported		chrVIII		2489157		chrVIII		4988251				chrVIII		3659078						chrVIII		2083626		chrVIII		6158172		1.5-LOD region as reported		chrVIII		2083626		chrVIII		6158172

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		11.03		chrVIII				8				peak marker SNP		chrVIII		2489157												1.5 LOD confidence interval SNP		chrVIII		2489157				1.5 LOD confidence interval SNP		chrVIII		9365950		1.5-LOD region as reported		chrVIII		2489157		chrVIII		9365950				chrVIII		2489157						chrVIII		2489157		chrVIII		9365950		1.5-LOD region as reported		chrVIII		2489157		chrVIII		9365950				chrVIII		3659078						chrVIII		1169922		chrVIII		10535871		1.5-LOD region as reported		chrVIII		1169922		chrVIII		10535871

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		10.41		chrVIII				8				peak marker SNP		chrVIII		2489157												1.5 LOD confidence interval SNP		chrVIII		2489157				1.5 LOD confidence interval SNP		chrVIII		14716471		1.5-LOD region as reported		chrVIII		2489157		chrVIII		14716471				chrVIII		2489157						chrVIII		2489157		chrVIII		14716471		1.5-LOD region as reported		chrVIII		2489157		chrVIII		14716471				chrVIII		3659078						chrVIII		2083626		chrVIII		15886392		1.5-LOD region as reported		chrVIII		2083626		chrVIII		15886392

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		median fin		body shape		5.43		chrVIII				8				peak marker SNP		chrVIII		2936197												1.5 LOD confidence interval SNP		chrVIII		2936197				1.5 LOD confidence interval SNP		chrVIII		3606758		1.5-LOD region as reported		chrVIII		2936197		chrVIII		3606758				chrVIII		2936197						chrVIII		2936197		chrVIII		3606758		1.5-LOD region as reported		chrVIII		2936197		chrVIII		3606758				chrVIII		4106118						chrVIII		2541478		chrVIII		4776679		1.5-LOD region as reported		chrVIII		2541478		chrVIII		4776679

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		branchial		feeding		7.74		chrVIII				8				peak marker SNP		chrVIII		3830279												1.5 LOD confidence interval SNP		chrVIII		3830279				1.5 LOD confidence interval SNP		chrVIII		5474662		1.5-LOD region as reported		chrVIII		3830279		chrVIII		5474662				chrVIII		3830279						chrVIII		3830279		chrVIII		5474662		1.5-LOD region as reported		chrVIII		3830279		chrVIII		5474662				chrVIII		5000200						chrVIII		2541478		chrVIII		6644583		1.5-LOD region as reported		chrVIII		2541478		chrVIII		6644583

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		opercle		feeding		8.62		chrVIII				8				peak marker SNP		chrVIII		4277320												1.5 LOD confidence interval SNP		chrVIII		4277320				1.5 LOD confidence interval SNP		chrVIII		15689293		1.5-LOD region as reported		chrVIII		4277320		chrVIII		15689293				chrVIII		4277320						chrVIII		4277320		chrVIII		15689293		1.5-LOD region as reported		chrVIII		4277320		chrVIII		15689293				chrVIII		5447241						chrVIII		3882598		chrVIII		16859214		1.5-LOD region as reported		chrVIII		3882598		chrVIII		16859214

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		pelvic spine		defence		6.17		chrVIII				8				peak marker SNP		chrVIII		8636334												1.5 LOD confidence interval SNP		chrVIII		8636334				1.5 LOD confidence interval SNP		chrVIII		13743649		1.5-LOD region as reported		chrVIII		8636334		chrVIII		13743649				chrVIII		8636334						chrVIII		8636334		chrVIII		13743649		1.5-LOD region as reported		chrVIII		8636334		chrVIII		13743649				chrVIII		9806255						chrVIII		4329639		chrVIII		14913570		1.5-LOD region as reported		chrVIII		4329639		chrVIII		14913570

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		19.66		chrVIII				8				peak marker SNP		chrVIII		11068389												1.5 LOD confidence interval SNP		chrVIII		11068389				1.5 LOD confidence interval SNP		chrVIII		15202882		1.5-LOD region as reported		chrVIII		11068389		chrVIII		15202882				chrVIII		11068389						chrVIII		11068389		chrVIII		15202882		1.5-LOD region as reported		chrVIII		11068389		chrVIII		15202882				chrVIII		12238310						chrVIII		10535872		chrVIII		16372803		1.5-LOD region as reported		chrVIII		10535872		chrVIII		16372803

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		10.88		chrVIII				8				peak marker SNP		chrVIII		12041211												1.5 LOD confidence interval SNP		chrVIII		12041211				1.5 LOD confidence interval SNP		chrVIII		16662115		1.5-LOD region as reported		chrVIII		12041211		chrVIII		16662115				chrVIII		12041211						chrVIII		12041211		chrVIII		16662115		1.5-LOD region as reported		chrVIII		12041211		chrVIII		16662115				chrVIII		13211132						chrVIII		3882598		chrVIII		17832036		1.5-LOD region as reported		chrVIII		3882598		chrVIII		17832036

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		opercle		feeding		13.36		chrVIII				8				peak marker SNP		chrVIII		12041211												1.5 LOD confidence interval SNP		chrVIII		12041211				1.5 LOD confidence interval SNP		chrVIII		14716471		1.5-LOD region as reported		chrVIII		12041211		chrVIII		14716471				chrVIII		12041211						chrVIII		12041211		chrVIII		14716471		1.5-LOD region as reported		chrVIII		12041211		chrVIII		14716471				chrVIII		13211132						chrVIII		3435558		chrVIII		15886392		1.5-LOD region as reported		chrVIII		3435558		chrVIII		15886392

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		10.84		chrVIII				8				peak marker SNP		chrVIII		12041211												1.5 LOD confidence interval SNP		chrVIII		12041211				1.5 LOD confidence interval SNP		chrVIII		15689293		1.5-LOD region as reported		chrVIII		12041211		chrVIII		15689293				chrVIII		12041211						chrVIII		12041211		chrVIII		15689293		1.5-LOD region as reported		chrVIII		12041211		chrVIII		15689293				chrVIII		13211132						chrVIII		8103817		chrVIII		16859214		1.5-LOD region as reported		chrVIII		8103817		chrVIII		16859214

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		9.21		chrVIII				8				peak marker SNP		chrVIII		12527622												1.5 LOD confidence interval SNP		chrVIII		12527622				1.5 LOD confidence interval SNP		chrVIII		15689293		1.5-LOD region as reported		chrVIII		12527622		chrVIII		15689293				chrVIII		12527622						chrVIII		12527622		chrVIII		15689293		1.5-LOD region as reported		chrVIII		12527622		chrVIII		15689293				chrVIII		13697543						chrVIII		10049461		chrVIII		16859214		1.5-LOD region as reported		chrVIII		10049461		chrVIII		16859214

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		17.85		chrVIII				8				peak marker SNP		chrVIII		13500444												1.5 LOD confidence interval SNP		chrVIII		13500444				1.5 LOD confidence interval SNP		chrVIII		14716471		1.5-LOD region as reported		chrVIII		13500444		chrVIII		14716471				chrVIII		13500444						chrVIII		13500444		chrVIII		14716471		1.5-LOD region as reported		chrVIII		13500444		chrVIII		14716471				chrVIII		14670365						chrVIII		10049461		chrVIII		15886392		1.5-LOD region as reported		chrVIII		10049461		chrVIII		15886392

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		opercle		feeding		13.86		chrVIII				8				peak marker SNP		chrVIII		13986855												1.5 LOD confidence interval SNP		chrVIII		13986855				1.5 LOD confidence interval SNP		chrVIII		16662115		1.5-LOD region as reported		chrVIII		13986855		chrVIII		16662115				chrVIII		13986855						chrVIII		13986855		chrVIII		16662115		1.5-LOD region as reported		chrVIII		13986855		chrVIII		16662115				chrVIII		15156776						chrVIII		11022283		chrVIII		17832036		1.5-LOD region as reported		chrVIII		11022283		chrVIII		17832036

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		15.93		chrVIII				8				peak marker SNP		chrVIII		13986855												1.5 LOD confidence interval SNP		chrVIII		13986855				1.5 LOD confidence interval SNP		chrVIII		16175704		1.5-LOD region as reported		chrVIII		13986855		chrVIII		16175704				chrVIII		13986855						chrVIII		13986855		chrVIII		16175704		1.5-LOD region as reported		chrVIII		13986855		chrVIII		16175704				chrVIII		15156776						chrVIII		12481516		chrVIII		17345625		1.5-LOD region as reported		chrVIII		12481516		chrVIII		17345625

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		opercle		feeding		10.38		chrX				10				peak marker SNP		chrX		2665888												1.5 LOD confidence interval SNP		chrX		2665888				1.5 LOD confidence interval SNP		chrX		11632967		1.5-LOD region as reported		chrX		2665888		chrX		11632967				chrX		3776023						chrX		3776023		chrX		12743102		1.5-LOD region as reported		chrX		3776023		chrX		12743102				chrX		4745035						chrX		463134		chrX		13712114		1.5-LOD region as reported		chrX		463134		chrX		13712114

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		opercle		feeding		16.42		chrX				10				peak marker SNP		chrX		3150595												1.5 LOD confidence interval SNP		chrX		3150595				1.5 LOD confidence interval SNP		chrX		12117674		1.5-LOD region as reported		chrX		3150595		chrX		12117674				chrX		4260730						chrX		4260730		chrX		13227809		1.5-LOD region as reported		chrX		4260730		chrX		13227809				chrX		5229742						chrX		3533268		chrX		14196821		1.5-LOD region as reported		chrX		3533268		chrX		14196821

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		pelvic spine		defence		6.05		chrX				10				peak marker SNP		chrX		11390614												1.5 LOD confidence interval SNP		chrX		11390614				1.5 LOD confidence interval SNP		chrX		12602381		1.5-LOD region as reported		chrX		11390614		chrX		12602381				chrX		12500749						chrX		12500749		chrX		13712516		1.5-LOD region as reported		chrX		12500749		chrX		13712516				chrX		13469761						chrX		12257994		chrX		14681528		1.5-LOD region as reported		chrX		12257994		chrX		14681528

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		pelvic spine		defence		4.75		chrXI				11				peak marker SNP		chrXI		11915316												1.5 LOD confidence interval SNP		chrXI		11915316				1.5 LOD confidence interval SNP		chrXI		14653975		1.5-LOD region as reported		chrXI		11915316		chrXI		14653975				chrXI		11915316						chrXI		11915316		chrXI		14653975		1.5-LOD region as reported		chrXI		11915316		chrXI		14653975				chrXI		12663466						chrXI		11916560		chrXI		15402125		1.5-LOD region as reported		chrXI		11916560		chrXI		15402125

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		10.21		chrXII				12				peak marker SNP		chrXII		1968154												1.5 LOD confidence interval SNP		chrXII		1968154				1.5 LOD confidence interval SNP		chrXII		6164774		1.5-LOD region as reported		chrXII		1968154		chrXII		6164774				chrXII		2837326						chrXII		2837326		chrXII		13461424		1.5-LOD region as reported		chrXII		2837326		chrXII		13461424				chrXII		4141300						chrXII		2550357		chrXII		14765398		1.5-LOD region as reported		chrXII		2550357		chrXII		14765398

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		skull		body shape		12.28		chrXII				12				peak marker SNP		chrXII		6906405												1.5 LOD confidence interval SNP		chrXII		6906405				1.5 LOD confidence interval SNP		chrXII		5670353		1.5-LOD region as reported		chrXII		6906405		chrXII		5670353				chrXII		12719793						chrXII		12719793		chrXII		13955845		1.5-LOD region as reported		chrXII		12719793		chrXII		13955845				chrXII		14023767						chrXII		2984943		chrXII		15259819		1.5-LOD region as reported		chrXII		2984943		chrXII		15259819

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		median fin		body shape		9.27		chrXIII				13				peak marker SNP		chrXIII		4048282												1.5 LOD confidence interval SNP		chrXIII		4048282				1.5 LOD confidence interval SNP		chrXIII		6249907		1.5-LOD region as reported		chrXIII		4048282		chrXIII		6249907				chrXIII		4048282						chrXIII		4048282		chrXIII		6249907		1.5-LOD region as reported		chrXIII		4048282		chrXIII		6249907				chrXIII		4048282						chrXIII		491423		chrXIII		6249907		1.5-LOD region as reported		chrXIII		491423		chrXIII		6249907

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		pelvic spine		defence		5.16		chrXIII				13				peak marker SNP		chrXIII		4048282												1.5 LOD confidence interval SNP		chrXIII		4048282				1.5 LOD confidence interval SNP		chrXIII		6739157		1.5-LOD region as reported		chrXIII		4048282		chrXIII		6739157				chrXIII		4048282						chrXIII		4048282		chrXIII		6739157		1.5-LOD region as reported		chrXIII		4048282		chrXIII		6739157				chrXIII		4048282						chrXIII		982844		chrXIII		6739157		1.5-LOD region as reported		chrXIII		982844		chrXIII		6739157

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		median fin		body shape		7.80		chrXIII				13				peak marker SNP		chrXIII		4537532												1.5 LOD confidence interval SNP		chrXIII		4537532				1.5 LOD confidence interval SNP		chrXIII		6249907		1.5-LOD region as reported		chrXIII		4537532		chrXIII		6249907				chrXIII		4537532						chrXIII		4537532		chrXIII		6249907		1.5-LOD region as reported		chrXIII		4537532		chrXIII		6249907				chrXIII		4537532						chrXIII		491423		chrXIII		6249907		1.5-LOD region as reported		chrXIII		491423		chrXIII		6249907

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		median fin		body shape		6.64		chrXIII				13				peak marker SNP		chrXIII		15301040												1.5 LOD confidence interval SNP		chrXIII		15301040				1.5 LOD confidence interval SNP		chrXIII		17991920		1.5-LOD region as reported		chrXIII		15301040		chrXIII		17991920				chrXIII		15301040						chrXIII		15301040		chrXIII		17991920		1.5-LOD region as reported		chrXIII		15301040		chrXIII		17991920				chrXIII		15301040						chrXIII		2825158		chrXIII		17991920		1.5-LOD region as reported		chrXIII		2825158		chrXIII		17991920

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		branchial		feeding		6.60		chrXIV				14				peak marker SNP		chrXIV		4510481												1.5 LOD confidence interval SNP		chrXIV		4510481				1.5 LOD confidence interval SNP		chrXIV		9164095		1.5-LOD region as reported		chrXIV		4510481		chrXIV		9164095				chrXIV		4510481						chrXIV		4510481		chrXIV		9164095		1.5-LOD region as reported		chrXIV		4510481		chrXIV		9164095				chrXIV		4925928						chrXIV		2721585		chrXIV		9579542		1.5-LOD region as reported		chrXIV		2721585		chrXIV		9579542

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		11.22		chrXIV				14				peak marker SNP		chrXIV		11368443												1.5 LOD confidence interval SNP		chrXIV		11368443				1.5 LOD confidence interval SNP		chrXIV		13948946		1.5-LOD region as reported		chrXIV		11368443		chrXIV		13948946				chrXIV		11368443						chrXIV		11368443		chrXIV		14381451		1.5-LOD region as reported		chrXIV		11368443		chrXIV		14381451				chrXIV		11783890						chrXIV		6150563		chrXIV		14796898		1.5-LOD region as reported		chrXIV		6150563		chrXIV		14796898

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		7.13		chrXIV				14				peak marker SNP		chrXIV		15030208												1.5 LOD confidence interval SNP		chrXIV		15030208				1.5 LOD confidence interval SNP		chrUn		21013174		1.5-LOD region as reported		chrXIV		15030208		chrUn		21013174				chrXIV		13300189						chrXIV		13300189		chrUn		3184191		1.5-LOD region as reported		chrXIV		13300189		chrUn		3184191				chrXIV		13715636						chrXIV		7130271		chrXIV		15917335		1.5-LOD region as reported		chrXIV		7130271		chrXIV		15917335

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		jaw		feeding		10.47		chrXIX				19				peak marker SNP		chrXIX		132412												1.5 LOD confidence interval SNP		chrXIX		132412				1.5 LOD confidence interval SNP		chrUn		34278981		1.5-LOD region as reported		chrXIX		132412		chrUn		34278981				chrXIX		132412						chrXIX		132412		chrUn		14180969		1.5-LOD region as reported		chrXIX		132412		chrUn		14180969				chrXIX		132412						chrXIX		1		chrXIX		611605		1.5-LOD region as reported		chrXIX		1		chrXIX		611605

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		body depth		body shape		8.21		chrXIX				19				peak marker SNP		chrXIX		1236207												1.5 LOD confidence interval SNP		chrXIX		1236207				1.5 LOD confidence interval SNP		chrXIX		2882509		1.5-LOD region as reported		chrXIX		1236207		chrXIX		2882509				chrXIX		1236207						chrXIX		1236207		chrXIX		2882509		1.5-LOD region as reported		chrXIX		1236207		chrXIX		2882509				chrXIX		1399118						chrXIX		611606		chrXIX		3045420		1.5-LOD region as reported		chrXIX		611606		chrXIX		3045420

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		branchial		feeding		8.47		chrXIX				19				peak marker SNP		chrXIX		2176951												1.5 LOD confidence interval SNP		chrXIX		2176951				1.5 LOD confidence interval SNP		chrXIX		3352881		1.5-LOD region as reported		chrXIX		2176951		chrXIX		3352881				chrXIX		2176951						chrXIX		2176951		chrXIX		3352881		1.5-LOD region as reported		chrXIX		2176951		chrXIX		3352881				chrXIX		2339862						chrXIX		264825		chrXIX		3515792		1.5-LOD region as reported		chrXIX		264825		chrXIX		3515792

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		branchial		feeding		8.45		chrXIX				19				peak marker SNP		chrXIX		2176951												1.5 LOD confidence interval SNP		chrXIX		2176951				1.5 LOD confidence interval SNP		chrXIX		17753326		1.5-LOD region as reported		chrXIX		2176951		chrXIX		17753326				chrXIX		2176951						chrXIX		2176951		chrXIX		6311588		1.5-LOD region as reported		chrXIX		2176951		chrXIX		6311588				chrXIX		2339862						chrXIX		1		chrXIX		6683652		1.5-LOD region as reported		chrXIX		1		chrXIX		6683652

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		6.66		chrXIX				19				peak marker SNP		chrXIX		3117695												1.5 LOD confidence interval SNP		chrXIX		3117695				1.5 LOD confidence interval SNP		chrXIX		5814118		1.5-LOD region as reported		chrXIX		3117695		chrXIX		5814118				chrXIX		3117695						chrXIX		3117695		chrXIX		18250796		1.5-LOD region as reported		chrXIX		3117695		chrXIX		18250796				chrXIX		3280606						chrXIX		1163933		chrXIX		18622860		1.5-LOD region as reported		chrXIX		1163933		chrXIX		18622860

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		pelvic spine		defence		5.50		chrXIX				19				peak marker SNP		chrXIX		11037521												1.5 LOD confidence interval SNP		chrXIX		11037521				1.5 LOD confidence interval SNP		chrXIX		7306519		1.5-LOD region as reported		chrXIX		11037521		chrXIX		7306519				chrXIX		13027393						chrXIX		13027393		chrXIX		16758395		1.5-LOD region as reported		chrXIX		13027393		chrXIX		16758395				chrXIX		13399457						chrXIX		2104677		chrXIX		17130459		1.5-LOD region as reported		chrXIX		2104677		chrXIX		17130459

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		8.91		chrXIX				19				peak marker SNP		chrXIX		16509658												1.5 LOD confidence interval SNP		chrXIX		16509658				1.5 LOD confidence interval SNP		chrXIX		8301453		1.5-LOD region as reported		chrXIX		16509658		chrXIX		8301453				chrXIX		7555256						chrXIX		7555256		chrXIX		15763461		1.5-LOD region as reported		chrXIX		7555256		chrXIX		15763461				chrXIX		7927320						chrXIX		5191252		chrXIX		16135525		1.5-LOD region as reported		chrXIX		5191252		chrXIX		16135525

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		teeth		feeding		10.58		chrXVI				16				peak marker SNP		chrXVI		7014318												1.5 LOD confidence interval SNP		chrXVI		7014318				1.5 LOD confidence interval SNP		chrXVI		15179079		1.5-LOD region as reported		chrXVI		7014318		chrXVI		15179079				chrXVI		7014318						chrXVI		7014318		chrXVI		15179079		1.5-LOD region as reported		chrXVI		7014318		chrXVI		15179079				chrXVI		7014318						chrXVI		3841019		chrXVI		15179079		1.5-LOD region as reported		chrXVI		3841019		chrXVI		15179079

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		opercle		feeding		12.99		chrXVI				16				peak marker SNP		chrXVI		7509152												1.5 LOD confidence interval SNP		chrXVI		7509152				1.5 LOD confidence interval SNP		chrXVI		9241071		1.5-LOD region as reported		chrXVI		7509152		chrXVI		9241071				chrXVI		7509152						chrXVI		7509152		chrXVI		9241071		1.5-LOD region as reported		chrXVI		7509152		chrXVI		9241071				chrXVI		7509152						chrXVI		5777236		chrXVI		9241071		1.5-LOD region as reported		chrXVI		5777236		chrXVI		9241071

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		8.17		chrXVII				17				peak marker SNP		chrXVII		12444733												1.5 LOD confidence interval SNP		chrXVII		12444733				1.5 LOD confidence interval SNP		chrXVII		14603141		1.5-LOD region as reported		chrXVII		12444733		chrXVII		14603141				chrXVII		17549994						chrXVII		17549994		chrXVII		19708402		1.5-LOD region as reported		chrXVII		17549994		chrXVII		19708402				chrXVII		18095728						chrXVII		17376259		chrXVII		20254136		1.5-LOD region as reported		chrXVII		17376259		chrXVII		20254136

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		9.90		chrXX				20				peak marker SNP		chrXX		3523905												1.5 LOD confidence interval SNP		chrXX		3523905				1.5 LOD confidence interval SNP		chrXX		2790334		1.5-LOD region as reported		chrXX		3523905		chrXX		2790334				chrXX		15565861						chrXX		15565861		chrXX		16299432		1.5-LOD region as reported		chrXX		15565861		chrXX		16299432				chrXX		15989782						chrXX		4008096		chrXX		16723353		1.5-LOD region as reported		chrXX		4008096		chrXX		16723353

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		skull		body shape		9.91		chrXX				20				peak marker SNP		chrXX		4012953												1.5 LOD confidence interval SNP		chrXX		4012953				1.5 LOD confidence interval SNP		chrXX		19732071		1.5-LOD region as reported		chrXX		4012953		chrXX		19732071				chrXX		15076813						chrXX		15076813		chrXX		20036859		1.5-LOD region as reported		chrXX		15076813		chrXX		20036859				chrXX		15500734						chrXX		14767162		chrXX		20460780		1.5-LOD region as reported		chrXX		14767162		chrXX		20460780

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		6.66		chrXX				20				peak marker SNP		chrXX		4012953												1.5 LOD confidence interval SNP		chrXX		4012953				1.5 LOD confidence interval SNP		chrXX		2790334		1.5-LOD region as reported		chrXX		4012953		chrXX		2790334				chrXX		15076813						chrXX		15076813		chrXX		16299432		1.5-LOD region as reported		chrXX		15076813		chrXX		16299432				chrXX		15500734						chrXX		1321812		chrXX		16723353		1.5-LOD region as reported		chrXX		1321812		chrXX		16723353

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		teeth		feeding		8.81		chrXX				20				peak marker SNP		chrXX		5480097												1.5 LOD confidence interval SNP		chrXX		5480097				1.5 LOD confidence interval SNP		chrXX		3768430		1.5-LOD region as reported		chrXX		5480097		chrXX		3768430				chrXX		13609669						chrXX		13609669		chrXX		15321336		1.5-LOD region as reported		chrXX		13609669		chrXX		15321336				chrXX		14033590						chrXX		4986194		chrXX		15745257		1.5-LOD region as reported		chrXX		4986194		chrXX		15745257

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		9.65		chrXX				20				peak marker SNP		chrXX		6947241												1.5 LOD confidence interval SNP		chrXX		6947241				1.5 LOD confidence interval SNP		chrXX		4746526		1.5-LOD region as reported		chrXX		6947241		chrXX		4746526				chrXX		12142525						chrXX		12142525		chrXX		14343240		1.5-LOD region as reported		chrXX		12142525		chrXX		14343240				chrXX		12566446						chrXX		4986194		chrXX		14767161		1.5-LOD region as reported		chrXX		4986194		chrXX		14767161

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		pelvic spine		defence		4.01		chrXX				20				peak marker SNP		chrXX		11348675												1.5 LOD confidence interval SNP		chrXX		11348675				1.5 LOD confidence interval SNP		chrXX		4257478		1.5-LOD region as reported		chrXX		11348675		chrXX		4257478				chrXX		7741091						chrXX		7741091		chrXX		14832288		1.5-LOD region as reported		chrXX		7741091		chrXX		14832288				chrXX		8165012						chrXX		3029998		chrXX		15256209		1.5-LOD region as reported		chrXX		3029998		chrXX		15256209

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		rakers		feeding		9.57		chrXX				20				peak marker SNP		chrXX		14772018												1.5 LOD confidence interval SNP		chrXX		14772018				1.5 LOD confidence interval SNP		chrXX		4746526		1.5-LOD region as reported		chrXX		14772018		chrXX		4746526				chrXX		4317748						chrXX		4317748		chrXX		14343240		1.5-LOD region as reported		chrXX		4317748		chrXX		14343240				chrXX		4741669						chrXX		3029998		chrXX		14767161		1.5-LOD region as reported		chrXX		3029998		chrXX		14767161

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		branchial		feeding		8.19		chrXX				20				peak marker SNP		chrXX		15750116												1.5 LOD confidence interval SNP		chrXX		15750116				1.5 LOD confidence interval SNP		chrXX		14527494		1.5-LOD region as reported		chrXX		15750116		chrXX		14527494				chrXX		3339650						chrXX		3339650		chrXX		4562272		1.5-LOD region as reported		chrXX		3339650		chrXX		4562272				chrXX		3763571						chrXX		1321812		chrXX		4986193		1.5-LOD region as reported		chrXX		1321812		chrXX		4986193

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		skull		body shape		9.56		chrXX				20				peak marker SNP		chrXX		18619424												1.5 LOD confidence interval SNP		chrXX		18619424				1.5 LOD confidence interval SNP		chrXX		19732071		1.5-LOD region as reported		chrXX		18619424		chrXX		19732071				chrXX		18924212						chrXX		18924212		chrXX		20036859		1.5-LOD region as reported		chrXX		18924212		chrXX		20036859				chrXX		19348133						chrXX		15256210		chrXX		20460780		1.5-LOD region as reported		chrXX		15256210		chrXX		20460780

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		pelvic spine		defence		3.97		chrXXI				21				peak marker SNP		chrXXI		1508156												1.5 LOD confidence interval SNP		chrXXI		1508156				1.5 LOD confidence interval SNP		chrXXI		10447150		1.5-LOD region as reported		chrXXI		1508156		chrXXI		10447150				chrXXI		4156569						chrXXI		4156569		chrXXI		13095563		1.5-LOD region as reported		chrXXI		4156569		chrXXI		13095563				chrXXI		5652304						chrXXI		1792806		chrXXI		14591298		1.5-LOD region as reported		chrXXI		1792806		chrXXI		14591298

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		pelvic spine		defence		4.95		chrXXI				21				peak marker SNP		chrXXI		1508156												1.5 LOD confidence interval SNP		chrXXI		1508156				1.5 LOD confidence interval SNP		chrXXI		11398568		1.5-LOD region as reported		chrXXI		1508156		chrXXI		11398568				chrXXI		4156569						chrXXI		4156569		chrXXI		14046981		1.5-LOD region as reported		chrXXI		4156569		chrXXI		14046981				chrXXI		5652304						chrXXI		1792806		chrXXI		15542716		1.5-LOD region as reported		chrXXI		1792806		chrXXI		15542716

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		teeth		feeding		15.59		chrXXI				21				peak marker SNP		chrXXI		1992190												1.5 LOD confidence interval SNP		chrXXI		1992190				1.5 LOD confidence interval SNP		chrXXI		5622452		1.5-LOD region as reported		chrXXI		1992190		chrXXI		5622452				chrXXI		4640603						chrXXI		4640603		chrXXI		8270865		1.5-LOD region as reported		chrXXI		4640603		chrXXI		8270865				chrXXI		6136338						chrXXI		3117012		chrXXI		9766600		1.5-LOD region as reported		chrXXI		3117012		chrXXI		9766600

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		median fin		body shape		12.09		chrXXI				21				peak marker SNP		chrXXI		1992190												1.5 LOD confidence interval SNP		chrXXI		1992190				1.5 LOD confidence interval SNP		chrXXI		9010697		1.5-LOD region as reported		chrXXI		1992190		chrXXI		9010697				chrXXI		4640603						chrXXI		4640603		chrXXI		11659110		1.5-LOD region as reported		chrXXI		4640603		chrXXI		11659110				chrXXI		6136338						chrXXI		3117012		chrXXI		13154845		1.5-LOD region as reported		chrXXI		3117012		chrXXI		13154845

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		branchial		feeding		7.67		chrXXI				21				peak marker SNP		chrXXI		2476225												1.5 LOD confidence interval SNP		chrXXI		2476225				1.5 LOD confidence interval SNP		chrXXI		9010697		1.5-LOD region as reported		chrXXI		2476225		chrXXI		9010697				chrXXI		5124638						chrXXI		5124638		chrXXI		11659110		1.5-LOD region as reported		chrXXI		5124638		chrXXI		11659110				chrXXI		6620373						chrXXI		2234208		chrXXI		13154845		1.5-LOD region as reported		chrXXI		2234208		chrXXI		13154845

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		pelvic spine		defence		7.45		chrXXI				21				peak marker SNP		chrXXI		2476225												1.5 LOD confidence interval SNP		chrXXI		2476225				1.5 LOD confidence interval SNP		chrXXI		10447150		1.5-LOD region as reported		chrXXI		2476225		chrXXI		10447150				chrXXI		5124638						chrXXI		5124638		chrXXI		13095563		1.5-LOD region as reported		chrXXI		5124638		chrXXI		13095563				chrXXI		6620373						chrXXI		2675610		chrXXI		14591298		1.5-LOD region as reported		chrXXI		2675610		chrXXI		14591298

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		branchial		feeding		12.55		chrXXI				21				peak marker SNP		chrXXI		3928330												1.5 LOD confidence interval SNP		chrXXI		3928330				1.5 LOD confidence interval SNP		chrXXI		11398568		1.5-LOD region as reported		chrXXI		3928330		chrXXI		11398568				chrXXI		6576743						chrXXI		6576743		chrXXI		14046981		1.5-LOD region as reported		chrXXI		6576743		chrXXI		14046981				chrXXI		8072478						chrXXI		4926253		chrXXI		15542716		1.5-LOD region as reported		chrXXI		4926253		chrXXI		15542716

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		pelvic spine		defence		8.51		chrXXI				21				peak marker SNP		chrXXI		3928330												1.5 LOD confidence interval SNP		chrXXI		3928330				1.5 LOD confidence interval SNP		chrXXI		10447150		1.5-LOD region as reported		chrXXI		3928330		chrXXI		10447150				chrXXI		6576743						chrXXI		6576743		chrXXI		13095563		1.5-LOD region as reported		chrXXI		6576743		chrXXI		13095563				chrXXI		8072478						chrXXI		2234208		chrXXI		14591298		1.5-LOD region as reported		chrXXI		2234208		chrXXI		14591298

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		pelvic spine		defence		10.41		chrXXI				21				peak marker SNP		chrXXI		4412365												1.5 LOD confidence interval SNP		chrXXI		4412365				1.5 LOD confidence interval SNP		chrXXI		9010697		1.5-LOD region as reported		chrXXI		4412365		chrXXI		9010697				chrXXI		7060778						chrXXI		7060778		chrXXI		11659110		1.5-LOD region as reported		chrXXI		7060778		chrXXI		11659110				chrXXI		8556513						chrXXI		5410287		chrXXI		13154845		1.5-LOD region as reported		chrXXI		5410287		chrXXI		13154845

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Enos benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		teeth		feeding		11.27		chrXXI				21				peak marker SNP		chrXXI		4896400												1.5 LOD confidence interval SNP		chrXXI		4896400				1.5 LOD confidence interval SNP		chrXXI		10447150		1.5-LOD region as reported		chrXXI		4896400		chrXXI		10447150				chrXXI		7544813						chrXXI		7544813		chrXXI		13095563		1.5-LOD region as reported		chrXXI		7544813		chrXXI		13095563				chrXXI		9040548						chrXXI		2675610		chrXXI		14591298		1.5-LOD region as reported		chrXXI		2675610		chrXXI		14591298

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		median fin		body shape		10.54		chrXXI				21				peak marker SNP		chrXXI		5380435												1.5 LOD confidence interval SNP		chrXXI		5380435				1.5 LOD confidence interval SNP		chrXXI		9010697		1.5-LOD region as reported		chrXXI		5380435		chrXXI		9010697				chrXXI		8028848						chrXXI		8028848		chrXXI		11659110		1.5-LOD region as reported		chrXXI		8028848		chrXXI		11659110				chrXXI		9524583						chrXXI		3117012		chrXXI		13154845		1.5-LOD region as reported		chrXXI		3117012		chrXXI		13154845

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		teeth		feeding		16.06		chrXXI				21				peak marker SNP		chrXXI		5380435												1.5 LOD confidence interval SNP		chrXXI		5380435				1.5 LOD confidence interval SNP		chrUn		16189048		1.5-LOD region as reported		chrXXI		5380435		chrUn		16189048				chrXXI		8028848						chrXXI		8028848		chrXXI		14812585		1.5-LOD region as reported		chrXXI		8028848		chrXXI		14812585				chrXXI		9524583						chrXXI		4442219		chrXXI		15990401		1.5-LOD region as reported		chrXXI		4442219		chrXXI		15990401

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		median fin		body shape		10.01		chrXXI				21				peak marker SNP		chrXXI		5380435												1.5 LOD confidence interval SNP		chrXXI		5380435				1.5 LOD confidence interval SNP		chrXXI		10447150		1.5-LOD region as reported		chrXXI		5380435		chrXXI		10447150				chrXXI		8028848						chrXXI		8028848		chrXXI		13095563		1.5-LOD region as reported		chrXXI		8028848		chrXXI		13095563				chrXXI		9524583						chrXXI		2234208		chrXXI		14591298		1.5-LOD region as reported		chrXXI		2234208		chrXXI		14591298

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		median fin		body shape		14.44		chrXXI				21				peak marker SNP		chrXXI		6832540												1.5 LOD confidence interval SNP		chrXXI		6832540				1.5 LOD confidence interval SNP		chrXXI		10447150		1.5-LOD region as reported		chrXXI		6832540		chrXXI		10447150				chrXXI		9480953						chrXXI		9480953		chrXXI		13095563		1.5-LOD region as reported		chrXXI		9480953		chrXXI		13095563				chrXXI		10976688						chrXXI		4926253		chrXXI		14591298		1.5-LOD region as reported		chrXXI		4926253		chrXXI		14591298

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		plates		defence		7.73		chrXXI				21				peak marker SNP		chrXXI		6832540												1.5 LOD confidence interval SNP		chrXXI		6832540				1.5 LOD confidence interval SNP		chrXXI		9010697		1.5-LOD region as reported		chrXXI		6832540		chrXXI		9010697				chrXXI		9480953						chrXXI		9480953		chrXXI		11659110		1.5-LOD region as reported		chrXXI		9480953		chrXXI		11659110				chrXXI		10976688						chrXXI		6378356		chrXXI		13154845		1.5-LOD region as reported		chrXXI		6378356		chrXXI		13154845

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		branchial		feeding		12.04		chrXXI				21				peak marker SNP		chrXXI		6832540												1.5 LOD confidence interval SNP		chrXXI		6832540				1.5 LOD confidence interval SNP		chrXXI		11398568		1.5-LOD region as reported		chrXXI		6832540		chrXXI		11398568				chrXXI		9480953						chrXXI		9480953		chrXXI		14046981		1.5-LOD region as reported		chrXXI		9480953		chrXXI		14046981				chrXXI		10976688						chrXXI		6862391		chrXXI		15542716		1.5-LOD region as reported		chrXXI		6862391		chrXXI		15542716

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		median fin		body shape		8.35		chrXXI				21				peak marker SNP		chrXXI		6832540												1.5 LOD confidence interval SNP		chrXXI		6832540				1.5 LOD confidence interval SNP		chrXXI		10447150		1.5-LOD region as reported		chrXXI		6832540		chrXXI		10447150				chrXXI		9480953						chrXXI		9480953		chrXXI		13095563		1.5-LOD region as reported		chrXXI		9480953		chrXXI		13095563				chrXXI		10976688						chrXXI		2234208		chrXXI		14591298		1.5-LOD region as reported		chrXXI		2234208		chrXXI		14591298

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Paxton benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		jaw		feeding		9.78		chrXXI				21				peak marker SNP		chrXXI		7800610												1.5 LOD confidence interval SNP		chrXXI		7800610				1.5 LOD confidence interval SNP		chrXXI		11398568		1.5-LOD region as reported		chrXXI		7800610		chrXXI		11398568				chrXXI		10449023						chrXXI		10449023		chrXXI		14046981		1.5-LOD region as reported		chrXXI		10449023		chrXXI		14046981				chrXXI		11944758						chrXXI		3117012		chrXXI		15542716		1.5-LOD region as reported		chrXXI		3117012		chrXXI		15542716

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		median fin		body shape		13.87		chrXXI				21				peak marker SNP		chrXXI		10209296												1.5 LOD confidence interval SNP		chrXXI		10209296				1.5 LOD confidence interval SNP		chrXXI		11398568		1.5-LOD region as reported		chrXXI		10209296		chrXXI		11398568				chrXXI		12857709						chrXXI		12857709		chrXXI		14046981		1.5-LOD region as reported		chrXXI		12857709		chrXXI		14046981				chrXXI		14353444						chrXXI		12670811		chrXXI		15542716		1.5-LOD region as reported		chrXXI		12670811		chrXXI		15542716

		QTL		QTL mapping		Erickson et al. 2016 Evolution		BC Priest benthic female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		body depth		body shape		8.94		chrXXI				21				peak marker SNP		chrXXI		11160714												1.5 LOD confidence interval SNP		chrXXI		11160714				1.5 LOD confidence interval SNP		chrUn		16635733		1.5-LOD region as reported		chrXXI		11160714		chrUn		16635733				chrXXI		13809127						chrXXI		13809127		chrXXI		15259270		1.5-LOD region as reported		chrXXI		13809127		chrXXI		15259270				chrXXI		15304862						chrXXI		12670811		chrXXI		16437086		1.5-LOD region as reported		chrXXI		12670811		chrXXI		16437086

		QTL		QTL mapping		Glazer et al. 2014 EvoDevo		BC Little Campbell marine female x AK Bear Paw lake male cross		marine_freshwater		G. aculeatus		Gill raker number adult		feeding		9.50		chrIV		Additional File 8, 1.5-LOD regions + peaks, adult QTLs				Chr4_131		microsatellite		chrIV		15366117		Chr4_131		microsatellite		chrIV		15366305		Stn38		microsatellite		chrIV		3004386		Chr4_152		microsatellite		chrIV		16845346		1.5-LOD region as reported		chrIV		3004386		chrIV		16845346				chrIV		15366117		chrIV		15366305		chrIV		3004386		chrIV		16845346		1.5-LOD region as reported		chrIV		3004386		chrIV		16845346				chrIV		15366117		chrIV		15366305		chrIV		3004386		chrIV		16845346		1.5-LOD region as reported		chrIV		3004386		chrIV		16845346

		QTL		QTL mapping		Glazer et al. 2014 EvoDevo		BC Little Campbell marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Gill raker number adult		feeding		12.50		chrIV		Additional File 8, 1.5-LOD regions + peaks, adult QTLs, marker Chr4_152 reverse primer blat				Chr4_152		microsatellite		chrIV		16845131		Chr4_152		microsatellite		chrIV		16845365		Chr4_131		microsatellite		chrIV		15366117		Chr4_280		microsatellite		chrIV		30500157		1.5-LOD region as reported		chrIV		15366117		chrIV		30500157				chrIV		16845131		chrIV		16845365		chrIV		15366117		chrIV		30500157		1.5-LOD region as reported		chrIV		15366117		chrIV		30500157				chrIV		16845131		chrIV		16845365		chrIV		15366117		chrIV		30850415		1.5-LOD region as reported		chrIV		15366117		chrIV		30850415

		QTL		QTL mapping		Glazer et al. 2014 EvoDevo		WA Fish Trap Creek female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		Gill raker number adult		feeding		20.70		chrIV		Additional File 8, 1.5-LOD regions + peaks, adult QTLs, marker Chr4_152 reverse primer blat				Chr4_152		microsatellite		chrIV		16845131		Chr4_152		microsatellite		chrIV		16845365		Chr4_131		microsatellite		chrIV		15366117		Chr4_280		microsatellite		chrIV		30500157		1.5-LOD region as reported		chrIV		15366117		chrIV		30500157				chrIV		16845131		chrIV		16845365		chrIV		15366117		chrIV		30500157		1.5-LOD region as reported		chrIV		15366117		chrIV		30500157				chrIV		16845131		chrIV		16845365		chrIV		15366117		chrIV		30850415		1.5-LOD region as reported		chrIV		15366117		chrIV		30850415

		QTL		QTL mapping		Glazer et al. 2014 EvoDevo		WA Fish Trap Creek female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		Gill raker number adult		feeding		9.70		chrXX		Additional File 8, 1.5-LOD regions + peaks, adult QTLs				Stn212		microsatellite		chrXX		7269290		Stn212		microsatellite		chrXX		7269499		Chr20_204		microsatellite		chrXX		18612675		Chr20_174		microsatellite		chrXX		15707285		1.5-LOD region as reported		chrXX		15707285		chrXX		18612675				chrXX		11820476		chrXX		11820267		chrXX		18917463		chrXX		3382481		1.5-LOD region as reported		chrXX		3382481		chrXX		18917463				chrXX		12244397		chrXX		12244188		chrXX		19341384		chrXX		3806402		1.5-LOD region as reported		chrXX		3806402		chrXX		19341384

		QTL		QTL mapping		Glazer et al. 2014 EvoDevo		BC Little Campbell marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Gill raker number adult		feeding		11.50		chrXX		Additional File 8, 1.5-LOD regions + peaks, adult QTLs				Stn216		microsatellite		chrXX		8252840		Stn216		microsatellite		chrXX		8253452		Chr20_55		microsatellite		chrXX		4466440		Chr20_174		microsatellite		chrXX		15707285		1.5-LOD region as reported		chrXX		4466440		chrXX		15707285				chrXX		10836926		chrXX		10836314		chrXX		14623326		chrXX		3382481		1.5-LOD region as reported		chrXX		3382481		chrXX		14623326				chrXX		11260847		chrXX		11260235		chrXX		15047247		chrXX		3806402		1.5-LOD region as reported		chrXX		3806402		chrXX		15047247

		QTL		QTL mapping		Glazer et al. 2014 EvoDevo		BC Little Campbell marine female x AK Bear Paw lake male cross		marine_freshwater		G. aculeatus		Gill raker number adult		feeding		22.40		chrXX		Additional File 8, 1.5-LOD regions + peaks, adult QTLs				Stn216		microsatellite		chrXX		8252840		Stn216		microsatellite		chrXX		8253452		Chr20_55		microsatellite		chrXX		4466440		Chr20_155		microsatellite		chrXX		13486125		1.5-LOD region as reported		chrXX		4466440		chrXX		13486125				chrXX		10836926		chrXX		10836314		chrXX		14623326		chrXX		5603641		1.5-LOD region as reported		chrXX		5603641		chrXX		14623326				chrXX		11260847		chrXX		11260235		chrXX		15047247		chrXX		6027562		1.5-LOD region as reported		chrXX		6027562		chrXX		15047247

		QTL		QTL mapping		Glazer et al. 2015 G3		WA Fish Trap Creek female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		Middle gill raker length		feeding		7.40		chrI		Tab. 3 + File S3, region = 1.5-LOD regions				7_10		region		chrI		10430862		7_10		region		chrI		10930357		30_2		midpoint region		chrI		2276858		22_5		midpoint region		chrI		22132679		1.5-LOD region as reported		chrI		2276858		chrI		22132679				chrI		10430862		chrI		10930357		chrI		2276858		chrI		25079851		1.5-LOD region as reported		chrI		2276858		chrI		25079851				chrI		10912017		chrI		11411512		chrI		2758013		chrI		25852167		1.5-LOD region as reported		chrI		2758013		chrI		25852167

		QTL		QTL mapping		Glazer et al. 2015 G3		WA Fish Trap Creek female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		Plate number		defence		97.80		chrIV		Tab. 3 + File S3, region = 1.5-LOD regions				17_8		region		chrIV		12451990		17_8		region		chrIV		12939904		17_7		midpoint region		chrIV		12208032		17_10		midpoint region		chrIV		13671777		1.5-LOD region as reported		chrIV		12208032		chrIV		13671777				chrIV		12451990		chrIV		12939904		chrIV		12208032		chrIV		13671777		1.5-LOD region as reported		chrIV		12208032		chrIV		13671777				chrIV		12451990		chrIV		12939904		chrIV		12208032		chrIV		13671777		1.5-LOD region as reported		chrIV		12208032		chrIV		13671777

		QTL		QTL mapping		Glazer et al. 2015 G3		WA Fish Trap Creek female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		Middle gill raker length		feeding		7.60		chrIV		Tab. 3 + File S3, region = 1.5-LOD regions				17_8		region		chrIV		12451990		17_8		region		chrIV		12939904		20_8		midpoint region		chrIV		4859295		42_4		midpoint region		chrIV		29823254		1.5-LOD region as reported		chrIV		4859295		chrIV		29823254				chrIV		12451990		chrIV		12939904		chrIV		4859295		chrIV		29823254		1.5-LOD region as reported		chrIV		4859295		chrIV		29823254				chrIV		12451990		chrIV		12939904		chrIV		4859295		chrIV		30173512		1.5-LOD region as reported		chrIV		4859295		chrIV		30173512

		QTL		QTL mapping		Glazer et al. 2015 G3		BC Little Campbell marine female x AK Bear Paw lake male cross		marine_freshwater		G. aculeatus		Plate number		defence		95.70		chrIV		Tab. 3 + File S3, region = 1.5-LOD regions				17_9		region		chrIV		12939905		17_9		region		chrIV		13427819		17_8		midpoint region		chrIV		12695947		17_10		midpoint region		chrIV		13671777		1.5-LOD region as reported		chrIV		12695947		chrIV		13671777				chrIV		12939905		chrIV		13427819		chrIV		12695947		chrIV		13671777		1.5-LOD region as reported		chrIV		12695947		chrIV		13671777				chrIV		12939905		chrIV		13427819		chrIV		12695947		chrIV		13671777		1.5-LOD region as reported		chrIV		12695947		chrIV		13671777

		QTL		QTL mapping		Glazer et al. 2015 G3		WA Fish Trap Creek female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		Plate number (Eda heterozygotes)		defence		13.30		chrVII		Tab. 3 + File S3, region = 1.5-LOD regions				23_7		region		chrVII		7510044		23_7		region		chrVII		7993524		39_5		midpoint region		chrVII		4367333		1_23		midpoint region		chrVII		21470109		1.5-LOD region as reported		chrVII		4367333		chrVII		21470109				chrVII		7510044		chrVII		7993524		chrVII		4367333		chrVII		23218289		1.5-LOD region as reported		chrVII		4367333		chrVII		23218289				chrVII		8039029		chrVII		8522509		chrVII		4896318		chrVII		24122642		1.5-LOD region as reported		chrVII		4896318		chrVII		24122642

		QTL		QTL mapping		Glazer et al. 2015 G3		WA Fish Trap Creek female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		Lateral gill raker length		feeding		6.30		chrX		Tab. 3 + File S3, region = 1.5-LOD regions				5_24		region		chrX		11148261		5_24		region		chrX		11632967		5_19		midpoint region		chrX		8967079		5_29		midpoint region		chrX		13814149		1.5-LOD region as reported		chrX		8967079		chrX		13814149				chrX		12258396		chrX		12743102		chrX		10077214		chrX		14924284		1.5-LOD region as reported		chrX		10077214		chrX		14924284				chrX		13227408		chrX		13712114		chrX		11046226		chrX		15893296		1.5-LOD region as reported		chrX		11046226		chrX		15893296

		QTL		QTL mapping		Glazer et al. 2015 G3		WA Fish Trap Creek female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		Middle gill raker length		feeding		7.50		chrXI		Tab. 3 + File S3, region = 1.5-LOD regions				11_18		region		chrXI		5691099		11_18		region		chrXI		6189035		11_11		midpoint region		chrXI		7433878		11_23		midpoint region		chrXI		13409131		1.5-LOD region as reported		chrXI		7433878		chrXI		13409131				chrXI		5691099		chrXI		6189035		chrXI		7433878		chrXI		13409131		1.5-LOD region as reported		chrXI		7433878		chrXI		13409131				chrXI		6439249		chrXI		6937185		chrXI		8182028		chrXI		14157281		1.5-LOD region as reported		chrXI		8182028		chrXI		14157281

		QTL		QTL mapping		Glazer et al. 2015 G3		BC Little Campbell marine female x AK Bear Paw lake male cross		marine_freshwater		G. aculeatus		Medial gill raker length		feeding		6.10		chrXIX		Tab. 3 + File S3, region = 1.5-LOD regions				3_2		region		chrXIX		4321720		3_2		region		chrXIX		4819185		3_7		midpoint region		chrXIX		7057785		3_1		midpoint region		chrXIX		4072987		1.5-LOD region as reported		chrXIX		4072987		chrXIX		7057785				chrXIX		19743194		chrXIX		19245729		chrXIX		17007129		chrXIX		19991927		1.5-LOD region as reported		chrXIX		17007129		chrXIX		19991927				chrXIX		20115258		chrXIX		19617793		chrXIX		17379193		chrXIX		20363991		1.5-LOD region as reported		chrXIX		17379193		chrXIX		20363991

		QTL		QTL mapping		Glazer et al. 2015 G3		BC Little Campbell marine female x AK Bear Paw lake male cross		marine_freshwater		G. aculeatus		Lateral gill raker length		feeding		6.30		chrXVI		Tab. 3 + File S3, region = 1.5-LOD regions				44_3		region		chrXVI		17142768		44_3		region		chrXVI		17629277		44_4		midpoint region		chrXVI		17872533		115_1		midpoint region		chrUn		26619535		1.5-LOD region as reported		chrXVI		17872533		chrUn		26619535		1		chrXVI		17142768		chrXVI		16656259		chrXVI		16413003		chrXVI		18201793		1.5-LOD region as reported		chrXVI		16413003		chrXVI		18201793				chrXVI		17142768		chrXVI		16656259		chrXVI		16413003		chrXVI		18202793		1.5-LOD region as reported		chrXVI		16413003		chrXVI		18202793

		QTL		QTL mapping		Glazer et al. 2015 G3		BC Little Campbell marine female x AK Bear Paw lake male cross		marine_freshwater		G. aculeatus		Middle gill raker length		feeding		9.10		chrXVI		Tab. 3 + File S3, region = 1.5-LOD regions				44_3		region		chrXVI		17142768		44_3		region		chrXVI		17629277		44_4		midpoint region		chrXVI		17872533		115_2		midpoint region		chrUn		26619535		1.5-LOD region as reported		chrXVI		17872533		chrUn		26619535		1		chrXVI		17142768		chrXVI		16656259		chrXVI		16413003		chrXVI		18201793		1.5-LOD region as reported		chrXVI		16413003		chrXVI		18201793				chrXVI		17142768		chrXVI		16656259		chrXVI		16413003		chrXVI		18202793		1.5-LOD region as reported		chrXVI		16413003		chrXVI		18202793

		QTL		QTL mapping		Glazer et al. 2015 G3		BC Little Campbell marine female x AK Bear Paw lake male cross		marine_freshwater		G. aculeatus		Medial gill raker length		feeding		6.00		chrXVI		Tab. 3 + File S3, region = 1.5-LOD regions				44_3		region		chrXVI		17142768		44_3		region		chrXVI		17629277		44_4		midpoint region		chrXVI		17872533		115_2		midpoint region		chrUn		26619535		1.5-LOD region as reported		chrXVI		17872533		chrUn		26619535		1		chrXVI		17142768		chrXVI		16656259		chrXVI		16413003		chrXVI		18201793		1.5-LOD region as reported		chrXVI		16413003		chrXVI		18201793				chrXVI		17142768		chrXVI		16656259		chrXVI		16413003		chrXVI		18202793		1.5-LOD region as reported		chrXVI		16413003		chrXVI		18202793

		QTL		QTL mapping		Glazer et al. 2015 G3		WA Fish Trap Creek female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		Lateral gill raker length		feeding		9.30		chrXX		Tab. 3 + File S3, region = 1.5-LOD regions				2_3		region		chrXX		1812238		2_3		region		chrXX		2301285		2_6		midpoint region		chrXX		3523906		46_3		midpoint region		chrXX		19064483		1.5-LOD region as reported		chrXX		3523906		chrXX		19064483				chrXX		17277528		chrXX		16788481		chrXX		15565860		chrXX		19369271		1.5-LOD region as reported		chrXX		15565860		chrXX		19369271				chrXX		17701449		chrXX		17212402		chrXX		15989781		chrXX		19793192		1.5-LOD region as reported		chrXX		15989781		chrXX		19793192

		QTL		QTL mapping		Glazer et al. 2015 G3		BC Little Campbell marine female x AK Bear Paw lake male cross		marine_freshwater		G. aculeatus		Lateral gill raker length		feeding		6.50		chrXX		Tab. 3 + File S3, region = 1.5-LOD regions				2_9		region		chrXX		4746526		2_9		region		chrXX		5235573		2_31		midpoint region		chrXX		15750116		2_7		midpoint region		chrXX		4012954		1.5-LOD region as reported		chrXX		4012954		chrXX		15750116				chrXX		14343240		chrXX		13854193		chrXX		3339650		chrXX		15076812		1.5-LOD region as reported		chrXX		3339650		chrXX		15076812				chrXX		14767161		chrXX		14278114		chrXX		3763571		chrXX		15500733		1.5-LOD region as reported		chrXX		3763571		chrXX		15500733

		QTL		QTL mapping		Greenwood et al. 2011 Heredity		BC Hotel Lake female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		degree of barring		pigmentation		6.60		chrI		region=map SNPs just outside the 1.5-LOD region, as in Fig. 3		1				closest SNP		chrI		3310077												SNP		chrI		1549902				SNP		chrI		8072483		1.5-LOD region as reported		chrI		1549902		chrI		8072483				chrI		3310077						chrI		1549902		chrI		8072483		1.5-LOD region as reported		chrI		1549902		chrI		8072483				chrI		3791232						chrI		2031057		chrI		8553638		1.5-LOD region as reported		chrI		2031057		chrI		8553638

		QTL		QTL mapping		Greenwood et al. 2011 Heredity		BC Hotel Lake female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		degree of melanization		pigmentation		11.70		chrI		region=map SNPs just outside the 1.5-LOD region, as in Fig. 3		1				closest SNP		chrI		4816374												SNP		chrI		1549902				SNP		chrI		23569502		1.5-LOD region as reported		chrI		1549902		chrI		23569502				chrI		4816374						chrI		1549902		chrI		23643028		1.5-LOD region as reported		chrI		1549902		chrI		23643028				chrI		5297529						chrI		2031057		chrI		24415344		1.5-LOD region as reported		chrI		2031057		chrI		24415344

		QTL		QTL mapping		Greenwood et al. 2011 Heredity		BC Hotel Lake female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		ventral melanophores		pigmentation		8.90		chrI		region=map SNPs just outside the 1.5-LOD region, as in Fig. 3		1				closest SNP		chrI		21909727												SNP		chrI		11963492				SNP		chrI		27721035		1.5-LOD region as reported		chrI		11963492		chrI		27721035				chrI		25302803						chrI		11963492		chrI		28438531		1.5-LOD region as reported		chrI		11963492		chrI		28438531				chrI		26075119						chrI		12444647		chrI		29211846		1.5-LOD region as reported		chrI		12444647		chrI		29211846

		QTL		QTL mapping		Greenwood et al. 2011 Heredity		BC Hotel Lake female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		standard length		body size		23.60		chrXVII		region=map SNPs just outside the 1.5-LOD region, as in Fig. 2		17				closest SNP		chrUn		498491												SNP		chrXVII		4909843				SNP		chrXVII		9697366		1.5-LOD region as reported		chrXVII		4909843		chrXVII		9697366				chrXVII		11055928						chrXVII		4909843		chrXVII		14802627		1.5-LOD region as reported		chrXVII		4909843		chrXVII		14802627				chrXVII		11600662						chrXVII		5454577		chrXVII		15348361		1.5-LOD region as reported		chrXVII		5454577		chrXVII		15348361

		QTL		QTL mapping		Greenwood et al. 2011 Heredity		BC Hotel Lake female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		degree of barring		pigmentation		20.00		chrVI		region=map SNPs just outside the 1.5-LOD region, as in Fig. 3		6				closest SNP		chrVI		15780594												SNP		chrVI		15390272				SNP		chrVI		16870159		1.5-LOD region as reported		chrVI		15390272		chrVI		16870159				chrVI		16782505						chrVI		16392183		chrVI		17872070		1.5-LOD region as reported		chrVI		16392183		chrVI		17872070				chrVI		17380680						chrVI		16990358		chrVI		18470245		1.5-LOD region as reported		chrVI		16990358		chrVI		18470245

		QTL		QTL mapping		Greenwood et al. 2011 Heredity		BC Hotel Lake female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		midline light bar melanophores		pigmentation		6.30		chrVI		region=map SNPs just outside the 1.5-LOD region, as in Fig. 3		6				closest SNP		chrVI		15780594												SNP		chrVI		8169471				SNP		chrVI		16870159		1.5-LOD region as reported		chrVI		8169471		chrVI		16870159				chrVI		16782505						chrVI		9171382		chrVI		17872070		1.5-LOD region as reported		chrVI		9171382		chrVI		17872070				chrVI		17380680						chrVI		9769557		chrVI		18470245		1.5-LOD region as reported		chrVI		9769557		chrVI		18470245

		QTL		QTL mapping		Greenwood et al. 2011 Heredity		BC Hotel Lake female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		dorsal melanophores		pigmentation		11.60		chrVII		region=map SNPs just outside the 1.5-LOD region, as in Fig. 3		7				closest SNP		chrVII		1728753												SNP		chrUn		28671327				SNP		chrVII		5936068		1.5-LOD region as reported		chrUn		28671327		chrVII		5936068		1		chrVII		1728753						chrUn		8934913		chrVII		5936068		1.5-LOD region as reported		chrUn		8934913		chrVII		5936068		1		chrVII		2257738						chrVII		147979		chrVII		6465053		1.5-LOD region as reported		chrVII		147979		chrVII		6465053

		QTL		QTL mapping		Greenwood et al. 2011 Heredity		BC Hotel Lake female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		degree of barring		pigmentation		6.90		chrXI		suggestive QTL, no confidence interval reported		11				closest SNP		chrXI		457909																										associated marker ± 1 Mb		chrXI		1		chrXI		1457909				chrXI		457909														associated marker ± 1 Mb		chrXI		1		chrXI		1457909				chrXI		1206059														associated marker ± 1 Mb		chrXI		206059		chrXI		2206059

		QTL		QTL mapping		Greenwood et al. 2011 Heredity		BC Hotel Lake female x BC Little Campbell marine male cross		marine_freshwater		G. aculeatus		standard length		body size		41.10		chrXVIII		region=map SNPs just outside the 1.5-LOD region, as in Fig. 2		18				closest SNP		chrXVIII		5765162												SNP		chrXVIII		2251951				SNP		chrXVIII		9955470		1.5-LOD region as reported		chrXVIII		2251951		chrXVIII		9955470				chrXVIII		5765162						chrXVIII		2251951		chrXVIII		9955470		1.5-LOD region as reported		chrXVIII		2251951		chrXVIII		9955470				chrXVIII		5765162						chrXVIII		2251951		chrXVIII		9955470		1.5-LOD region as reported		chrXVIII		2251951		chrXVIII		9955470

		QTL		QTL mapping		Greenwood et al. 2013 Curr Biol		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		schooling: body orientation		behaviour and sensory system		10.40		chrIV		1.5-LOD region from Fig. 3A						nearest SNP		chrIV		10812344												SNP		chrIV		4599765				SNP		chrIV		27614532		1.5-LOD region as reported		chrIV		4599765		chrIV		27614532				chrIV		10812344						chrIV		4599765		chrIV		18561212		1.5-LOD region as reported		chrIV		4599765		chrIV		18561212				chrIV		10812344						chrIV		4599765		chrIV		18561212		1.5-LOD region as reported		chrIV		4599765		chrIV		18561212

		QTL		QTL mapping		Greenwood et al. 2013 Curr Biol		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		schooling: head x position		behaviour and sensory system		13.50		chrIV		1.5-LOD region from Fig. 3A						nearest SNP		chrIV		13850026												SNP		chrIV		8579158				SNP		chrIV		27614532		1.5-LOD region as reported		chrIV		8579158		chrIV		27614532				chrIV		13850026						chrIV		8579158		chrIV		18561212		1.5-LOD region as reported		chrIV		8579158		chrIV		18561212				chrIV		13850026						chrIV		8579158		chrIV		18561212		1.5-LOD region as reported		chrIV		8579158		chrIV		18561212

		QTL		QTL mapping		Greenwood et al. 2013 Curr Biol		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		schooling: head x position		behaviour and sensory system		7.10		chrXVII		region is approximately 1.5-LOD confidence interval based on candidate genes in Tab. S1						nearest SNP		chrUn		2632376										ENSGACG00000003793		gene		chrXVII		1220142		ENSGACG00000011468		gene		chrXVII		12515009		1.5-LOD region as reported		chrXVII		1220142		chrXVII		12515009				chrXVII		8922043						chrXVII		1220142		chrXVII		17620270		1.5-LOD region as reported		chrXVII		1220142		chrXVII		17620270				chrXVII		9466777						chrXVII		1764876		chrXVII		18166004		1.5-LOD region as reported		chrXVII		1764876		chrXVII		18166004

		QTL		QTL mapping		Greenwood et al. 2013 Curr Biol		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		schooling: head y position		behaviour and sensory system		6.60		chrXX		suggestive QTL (p<0.1), confidence intervals not reported						nearest SNP		chrXX		232763																										associated marker ± 1 Mb		chrXX		1		chrXX		1232763				chrXX		537551														associated marker ± 1 Mb		chrXX		1		chrXX		1537551				chrXX		655684														associated marker ± 1 Mb		chrXX		1		chrXX		1655684

		QTL		QTL mapping		Greenwood et al. 2013 Curr Biol		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		schooling: latency		behaviour and sensory system		6.30		chrXX		suggestive QTL (p<0.1), confidence intervals not reported						nearest SNP		chrXX		14411783																										associated marker ± 1 Mb		chrXX		13411783		chrXX		15411783				chrXX		4677983														associated marker ± 1 Mb		chrXX		3677983		chrXX		5677983				chrXX		5101904														associated marker ± 1 Mb		chrXX		4101904		chrXX		6101904

		QTL		QTL mapping		Greenwood et al. 2015 G3		BC Paxton benthic female x JP Pacific Ocean marine male crosses		marine_freshwater		G. aculeatus		schooling: latency to join school		behaviour and sensory system		3.65		chrVI		Tab. 3, no confidence intervals reported		6				SNP		chrVI		13775642																										associated marker ± 1 Mb		chrVI		12775642		chrVI		14775642				chrVI		14777553														associated marker ± 1 Mb		chrVI		13777553		chrVI		15777553				chrVI		15375728														associated marker ± 1 Mb		chrVI		14375728		chrVI		16375728

		QTL		QTL mapping		Greenwood et al. 2015 G3		BC Paxton benthic female x JP Pacific Ocean marine male crosses		marine_freshwater		G. aculeatus		schooling: time with school		behaviour and sensory system		5.15		chrVI		Tab. 3, no confidence intervals reported		6				SNP		chrVI		14131973																										associated marker ± 1 Mb		chrVI		13131973		chrVI		15131973				chrVI		15133884														associated marker ± 1 Mb		chrVI		14133884		chrVI		16133884				chrVI		15732059														associated marker ± 1 Mb		chrVI		14732059		chrVI		16732059

		QTL		QTL mapping		Greenwood et al. 2015 G3		BC Paxton benthic female x JP Pacific Ocean marine male crosses		marine_freshwater		G. aculeatus		schooling: approaches to school		behaviour and sensory system		21.00		chrX		Tab. 3, no confidence intervals reported		10				SNP		chrX		10415917																										associated marker ± 1 Mb		chrX		9415917		chrX		11415917				chrX		11526052														associated marker ± 1 Mb		chrX		10526052		chrX		12526052				chrX		12495064														associated marker ± 1 Mb		chrX		11495064		chrX		13495064

		QTL		QTL mapping		Greenwood et al. 2015 G3		BC Paxton benthic female x JP Pacific Ocean marine male crosses		marine_freshwater		G. aculeatus		schooling: time with school		behaviour and sensory system		3.66		chrXXI		Tab. 3, no confidence intervals reported		21				SNP		chrXXI		774193																										associated marker ± 1 Mb		chrXXI		1		chrXXI		1774193				chrXXI		3422606														associated marker ± 1 Mb		chrXXI		2422606		chrXXI		4422606				chrXXI		4918341														associated marker ± 1 Mb		chrXXI		3918341		chrXXI		5918341

		QTL		QTL mapping		Kimmel et al. 2005 PNAS		AK Bear Paw lake x AK Rabbit Slough marine cross		marine_freshwater		G. aculeatus		Opercular bone morphology		respiration		30.00		chrXIX		region = bootstrap CI from Fig. 5		19		Stn186		microsatellite		chrXIX		1943014		Stn189		microsatellite		chrXIX		19897955		Gacu9		microsatellite		chrXIX		11581207		Stn187		microsatellite		chrXIX		18970236		95% confidence interval as reported		chrXIX		11581207		chrXIX		18970236				chrXIX		1943014		chrXIX		4166959		chrXIX		12483707		chrXIX		5094678		95% confidence interval as reported		chrXIX		5094678		chrXIX		12483707				chrXIX		2105925		chrXIX		4539023		chrXIX		12855771		chrXIX		5466742		95% confidence interval as reported		chrXIX		5466742		chrXIX		12855771

		QTL		QTL mapping		Kimmel et al. 2005 PNAS		AK Bear Paw lake x AK Rabbit Slough marine cross		marine_freshwater		G. aculeatus		Opercular bone morphology		respiration		30.00		chrXIX		region = bootstrap CI from Fig. 5		19		Stn187		microsatellite		chrXIX		18969787		Stn187		microsatellite		chrXIX		18970236		Gacu9		microsatellite		chrXIX		11581207		Stn187		microsatellite		chrXIX		18970236		95% confidence interval as reported		chrXIX		11581207		chrXIX		18970236				chrXIX		5095127		chrXIX		5094678		chrXIX		12483707		chrXIX		5094678		95% confidence interval as reported		chrXIX		5094678		chrXIX		12483707				chrXIX		5467191		chrXIX		5466742		chrXIX		12855771		chrXIX		5466742		95% confidence interval as reported		chrXIX		5466742		chrXIX		12855771

		QTL		QTL mapping		Kitano et al. 2009 Nature		JP Pacific Ocean marine female x JP Japan Sea marine male intercross		marine_marine		G. aculeatus, G. nipponicus		testis size		reproduction		26.30		chrI				1		ss120258412		peak marker		chrI		3494580												confidence intervals neighboring marker in genetic map (Fig. 4)								confidence intervals neighboring marker in genetic map (Fig. 4)						associated marker ± 1 Mb		chrI		2494580		chrI		4494580				chrI		3494580														associated marker ± 1 Mb		chrI		2494580		chrI		4494580				chrI		3975735														associated marker ± 1 Mb		chrI		2975735		chrI		4975735

		QTL		QTL mapping		Kitano et al. 2009 Nature		JP Pacific Ocean marine female x JP Japan Sea marine male intercross		marine_marine		G. aculeatus, G. nipponicus		mean dorsal pricking		behaviour and sensory system		18.50		chrIX				9		Stn99		peak marker		chrIX		2131739												confidence intervals neighboring marker in genetic map (Fig. 4)								confidence intervals neighboring marker in genetic map (Fig. 4)						associated marker ± 1 Mb		chrIX		1131739		chrIX		3131739				chrIX		2131739														associated marker ± 1 Mb		chrIX		1131739		chrIX		3131739				chrIX		2131739														associated marker ± 1 Mb		chrIX		1131739		chrIX		3131739

		QTL		QTL mapping		Kitano et al. 2009 Nature		JP Pacific Ocean marine female x JP Japan Sea marine male intercross		marine_marine		G. aculeatus, G. nipponicus		max dorsal pricking		behaviour and sensory system		10.10		chrIX				9		Stn99		peak marker		chrIX		2131739												confidence intervals neighboring marker in genetic map (Fig. 4)								confidence intervals neighboring marker in genetic map (Fig. 4)						associated marker ± 1 Mb		chrIX		1131739		chrIX		3131739				chrIX		2131739														associated marker ± 1 Mb		chrIX		1131739		chrIX		3131739				chrIX		2131739														associated marker ± 1 Mb		chrIX		1131739		chrIX		3131739

		QTL		QTL mapping		Kitano et al. 2009 Nature		JP (Japan Sea female x Pacific Ocean male) x JP Pacific Ocean male backcross		marine_marine		G. aculeatus, G. nipponicus		mean dorsal pricking		behaviour and sensory system		23.10		chrIX				9		ss120258472		peak marker		chrIX		4882924										Stn385		confidence intervals neighboring marker in genetic map (Fig. 4)		chrIX		7609832		Stn116		confidence intervals neighboring marker in genetic map (Fig. 4)		chrIX		4446917		1.5-LOD region as reported		chrIX		7609832		chrIX		4446917				chrIX		17320466						chrIX		14593558		chrIX		17756473		1.5-LOD region as reported		chrIX		14593558		chrIX		17756473				chrIX		17320466						chrIX		14593558		chrIX		17756473		1.5-LOD region as reported		chrIX		14593558		chrIX		17756473

		QTL		QTL mapping		Kitano et al. 2009 Nature		JP (Japan Sea female x Pacific Ocean male) x JP Pacific Ocean male backcross		marine_marine		G. aculeatus, G. nipponicus		max dorsal pricking		behaviour and sensory system		23.10		chrIX				9		Stn113		peak marker		chrIX		5184459										Stn385		confidence intervals neighboring marker in genetic map (Fig. 4)		chrIX		7609832		Stn116		confidence intervals neighboring marker in genetic map (Fig. 4)		chrIX		4446917		1.5-LOD region as reported		chrIX		7609832		chrIX		4446917				chrIX		17018931						chrIX		14593558		chrIX		17756473		1.5-LOD region as reported		chrIX		14593558		chrIX		17756473				chrIX		17018931						chrIX		14593558		chrIX		17756473		1.5-LOD region as reported		chrIX		14593558		chrIX		17756473

		QTL		QTL mapping		Kitano et al. 2009 Nature		JP (Japan Sea female x Pacific Ocean male) x JP Pacific Ocean male backcross		marine_marine		G. aculeatus, G. nipponicus		first dorsal spine length		defence		45.80		chrIX				9		Stn108		peak marker		chrIX		9534951										Stn108		confidence intervals neighboring marker in genetic map (Fig. 4)		chrIX		9534951		ss120258475		confidence intervals neighboring marker in genetic map (Fig. 4)		chrIX		8719760		1.5-LOD region as reported		chrIX		9534951		chrIX		8719760				chrIX		12668439						chrIX		12668439		chrIX		13483630		1.5-LOD region as reported		chrIX		12668439		chrIX		13483630				chrIX		12668439						chrIX		12668439		chrIX		13483630		1.5-LOD region as reported		chrIX		12668439		chrIX		13483630

		QTL		QTL mapping		Kitano et al. 2009 Nature		JP Pacific Ocean marine female x JP Japan Sea marine male intercross		marine_marine		G. aculeatus, G. nipponicus		first dorsal spine length		defence		50.40		chrIX				9		ss120258478		peak marker		chrIX		18942598												confidence intervals neighboring marker in genetic map (Fig. 4)								confidence intervals neighboring marker in genetic map (Fig. 4)						associated marker ± 1 Mb		chrIX		17942598		chrIX		19942598				chrIX		18942598														associated marker ± 1 Mb		chrIX		17942598		chrIX		19942598				chrIX		18589450														associated marker ± 1 Mb		chrIX		17589450		chrIX		19589450

		QTL		QTL mapping		Kitano et al. 2009 Nature		JP (Japan Sea female x Pacific Ocean male) x JP Pacific Ocean male backcross		marine_marine		G. aculeatus, G. nipponicus		sperm number		reproduction		52.60		chrXIX				19		Cyp19b		peak marker		chrXIX		7400263										Stn235		confidence intervals neighboring marker in genetic map (Fig. 4)		chrXIX		16667282		19.07 Mbp		confidence intervals neighboring marker in genetic map (Fig. 4)		chrXIX		19070000		1.5-LOD region as reported		chrXIX		16667282		chrXIX		19070000				chrXIX		16664651						chrXIX		4994914		chrXIX		7397632		1.5-LOD region as reported		chrXIX		4994914		chrXIX		7397632				chrXIX		17036715						chrXIX		5366978		chrXIX		7769696		1.5-LOD region as reported		chrXIX		5366978		chrXIX		7769696

		QTL		QTL mapping		Kitano et al. 2009 Nature		JP Pacific Ocean marine female x JP Japan Sea marine male intercross		marine_marine		G. aculeatus, G. nipponicus		testis size		reproduction		21.90		chrXIX				19		ss120258555		peak marker		chrXIX		9639539												confidence intervals neighboring marker in genetic map (Fig. 4)								confidence intervals neighboring marker in genetic map (Fig. 4)						associated marker ± 1 Mb		chrXIX		8639539		chrXIX		10639539				chrXIX		14425375														associated marker ± 1 Mb		chrXIX		13425375		chrXIX		15425375				chrXIX		14797439														associated marker ± 1 Mb		chrXIX		13797439		chrXIX		15797439

		QTL		QTL mapping		Kitano et al. 2009 Nature		JP (Japan Sea female x Pacific Ocean male) x JP Pacific Ocean male backcross		marine_marine		G. aculeatus, G. nipponicus		sperm number		reproduction		50.60		chrXIX				19		Stn256		peak marker		chrXIX		10402191										Stn235		confidence intervals neighboring marker in genetic map (Fig. 4)		chrXIX		16667282		19.07 Mbp		confidence intervals neighboring marker in genetic map (Fig. 4)		chrXIX		19070000		1.5-LOD region as reported		chrXIX		16667282		chrXIX		19070000				chrXIX		13662723						chrXIX		4994914		chrXIX		7397632		1.5-LOD region as reported		chrXIX		4994914		chrXIX		7397632				chrXIX		14034787						chrXIX		5366978		chrXIX		7769696		1.5-LOD region as reported		chrXIX		5366978		chrXIX		7769696

		QTL		QTL mapping		Kitano et al. 2009 Nature		JP (Japan Sea female x Pacific Ocean male) x JP Pacific Ocean male backcross		marine_marine		G. aculeatus, G. nipponicus		testis size		reproduction		34.00		chrXIX				19		Stn256		peak marker		chrXIX		10402191												confidence intervals neighboring marker in genetic map (Fig. 4)								confidence intervals neighboring marker in genetic map (Fig. 4)						associated marker ± 1 Mb		chrXIX		9402191		chrXIX		11402191				chrXIX		13662723														associated marker ± 1 Mb		chrXIX		12662723		chrXIX		14662723				chrXIX		14034787														associated marker ± 1 Mb		chrXIX		13034787		chrXIX		15034787

		QTL		QTL mapping		Kitano et al. 2009 Nature		JP Pacific Ocean marine female x JP Japan Sea marine male intercross		marine_marine		G. aculeatus, G. nipponicus		standard length		body size		12.10		chrXIX				19		ss120258556		peak marker		chrXIX		11034323												confidence intervals neighboring marker in genetic map (Fig. 4)								confidence intervals neighboring marker in genetic map (Fig. 4)						associated marker ± 1 Mb		chrXIX		10034323		chrXIX		12034323				chrXIX		13030591														associated marker ± 1 Mb		chrXIX		12030591		chrXIX		14030591				chrXIX		13402655														associated marker ± 1 Mb		chrXIX		12402655		chrXIX		14402655

		QTL		QTL mapping		Kitano et al. 2009 Nature		JP Pacific Ocean marine female x JP Japan Sea marine male intercross		marine_marine		G. aculeatus, G. nipponicus		body weight		body size		6.90		chrXIX				19		ss120258556		peak marker		chrXIX		11034323												confidence intervals neighboring marker in genetic map (Fig. 4)								confidence intervals neighboring marker in genetic map (Fig. 4)						associated marker ± 1 Mb		chrXIX		10034323		chrXIX		12034323				chrXIX		13030591														associated marker ± 1 Mb		chrXIX		12030591		chrXIX		14030591				chrXIX		13402655														associated marker ± 1 Mb		chrXIX		12402655		chrXIX		14402655

		QTL		QTL mapping		Kitano et al. 2009 Nature		JP (Japan Sea female x Pacific Ocean male) x JP Pacific Ocean male backcross		marine_marine		G. aculeatus, G. nipponicus		standard length		body size		20.70		chrXIX				19		Stn235		peak marker		chrXIX		16667282										Stn274		confidence intervals neighboring marker in genetic map (Fig. 4)		chrXIX		18218160		Stn256		confidence intervals neighboring marker in genetic map (Fig. 4)		chrXIX		10402191		1.5-LOD region as reported		chrXIX		18218160		chrXIX		10402191				chrXIX		7397632						chrXIX		5846754		chrXIX		13662723		1.5-LOD region as reported		chrXIX		5846754		chrXIX		13662723				chrXIX		7769696						chrXIX		6218818		chrXIX		14034787		1.5-LOD region as reported		chrXIX		6218818		chrXIX		14034787

		QTL		QTL mapping		Kitano et al. 2009 Nature		JP (Japan Sea female x Pacific Ocean male) x JP Pacific Ocean male backcross		marine_marine		G. aculeatus, G. nipponicus		body weight		body size		16.80		chrXIX				19		Stn235		peak marker		chrXIX		16667282												confidence intervals neighboring marker in genetic map (Fig. 4)								confidence intervals neighboring marker in genetic map (Fig. 4)						associated marker ± 1 Mb		chrXIX		15667282		chrXIX		17667282				chrXIX		7397632														associated marker ± 1 Mb		chrXIX		6397632		chrXIX		8397632				chrXIX		7769696														associated marker ± 1 Mb		chrXIX		6769696		chrXIX		8769696

		QTL		QTL mapping		Laine et al. 2013 Mol Ecol		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		standard length at 19 days		body size		3.00		chrIV				4		Pun272		peak marker		chrIV		32263200										Stn433		95% confidence interval bordering marker		chrIV		13143526		Pun272		95% confidence interval		chrIV		32263200		1.5-LOD region as reported		chrIV		13143526		chrIV		32263200				chrIV		32263200						chrIV		13143526		chrIV		32263200		1.5-LOD region as reported		chrIV		13143526		chrIV		32263200				chrIV		32613458						chrIV		13143526		chrIV		32613458		1.5-LOD region as reported		chrIV		13143526		chrIV		32613458

		QTL		QTL mapping		Laine et al. 2013 Mol Ecol		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		standard length at 47 days		body size		4.00		chrIV				4		Pun272		peak marker		chrIV		32263200										Stn433		95% confidence interval bordering marker		chrIV		13143526		Pun272		95% confidence interval		chrIV		32263200		1.5-LOD region as reported		chrIV		13143526		chrIV		32263200				chrIV		32263200						chrIV		13143526		chrIV		32263200		1.5-LOD region as reported		chrIV		13143526		chrIV		32263200				chrIV		32613458						chrIV		13143526		chrIV		32613458		1.5-LOD region as reported		chrIV		13143526		chrIV		32613458

		QTL		QTL mapping		Laine et al. 2013 Mol Ecol		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		standard length at 47 days		body size		5.00		chrV				5		Pun286		peak marker		chrV		1893100										Pun304		95% confidence interval bordering marker		chrV		4374900		Ppgm42		95% confidence interval		chrV		10628600		1.5-LOD region as reported		chrV		4374900		chrV		10628600				chrV		8936132						chrV		6454332		chrV		13580142		1.5-LOD region as reported		chrV		6454332		chrV		13580142				chrV		8938132						chrV		6456332		chrV		13859432		1.5-LOD region as reported		chrV		6456332		chrV		13859432

		QTL		QTL mapping		Laine et al. 2013 Mol Ecol		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		standard length at 75 days		body size		5.00		chrV				5		Pun286		peak marker		chrV		1893100										Pun304		95% confidence interval bordering marker		chrV		4374900		Ppgm42		95% confidence interval		chrV		10628600		1.5-LOD region as reported		chrV		4374900		chrV		10628600				chrV		8936132						chrV		6454332		chrV		13580142		1.5-LOD region as reported		chrV		6454332		chrV		13580142				chrV		8938132						chrV		6456332		chrV		13859432		1.5-LOD region as reported		chrV		6456332		chrV		13859432

		QTL		QTL mapping		Laine et al. 2013 Mol Ecol		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		standard length at 159 days		body size		3.00		chrV				5		Pun286		peak marker		chrV		1893100										Pprm4		95% confidence interval bordering marker		chrV		4991500		Pun178		95% confidence interval		chrV		10649800		1.5-LOD region as reported		chrV		4991500		chrV		10649800				chrV		8936132						chrV		5837732		chrV		13601342		1.5-LOD region as reported		chrV		5837732		chrV		13601342				chrV		8938132						chrV		5839732		chrV		13838232		1.5-LOD region as reported		chrV		5839732		chrV		13838232

		QTL		QTL mapping		Laine et al. 2013 Mol Ecol		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		standard length at 47 days		body size		5.00		chrVII				12		Ppgm12		peak marker		chrVII		2431400										Pun98		95% confidence interval bordering marker		chrVII		245500		Pun2		95% confidence interval		chrXII		12276300		1.5-LOD region as reported		chrVII		245500		chrXII		12276300				chrVII		2431400						chrVII		245500		chrXII		7349898		1.5-LOD region as reported		chrVII		245500		chrXII		7349898				chrVII		2960385						chrVII		823211		chrXII		8653872		1.5-LOD region as reported		chrVII		823211		chrXII		8653872

		QTL		QTL mapping		Laine et al. 2013 Mol Ecol		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		standard length at 19 days		body size		12.00		chrVII				12		Ppgm12		peak marker		chrVII		2431400										Pun98		95% confidence interval bordering marker		chrVII		245500		Stn71		95% confidence interval		chrVII		7478502		1.5-LOD region as reported		chrVII		245500		chrVII		7478502				chrVII		2431400						chrVII		245500		chrVII		7478502		1.5-LOD region as reported		chrVII		245500		chrVII		7478502				chrVII		2960385						chrVII		823211		chrVII		8007487		1.5-LOD region as reported		chrVII		823211		chrVII		8007487

		QTL		QTL mapping		Laine et al. 2013 Mol Ecol		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		standard length at 103 days		body size		5.00						7		Ppbig5		peak marker		chrVII		22926300										Umf33		95% confidence interval bordering marker		chrVII		22489300		Pun319		95% confidence interval		NA		NA														chrVII		24674480						chrVII		24237480		NA		NA														chrVII		25578833						chrVII		25141833		NA		NA

		QTL		QTL mapping		Laine et al. 2013 Mol Ecol		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		standard length at 131 days		body size		4.00						7		Ppbig5		peak marker		chrVII		22926300										Ppgm10		95% confidence interval bordering marker		chrVII		22254400		Pun319		95% confidence interval		NA		NA														chrVII		24674480						chrVII		24002580		NA		NA														chrVII		25578833						chrVII		24906933		NA		NA

		QTL		QTL mapping		Laine et al. 2013 Mol Ecol		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		standard length at 159 days		body size		3.00						7		Ppbig5		peak marker		chrVII		22926300										Ppgm10		95% confidence interval bordering marker		chrVII		22254400		Pun319		95% confidence interval		NA		NA														chrVII		24674480						chrVII		24002580		NA		NA														chrVII		25578833						chrVII		24906933		NA		NA

		QTL		QTL mapping		Laine et al. 2013 Mol Ecol		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		standard length at 47 days		body size		9.00		chrVIII				8		Ppgm2		peak marker		chrVIII		4749000										Stn89		95% confidence interval bordering marker		chrVIII		6987227		Ppgm17		95% confidence interval		chrVIII		15371700		1.5-LOD region as reported		chrVIII		6987227		chrVIII		15371700				chrVIII		4749000						chrVIII		6987227		chrVIII		15371700		1.5-LOD region as reported		chrVIII		6987227		chrVIII		15371700				chrVIII		5918921						chrVIII		8157148		chrVIII		16541621		1.5-LOD region as reported		chrVIII		8157148		chrVIII		16541621

		QTL		QTL mapping		Laine et al. 2013 Mol Ecol		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		standard length at 75 days		body size		4.00		chrVIII				8		Pun68		peak marker		chrVIII		6224300										Stn89		95% confidence interval bordering marker		chrVIII		6987227		Ppgm17		95% confidence interval		chrVIII		15371700		1.5-LOD region as reported		chrVIII		6987227		chrVIII		15371700				chrVIII		6224300						chrVIII		6987227		chrVIII		15371700		1.5-LOD region as reported		chrVIII		6987227		chrVIII		15371700				chrVIII		7394221						chrVIII		8157148		chrVIII		16541621		1.5-LOD region as reported		chrVIII		8157148		chrVIII		16541621

		QTL		QTL mapping		Laine et al. 2013 Mol Ecol		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		standard length at 19 days		body size		6.00		chrVIII				8		Stn89		peak marker		chrVIII		6987227										Stn89		95% confidence interval bordering marker		chrVIII		6987227		Ppgm17		95% confidence interval		chrVIII		15371700		1.5-LOD region as reported		chrVIII		6987227		chrVIII		15371700				chrVIII		6987227						chrVIII		6987227		chrVIII		15371700		1.5-LOD region as reported		chrVIII		6987227		chrVIII		15371700				chrVIII		8157148						chrVIII		8157148		chrVIII		16541621		1.5-LOD region as reported		chrVIII		8157148		chrVIII		16541621

		QTL		QTL mapping		Laine et al. 2013 Mol Ecol		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		standard length at 75 days		body size		3.00		chrX				10		Pun42		peak marker		chrX		10254300										GAest14		95% confidence interval bordering marker		chrX		3299200		Umf9m		95% confidence interval		chrX		12012000		1.5-LOD region as reported		chrX		3299200		chrX		12012000				chrX		11364435						chrX		4409335		chrX		13122135		1.5-LOD region as reported		chrX		4409335		chrX		13122135				chrX		12333447						chrX		5378347		chrX		14091147		1.5-LOD region as reported		chrX		5378347		chrX		14091147

		QTL		QTL mapping		Laine et al. 2013 Mol Ecol		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		standard length at 47 days		body size		4.00		chrXI				11		Pun185		peak marker		chrXI		6263800										Pun158		95% confidence interval bordering marker		chrXI		3752000		GS1		95% confidence interval		chrXI		12583800		1.5-LOD region as reported		chrXI		3752000		chrXI		12583800				chrXI		6263800						chrXI		3752000		chrXI		12583800		1.5-LOD region as reported		chrXI		3752000		chrXI		12583800				chrXI		7011950						chrXI		4500150		chrXI		13331950		1.5-LOD region as reported		chrXI		4500150		chrXI		13331950

		QTL		QTL mapping		Laine et al. 2013 Mol Ecol		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		body weight		body size		9.00		chrXIII				13		Pun163		peak marker		chrXIII		6213300										Pun192		95% confidence interval bordering marker		chrXIII		8108800		Pun201		95% confidence interval		chrXIII		19629300		1.5-LOD region as reported		chrXIII		8108800		chrXIII		19629300				chrXIII		6213300						chrXIII		8108800		chrXIII		18503462		1.5-LOD region as reported		chrXIII		8108800		chrXIII		18503462				chrXIII		6213300						chrXIII		8108800		chrXIII		18503462		1.5-LOD region as reported		chrXIII		8108800		chrXIII		18503462

		QTL		QTL mapping		Laine et al. 2013 Mol Ecol		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		centroid size		body size		8.00		chrXIII				13		Pun173		peak marker		chrXIII		17675000										Pun192		95% confidence interval bordering marker		chrXIII		8108800		Pun201		95% confidence interval		chrXIII		19629300		1.5-LOD region as reported		chrXIII		8108800		chrXIII		19629300				chrXIII		17675000						chrXIII		8108800		chrXIII		18503462		1.5-LOD region as reported		chrXIII		8108800		chrXIII		18503462				chrXIII		17675000						chrXIII		8108800		chrXIII		18503462		1.5-LOD region as reported		chrXIII		8108800		chrXIII		18503462

		QTL		QTL mapping		Laine et al. 2013 Mol Ecol		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		standard length at 75 days		body size		4.00		chrXIII				13		Pun173		peak marker		chrXIII		17675000										Pun192		95% confidence interval bordering marker		chrXIII		8108800		Ppgm47		95% confidence interval		chrXIII		19868500		1.5-LOD region as reported		chrXIII		8108800		chrXIII		19868500				chrXIII		17675000						chrXIII		8108800		chrXIII		19868500		1.5-LOD region as reported		chrXIII		8108800		chrXIII		19868500				chrXIII		17675000						chrXIII		8108800		chrXIII		19974690		1.5-LOD region as reported		chrXIII		8108800		chrXIII		19974690

		QTL		QTL mapping		Laine et al. 2013 Mol Ecol		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		standard length at 103 days		body size		8.00		chrXIII				13		Pun173		peak marker		chrXIII		17675000										Pun192		95% confidence interval bordering marker		chrXIII		8108800		Ppgm47		95% confidence interval		chrXIII		19868500		1.5-LOD region as reported		chrXIII		8108800		chrXIII		19868500				chrXIII		17675000						chrXIII		8108800		chrXIII		19868500		1.5-LOD region as reported		chrXIII		8108800		chrXIII		19868500				chrXIII		17675000						chrXIII		8108800		chrXIII		19974690		1.5-LOD region as reported		chrXIII		8108800		chrXIII		19974690

		QTL		QTL mapping		Laine et al. 2013 Mol Ecol		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		standard length at 131 days		body size		8.00		chrXIII				13		Pun173		peak marker		chrXIII		17675000										Pun192		95% confidence interval bordering marker		chrXIII		8108800		Pun201		95% confidence interval		chrXIII		19629300		1.5-LOD region as reported		chrXIII		8108800		chrXIII		19629300				chrXIII		17675000						chrXIII		8108800		chrXIII		18503462		1.5-LOD region as reported		chrXIII		8108800		chrXIII		18503462				chrXIII		17675000						chrXIII		8108800		chrXIII		18503462		1.5-LOD region as reported		chrXIII		8108800		chrXIII		18503462

		QTL		QTL mapping		Laine et al. 2013 Mol Ecol		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		standard length at 159 days		body size		10.00		chrXIII				13		Pun173		peak marker		chrXIII		17675000										Pun192		95% confidence interval bordering marker		chrXIII		8108800		Pun201		95% confidence interval		chrXIII		19629300		1.5-LOD region as reported		chrXIII		8108800		chrXIII		19629300				chrXIII		17675000						chrXIII		8108800		chrXIII		18503462		1.5-LOD region as reported		chrXIII		8108800		chrXIII		18503462				chrXIII		17675000						chrXIII		8108800		chrXIII		18503462		1.5-LOD region as reported		chrXIII		8108800		chrXIII		18503462

		QTL		QTL mapping		Laine et al. 2013 Mol Ecol		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		standard length at 47 days		body size		3.00		chrXV				15		Umf38		peak marker		chrXV		4819700										Pun141		95% confidence interval bordering marker		chrXV		2092600		Pun159		95% confidence interval		chrXV		14913400		1.5-LOD region as reported		chrXV		2092600		chrXV		14913400				chrXV		4819700						chrXV		2092600		chrXV		14913400		1.5-LOD region as reported		chrXV		2092600		chrXV		14913400				chrXV		5136247						chrXV		2409147		chrXV		16226109		1.5-LOD region as reported		chrXV		2409147		chrXV		16226109

		QTL		QTL mapping		Laine et al. 2013 Mol Ecol		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		standard length at 75 days		body size		3.00		chrXVI				16		Ppbig2		peak marker		chrXVI		8129100										Stn315		95% confidence interval bordering marker		chrXVI		4544300		Pun261		95% confidence interval		chrXVI		15144300		1.5-LOD region as reported		chrXVI		4544300		chrXVI		15144300				chrXVI		8129100						chrXVI		4544300		chrXVI		15144300		1.5-LOD region as reported		chrXVI		4544300		chrXVI		15144300				chrXVI		8129100						chrXVI		4544300		chrXVI		15144300		1.5-LOD region as reported		chrXVI		4544300		chrXVI		15144300

		QTL		QTL mapping		Laine et al. 2013 Mol Ecol		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		body weight		body size		3.00		chrXVI				16		Pprm14		peak marker		chrXVI		9705900										Pprm7		95% confidence interval bordering marker		chrXVI		3587200		Pun261		95% confidence interval		chrXVI		15144300		1.5-LOD region as reported		chrXVI		3587200		chrXVI		15144300				chrXVI		9705900						chrXVI		3587200		chrXVI		15144300		1.5-LOD region as reported		chrXVI		3587200		chrXVI		15144300				chrXVI		9705900						chrXVI		3587200		chrXVI		15144300		1.5-LOD region as reported		chrXVI		3587200		chrXVI		15144300

		QTL		QTL mapping		Laine et al. 2013 Mol Ecol		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		standard length at 19 days		body size		4.00		chrXVI				16		Pprm14		peak marker		chrXVI		9705900										Stn315		95% confidence interval bordering marker		chrXVI		4544300		Pun261		95% confidence interval		chrXVI		15144300		1.5-LOD region as reported		chrXVI		4544300		chrXVI		15144300				chrXVI		9705900						chrXVI		4544300		chrXVI		15144300		1.5-LOD region as reported		chrXVI		4544300		chrXVI		15144300				chrXVI		9705900						chrXVI		4544300		chrXVI		15144300		1.5-LOD region as reported		chrXVI		4544300		chrXVI		15144300

		QTL		QTL mapping		Laine et al. 2013 Mol Ecol		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		standard length at 47 days		body size		4.00		chrXVI				16		Umf44		peak marker		chrXVI		9792100										Stn315		95% confidence interval bordering marker		chrXVI		4544300		Pun180		95% confidence interval		chrXVI		17218000		1.5-LOD region as reported		chrXVI		4544300		chrXVI		17218000				chrXVI		9792100						chrXVI		4544300		chrXVI		17067536		1.5-LOD region as reported		chrXVI		4544300		chrXVI		17067536				chrXVI		9792100						chrXVI		4544300		chrXVI		17067536		1.5-LOD region as reported		chrXVI		4544300		chrXVI		17067536

		QTL		QTL mapping		Laine et al. 2013 Mol Ecol		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		standard length at 19 days		body size		3.00						17		Umf10		peak marker		chrXVII		11161600										Umf10		95% confidence interval bordering marker		chrXVII		11161600		Pun233		95% confidence interval		NA		NA														chrXVII		16266861						chrXVII		16266861		NA		NA														chrXVII		16812595						chrXVII		16812595		NA		NA

		QTL		QTL mapping		Laine et al. 2013 Mol Ecol		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		body weight		body size		4.00						1		Pun3/Pun206		peak marker		NA		NA										Pun3		95% confidence interval bordering marker		NA		NA		Pun145		95% confidence interval		chrI		18123400														NA		NA						NA		NA		chrI		18123400														NA		NA						NA		NA		chrI		18604555

		QTL		QTL mapping		Laine et al. 2013 Mol Ecol		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		standard length at 19 days		body size		5.00						9		Pun257		peak marker		NA		NA										Ppgm61		95% confidence interval bordering marker		chrIX		5502400		Pun257		95% confidence interval		NA		NA														NA		NA						chrIX		16700990		NA		NA														NA		NA						chrIX		16700990		NA		NA

		QTL		QTL mapping		Laine et al. 2013 Mol Ecol		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		standard length at 103 days		body size		4.00						1		Pun206		peak marker		NA		NA										Pun3		95% confidence interval bordering marker		NA		NA		Stn437		95% confidence interval		chrI		18650871														NA		NA						NA		NA		chrI		18650871														NA		NA						NA		NA		chrI		19132026

		QTL		QTL mapping		Laine et al. 2014 Behav Genet		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		exploration behavior		behaviour and sensory system		4.00		chrIII				3		Pun205		peak marker		chrIII		2013300										Stn328/Pun139		95% confidence interval bordering marker		chrIII		4622000		Pun227		95% confidence interval		chrIII		15356000		1.5-LOD region as reported		chrIII		4622000		chrIII		15356000				chrIII		2013300						chrIII		4622000		chrIII		15356000		1.5-LOD region as reported		chrIII		4622000		chrIII		15356000				chrIII		2013300						chrIII		4622000		chrIII		15654873		1.5-LOD region as reported		chrIII		4622000		chrIII		15654873

		QTL		QTL mapping		Laine et al. 2014 Behav Genet		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		behavior PC1		behaviour and sensory system		7.00		chrIII				3		Pun205		peak marker		chrIII		2013300										Stn328/Pun139		95% confidence interval bordering marker		chrIII		4622000		Umf15		95% confidence interval		chrIII		13989200		1.5-LOD region as reported		chrIII		4622000		chrIII		13989200				chrIII		2013300						chrIII		4622000		chrIII		13989200		1.5-LOD region as reported		chrIII		4622000		chrIII		13989200				chrIII		2013300						chrIII		4622000		chrIII		13989200		1.5-LOD region as reported		chrIII		4622000		chrIII		13989200

		QTL		QTL mapping		Laine et al. 2014 Behav Genet		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		feeding activity		behaviour and sensory system		4.00		chrIII				3		Stn328/Pun139		peak marker		chrIII		4622000										Stn328/Pun139		95% confidence interval bordering marker		chrIII		4622000		Umf15		95% confidence interval		chrIII		13989200		1.5-LOD region as reported		chrIII		4622000		chrIII		13989200				chrIII		4622000						chrIII		4622000		chrIII		13989200		1.5-LOD region as reported		chrIII		4622000		chrIII		13989200				chrIII		4622000						chrIII		4622000		chrIII		13989200		1.5-LOD region as reported		chrIII		4622000		chrIII		13989200

		QTL		QTL mapping		Laine et al. 2014 Behav Genet		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		behavior PC1		behaviour and sensory system		5.00		chrIV				4		Pun334		peak marker		chrIV		5979600										Stn433		95% confidence interval bordering marker		chrIV		13143500		Pun95		95% confidence interval		chrIV		29653300		1.5-LOD region as reported		chrIV		13143500		chrIV		29653300				chrIV		5979600						chrIV		13143500		chrIV		29653300		1.5-LOD region as reported		chrIV		13143500		chrIV		29653300				chrIV		5979600						chrIV		13143500		chrIV		30003558		1.5-LOD region as reported		chrIV		13143500		chrIV		30003558

		QTL		QTL mapping		Laine et al. 2014 Behav Genet		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		exploration behavior		behaviour and sensory system		3.00		chrV				5		Pun112		peak marker		chrV		1293200										Pprm4		95% confidence interval bordering marker		chrV		4991500		Ppgm42		95% confidence interval		chrV		10628600		1.5-LOD region as reported		chrV		4991500		chrV		10628600				chrV		9536032						chrV		5837732		chrV		13580142		1.5-LOD region as reported		chrV		5837732		chrV		13580142				chrV		9538032						chrV		5839732		chrV		13859432		1.5-LOD region as reported		chrV		5839732		chrV		13859432

		QTL		QTL mapping		Laine et al. 2014 Behav Genet		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		behavior PC2		behaviour and sensory system		3.00		chrV				5		Pun112		peak marker		chrV		1293200										Pun51		95% confidence interval bordering marker		chrV		3862400		Ppgm42		95% confidence interval		chrV		10628600		1.5-LOD region as reported		chrV		3862400		chrV		10628600				chrV		9536032						chrV		6966832		chrV		13580142		1.5-LOD region as reported		chrV		6966832		chrV		13580142				chrV		9538032						chrV		6968832		chrV		13859432		1.5-LOD region as reported		chrV		6968832		chrV		13859432

		QTL		QTL mapping		Laine et al. 2014 Behav Genet		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		behavior PC2		behaviour and sensory system		6.00		chrVIII				8		Umf6		peak marker		chrVIII		10546400										Pun184		95% confidence interval bordering marker		chrVIII		7015900		Pun207		95% confidence interval		chrVIII		13561500		1.5-LOD region as reported		chrVIII		7015900		chrVIII		13561500				chrVIII		10546400						chrVIII		7015900		chrVIII		13561500		1.5-LOD region as reported		chrVIII		7015900		chrVIII		13561500				chrVIII		11716321						chrVIII		8185821		chrVIII		14731421		1.5-LOD region as reported		chrVIII		8185821		chrVIII		14731421

		QTL		QTL mapping		Laine et al. 2014 Behav Genet		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		exploration behavior		behaviour and sensory system		4.00		chrVIII				8		Pun207		peak marker		chrVIII		13561500										Pun184		95% confidence interval bordering marker		chrVIII		7015900		Ppgm17		95% confidence interval		chrVIII		15371700		1.5-LOD region as reported		chrVIII		7015900		chrVIII		15371700				chrVIII		13561500						chrVIII		7015900		chrVIII		15371700		1.5-LOD region as reported		chrVIII		7015900		chrVIII		15371700				chrVIII		14731421						chrVIII		8185821		chrVIII		16541621		1.5-LOD region as reported		chrVIII		8185821		chrVIII		16541621

		QTL		QTL mapping		Laine et al. 2014 Behav Genet		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		behavior PC2		behaviour and sensory system		3.00		chrXV				15		Umf38		peak marker		chrXV		4819700										Pun141		95% confidence interval bordering marker		chrXV		2092600		Pun159		95% confidence interval		chrXV		14913400		1.5-LOD region as reported		chrXV		2092600		chrXV		14913400				chrXV		4819700						chrXV		2092600		chrXV		14913400		1.5-LOD region as reported		chrXV		2092600		chrXV		14913400				chrXV		5136247						chrXV		2409147		chrXV		16226109		1.5-LOD region as reported		chrXV		2409147		chrXV		16226109

		QTL		QTL mapping		Laine et al. 2014 Behav Genet		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		exploration behavior		behaviour and sensory system		3.00						17		Umf10		peak marker		chrXVII		11161600										Umf10		95% confidence interval bordering marker		chrXVII		11161600		Pun233		95% confidence interval		NA		NA														chrXVII		16266861						chrXVII		16266861		NA		NA														chrXVII		16812595						chrXVII		16812595		NA		NA

		QTL		QTL mapping		Laine et al. 2014 Behav Genet		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		behavior PC2		behaviour and sensory system		5.00		chrXVII				17		Umf10		peak marker		chrXVII		11161600										Umf10		95% confidence interval bordering marker		chrXVII		11161600		Pun66		95% confidence interval		chrXVII		1287900		1.5-LOD region as reported		chrXVII		11161600		chrXVII		1287900				chrXVII		16266861						chrXVII		16266861		chrXVII		1287900		1.5-LOD region as reported		chrXVII		16266861		chrXVII		1287900				chrXVII		16812595						chrXVII		16812595		chrXVII		1832634		1.5-LOD region as reported		chrXVII		16812595		chrXVII		1832634

		QTL		QTL mapping		Laine et al. 2014 Behav Genet		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		behavior PC2		behaviour and sensory system		3.00		chrXX				20		Pun187		peak marker		chrXX		2708400										Pun315		95% confidence interval bordering marker		chrXX		9147700		Ppbig4		95% confidence interval		chrXX		7040700		1.5-LOD region as reported		chrXX		9147700		chrXX		7040700				chrXX		16381366						chrXX		9942066		chrXX		12049066		1.5-LOD region as reported		chrXX		9942066		chrXX		12049066				chrXX		16805287						chrXX		10365987		chrXX		12472987		1.5-LOD region as reported		chrXX		10365987		chrXX		12472987

		QTL		QTL mapping		Laine et al. 2014 Behav Genet		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		risk-taking		behaviour and sensory system		4.00						7		Pun319		peak marker		NA		NA										Umf33		95% confidence interval bordering marker		chrVII		22489300		Pun319		95% confidence interval		NA		NA														NA		NA						chrVII		24237480		NA		NA														NA		NA						chrVII		25141833		NA		NA

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: X2		body shape		8.53		chrI		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		1		Stn5		nearest microsatellite		chrI		4860953										Stn3		microsatellite left of genetic map confidence interval distance		chrI		2434762		Stn9		microsatellite right of genetic map confidence interval distance		chrI		18878483		95% confidence interval as reported		chrI		2434762		chrI		18878483				chrI		4860953						chrI		2434762		chrI		18878483		95% confidence interval as reported		chrI		2434762		chrI		18878483				chrI		5342108						chrI		2915917		chrI		19359638		95% confidence interval as reported		chrI		2915917		chrI		19359638

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: X12		body shape		7.74		chrI		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		1		Stn8		nearest microsatellite		chrI		21776796										Stn248		microsatellite left of genetic map confidence interval distance		chrI		5455664		Stn12		microsatellite right of genetic map confidence interval distance		chrI		24932820		95% confidence interval as reported		chrI		5455664		chrI		24932820				chrI		25435734						chrI		5455664		chrI		22279710		95% confidence interval as reported		chrI		5455664		chrI		22279710				chrI		26208050						chrI		5936819		chrI		23052026		95% confidence interval as reported		chrI		5936819		chrI		23052026

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		number of plates		defence		74.40		chrIV		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		4		Stn380		nearest microsatellite		chrIV		12800220										Gac4174		microsatellite left of genetic map confidence interval distance		chrIV		11585867		OrSSR255		microsatellite right of genetic map confidence interval distance		chrIV		22671119		95% confidence interval as reported		chrIV		11585867		chrIV		22671119				chrIV		12800220						chrIV		11585867		chrIV		23504625		95% confidence interval as reported		chrIV		11585867		chrIV		23504625				chrIV		12800220						chrIV		11585867		chrIV		23854883		95% confidence interval as reported		chrIV		11585867		chrIV		23854883

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		number of plates		defence		9.10		chrIX		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		9		Stn108		nearest microsatellite		chrIX		12668166										Stn108		microsatellite left of genetic map confidence interval distance		chrIX		12668166		Stn110		microsatellite right of genetic map confidence interval distance		chrIX		15365445		95% confidence interval as reported		chrIX		12668166		chrIX		15365445				chrIX		9535224						chrIX		9535224		chrIX		6837945		95% confidence interval as reported		chrIX		6837945		chrIX		9535224				chrIX		9535224						chrIX		9535224		chrIX		6837945		95% confidence interval as reported		chrIX		6837945		chrIX		9535224

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: Y6		body shape		8.85		chrV		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		5		Stn52		nearest microsatellite		chrV		6426588										Stn52		microsatellite left of genetic map confidence interval distance		chrV		6426588		Stn289		microsatellite right of genetic map confidence interval distance		chrV		10240359		95% confidence interval as reported		chrV		6426588		chrV		10240359				chrV		4402644						chrV		4402644		chrV		13191901		95% confidence interval as reported		chrV		4402644		chrV		13191901				chrV		4404644						chrV		4404644		chrV		13193901		95% confidence interval as reported		chrV		4404644		chrV		13193901

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		centroid size / body size		body size		16.53		chrVI		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		6		Stn306		nearest microsatellite		chrVI		2576468										Stn279		microsatellite left of genetic map confidence interval distance		chrVI		1079376		Stn65		microsatellite right of genetic map confidence interval distance		chrVI		14859529		95% confidence interval as reported		chrVI		1079376		chrVI		14859529				chrVI		2482223						chrVI		3979315		chrVI		15861440		95% confidence interval as reported		chrVI		3979315		chrVI		15861440				chrVI		3966153						chrVI		5463245		chrVI		16459615		95% confidence interval as reported		chrVI		5463245		chrVI		16459615

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		first dorsal spine length		defence		9.05		chrVII		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		7		Stn76		nearest microsatellite		chrVII		5222127										GAest21		microsatellite left of genetic map confidence interval distance		chrVII		2300505		Stn76		microsatellite right of genetic map confidence interval distance		chrVII		5222127		95% confidence interval as reported		chrVII		2300505		chrVII		5222127				chrVII		5222127						chrVII		2300505		chrVII		5222127		95% confidence interval as reported		chrVII		2300505		chrVII		5222127				chrVII		5751112						chrVII		2829490		chrVII		5751112		95% confidence interval as reported		chrVII		2829490		chrVII		5751112

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		second spine length		defence		7.26		chrVII		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		7		Stn73		nearest microsatellite		chrVII		24649300										Stn70		microsatellite left of genetic map confidence interval distance		chrVII		1038649		Stn82		microsatellite right of genetic map confidence interval distance		chrVII		28409267		95% confidence interval as reported		chrVII		1038649		chrVII		27937443				chrVII		26397480						chrVII		1038649						95% confidence interval as reported, to chromosome end		chrVII		1038649		chrVII		29685623				chrVII		27301833						chrVII		1567634						95% confidence interval as reported, to chromosome end		chrVII		1567634		chrVII		30850397

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		pelvic spine length		defence		6.32		chrVII		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		7		Stn73		nearest microsatellite		chrVII		24649300										Stn70		microsatellite left of genetic map confidence interval distance		chrVII		1038649		Stn82		microsatellite right of genetic map confidence interval distance		chrVII		28409267		95% confidence interval as reported		chrVII		1038649		chrVII		27937443				chrVII		26397480						chrVII		1038649						95% confidence interval as reported, to chromosome end		chrVII		1038649		chrVII		29685623				chrVII		27301833						chrVII		1567634						95% confidence interval as reported, to chromosome end		chrVII		1567634		chrVII		30850397

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		first dorsal spine length		defence		11.64		chrXI		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		11		Gac7033		nearest microsatellite		chrXI		219488										Gac7033		microsatellite left of genetic map confidence interval distance		chrXI		219488		Stn283		microsatellite right of genetic map confidence interval distance		chrXI		13179760		95% confidence interval as reported		chrXI		219488		chrXI		13179760				chrXI		219488						chrXI		219488		chrXI		13179760		95% confidence interval as reported		chrXI		219488		chrXI		13179760				chrXI		967638						chrXI		967638		chrXI		13927910		95% confidence interval as reported		chrXI		967638		chrXI		13927910

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: Y6		body shape		9.10		chrXII		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		12		Stn146		nearest microsatellite		chrXII		11409165										GAest84		microsatellite left of genetic map confidence interval distance		chrXII		5850508		Stn327		microsatellite right of genetic map confidence interval distance		chrXII		13826118		95% confidence interval as reported		chrXII		5850508		chrXII		13826118				chrXII		8217033						chrXII		13775690		chrXII		5800080		95% confidence interval as reported		chrXII		5800080		chrXII		13775690				chrXII		9521007						chrXII		15079664		chrXII		7104054		95% confidence interval as reported		chrXII		7104054		chrXII		15079664

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: X11		body shape		9.34		chrXII		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		12		Stn327		nearest microsatellite		chrXII		13826118										Stn146		microsatellite left of genetic map confidence interval distance		chrXII		11409165		Stn327		microsatellite right of genetic map confidence interval distance		chrXII		13826118		95% confidence interval as reported		chrXII		11409165		chrXII		13826118				chrXII		5800080						chrXII		8217033		chrXII		5800080		95% confidence interval as reported		chrXII		5800080		chrXII		8217033				chrXII		7104054						chrXII		9521007		chrXII		7104054		95% confidence interval as reported		chrXII		7104054		chrXII		9521007

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: Y12		body shape		10.02		chrXIII		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		13		GAest67		nearest microsatellite		chrXIII		3913576										GAest67		microsatellite left of genetic map confidence interval distance		chrXIII		3913576		Stn149		microsatellite right of genetic map confidence interval distance		chrXIII		6175858		95% confidence interval as reported		chrXIII		3913576		chrXIII		6175858				chrXIII		3913576						chrXIII		3913576		chrXIII		6175858		95% confidence interval as reported		chrXIII		3913576		chrXIII		6175858				chrXIII		3913576						chrXIII		3913576		chrXIII		6175858		95% confidence interval as reported		chrXIII		3913576		chrXIII		6175858

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: Y8		body shape		9.89		chrXIII		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		13		GAest67		nearest microsatellite		chrXIII		3913576										GAest67		microsatellite left of genetic map confidence interval distance		chrXIII		3913576		Stn156		microsatellite right of genetic map confidence interval distance		chrXIII		13180379		95% confidence interval as reported		chrXIII		3913576		chrXIII		13180379				chrXIII		3913576						chrXIII		3913576		chrXIII		13180379		95% confidence interval as reported		chrXIII		3913576		chrXIII		13180379				chrXIII		3913576						chrXIII		3913576		chrXIII		13180379		95% confidence interval as reported		chrXIII		3913576		chrXIII		13180379

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		pelvic girdle length		defence		10.44		chrXIII		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		13		Stn154		nearest microsatellite		chrXIII		9617733										GAest67		microsatellite left of genetic map confidence interval distance		chrXIII		3913576		Stn154		microsatellite right of genetic map confidence interval distance		chrXIII		9617733		95% confidence interval as reported		chrXIII		3913576		chrXIII		9617733				chrXIII		9617733						chrXIII		3913576		chrXIII		9617733		95% confidence interval as reported		chrXIII		3913576		chrXIII		9617733				chrXIII		9617733						chrXIII		3913576		chrXIII		9617733		95% confidence interval as reported		chrXIII		3913576		chrXIII		9617733

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: X5		body shape		7.09		chrXIII		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		13		Stn154		nearest microsatellite		chrXIII		9617733										GAest67		microsatellite left of genetic map confidence interval distance		chrXIII		3913576		Stn156		microsatellite right of genetic map confidence interval distance		chrXIII		13180379		95% confidence interval as reported		chrXIII		3913576		chrXIII		13180379				chrXIII		9617733						chrXIII		3913576		chrXIII		13180379		95% confidence interval as reported		chrXIII		3913576		chrXIII		13180379				chrXIII		9617733						chrXIII		3913576		chrXIII		13180379		95% confidence interval as reported		chrXIII		3913576		chrXIII		13180379

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: X1		body shape		9.32		chrXIII		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		13		Stn154		nearest microsatellite		chrXIII		9617733										GAest67		microsatellite left of genetic map confidence interval distance		chrXIII		3913576		Stn154		microsatellite right of genetic map confidence interval distance		chrXIII		9617733		95% confidence interval as reported		chrXIII		3913576		chrXIII		9617733				chrXIII		9617733						chrXIII		3913576		chrXIII		9617733		95% confidence interval as reported		chrXIII		3913576		chrXIII		9617733				chrXIII		9617733						chrXIII		3913576		chrXIII		9617733		95% confidence interval as reported		chrXIII		3913576		chrXIII		9617733

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: Y3		body shape		8.00		chrXIII		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		13		Stn154		nearest microsatellite		chrXIII		9617733										GAest67		microsatellite left of genetic map confidence interval distance		chrXIII		3913576		Stn156		microsatellite right of genetic map confidence interval distance		chrXIII		13180379		95% confidence interval as reported		chrXIII		3913576		chrXIII		13180379				chrXIII		9617733						chrXIII		3913576		chrXIII		13180379		95% confidence interval as reported		chrXIII		3913576		chrXIII		13180379				chrXIII		9617733						chrXIII		3913576		chrXIII		13180379		95% confidence interval as reported		chrXIII		3913576		chrXIII		13180379

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: X4		body shape		8.92		chrXIII		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		13		Stn156		nearest microsatellite		chrXIII		13180379										GAest67		microsatellite left of genetic map confidence interval distance		chrXIII		3913576		Stn156		microsatellite right of genetic map confidence interval distance		chrXIII		13180379		95% confidence interval as reported		chrXIII		3913576		chrXIII		13180379				chrXIII		13180379						chrXIII		3913576		chrXIII		13180379		95% confidence interval as reported		chrXIII		3913576		chrXIII		13180379				chrXIII		13180379						chrXIII		3913576		chrXIII		13180379		95% confidence interval as reported		chrXIII		3913576		chrXIII		13180379

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: Y6		body shape		7.90		chrXIX		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		19		Stn194		nearest microsatellite		chrXIX		11789382										Stn185		microsatellite left of genetic map confidence interval distance		chrXIX		1643763		GAest31		microsatellite right of genetic map confidence interval distance		chrXIX		15863729		95% confidence interval as reported		chrXIX		1643763		chrXIX		15863729				chrXIX		12275532						chrXIX		1643763		chrXIX		8201185		95% confidence interval as reported		chrXIX		1643763		chrXIX		8201185				chrXIX		12647596						chrXIX		1806674		chrXIX		8573249		95% confidence interval as reported		chrXIX		1806674		chrXIX		8573249

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: X4		body shape		5.83		chrXV		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		15		Stn170		nearest microsatellite		chrXV		6134163										Stn170		microsatellite left of genetic map confidence interval distance		chrXV		6134163		Stn173		microsatellite right of genetic map confidence interval distance		chrXV		10145445		95% confidence interval as reported		chrXV		6134163		chrXV		10145445				chrXV		6134163						chrXV		6134163		chrXV		10145445		95% confidence interval as reported		chrXV		6134163		chrXV		10145445				chrXV		6450710						chrXV		6450710		chrXV		10461992		95% confidence interval as reported		chrXV		6450710		chrXV		10461992

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		first dorsal spine length		defence		6.01		chrXVI		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		16		Stn315		nearest microsatellite		chrXVI		4544023										Stn315		microsatellite left of genetic map confidence interval distance		chrXVI		4544023		Stn179		microsatellite right of genetic map confidence interval distance		chrXVI		15284747		95% confidence interval as reported		chrXVI		4544023		chrXVI		15284747				chrXVI		4544023						chrXVI		4544023		chrXVI		15284747		95% confidence interval as reported		chrXVI		4544023		chrXVI		15284747				chrXVI		4544023						chrXVI		4544023		chrXVI		15284747		95% confidence interval as reported		chrXVI		4544023		chrXVI		15284747

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: Y4		body shape		8.06		chrXVI		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		16		Stn174		nearest microsatellite		chrXVI		6274460										Stn315		microsatellite left of genetic map confidence interval distance		chrXVI		4544023		Stn179		microsatellite right of genetic map confidence interval distance		chrXVI		15284747		95% confidence interval as reported		chrXVI		4544023		chrXVI		15284747				chrXVI		6274460						chrXVI		4544023		chrXVI		15284747		95% confidence interval as reported		chrXVI		4544023		chrXVI		15284747				chrXVI		6274460						chrXVI		4544023		chrXVI		15284747		95% confidence interval as reported		chrXVI		4544023		chrXVI		15284747

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: Y5		body shape		10.05		chrXVI		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		16		Stn174		nearest microsatellite		chrXVI		6274460										GAest51		microsatellite left of genetic map confidence interval distance		chrXVI		12808591		Stn299		microsatellite right of genetic map confidence interval distance		chrXVI		7973363		95% confidence interval as reported		chrXVI		7973363		chrXVI		12808591				chrXVI		6274460						chrXVI		12808591		chrXVI		7973363		95% confidence interval as reported		chrXVI		7973363		chrXVI		12808591				chrXVI		6274460						chrXVI		12808591		chrXVI		7973363		95% confidence interval as reported		chrXVI		7973363		chrXVI		12808591

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: Y3		body shape		7.72		chrXVII		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		17		GAest4		nearest microsatellite		chrXVII		5471871										Stn201		microsatellite left of genetic map confidence interval distance		chrXVII		873872		GAest4		microsatellite right of genetic map confidence interval distance		chrXVII		5471871		95% confidence interval as reported		chrXVII		873872		chrXVII		5471871				chrXVII		5471871						chrXVII		873872		chrXVII		5471871		95% confidence interval as reported		chrXVII		873872		chrXVII		5471871				chrXVII		6016605						chrXVII		1418606		chrXVII		6016605		95% confidence interval as reported		chrXVII		1418606		chrXVII		6016605

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: X4		body shape		8.18		chrXX		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		20		Stn214		nearest microsatellite		chrXX		7483155										Stn214		microsatellite left of genetic map confidence interval distance		chrXX		7483155		Gac1125		microsatellite right of genetic map confidence interval distance		chrXX		16009419		95% confidence interval as reported		chrXX		7483155		chrXX		16009419				chrXX		11606611						chrXX		11606611		chrXX		3080347		95% confidence interval as reported		chrXX		3080347		chrXX		11606611				chrXX		12030532						chrXX		12030532		chrXX		3504268		95% confidence interval as reported		chrXX		3504268		chrXX		12030532

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: X11		body shape		11.52		chrX		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2, WARNING: best locus and confidence interval not on same chromosome		10		GAest63		nearest microsatellite		chrXX		8579616										Stn123		microsatellite left of genetic map confidence interval distance		chrX		7152473		Gac4160		microsatellite right of genetic map confidence interval distance		chrX		14148435		95% confidence interval as reported		chrX		7152473		chrX		14148435		1		chrXX		10510150						chrX		8262608		chrX		15258570		95% confidence interval as reported		chrX		8262608		chrX		15258570		1		chrXX		10934071						chrX		9231620		chrX		16227582		95% confidence interval as reported		chrX		9231620		chrX		16227582		1

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: X17		body shape		11.89		chrXXI		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		21		Stn208		nearest microsatellite		chrXXI		6525514										GAest34		microsatellite left of genetic map confidence interval distance		chrXXI		4278648		GAest8		microsatellite right of genetic map confidence interval distance		chrXXI		8938069		95% confidence interval as reported		chrXXI		4278648		chrXXI		8938069				chrXXI		9173927						chrXXI		6927061		chrXXI		11586482		95% confidence interval as reported		chrXXI		6927061		chrXXI		11586482				chrXXI		10669662						chrXXI		8422796		chrXXI		13082217		95% confidence interval as reported		chrXXI		8422796		chrXXI		13082217

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: X1		body shape		16.81		chrXXI		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		21		Stn223		nearest microsatellite		chrXXI		7545763										Stn208		microsatellite left of genetic map confidence interval distance		chrXXI		6525514		GAest8		microsatellite right of genetic map confidence interval distance		chrXXI		8938069		95% confidence interval as reported		chrXXI		6525514		chrXXI		8938069				chrXXI		10194176						chrXXI		9173927		chrXXI		11586482		95% confidence interval as reported		chrXXI		9173927		chrXXI		11586482				chrXXI		11689911						chrXXI		10669662		chrXXI		13082217		95% confidence interval as reported		chrXXI		10669662		chrXXI		13082217

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: Y3		body shape		7.78		chrXXI		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		21		Stn223		nearest microsatellite		chrXXI		7545763										Stn208		microsatellite left of genetic map confidence interval distance		chrXXI		6525514		GAest8		microsatellite right of genetic map confidence interval distance		chrXXI		8938069		95% confidence interval as reported		chrXXI		6525514		chrXXI		8938069				chrXXI		10194176						chrXXI		9173927		chrXXI		11586482		95% confidence interval as reported		chrXXI		9173927		chrXXI		11586482				chrXXI		11689911						chrXXI		10669662		chrXXI		13082217		95% confidence interval as reported		chrXXI		10669662		chrXXI		13082217

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: Y4		body shape		15.64		chrXXI		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		21		Stn223		nearest microsatellite		chrXXI		7545763										Stn208		microsatellite left of genetic map confidence interval distance		chrXXI		6525514		GAest8		microsatellite right of genetic map confidence interval distance		chrXXI		8938069		95% confidence interval as reported		chrXXI		6525514		chrXXI		8938069				chrXXI		10194176						chrXXI		9173927		chrXXI		11586482		95% confidence interval as reported		chrXXI		9173927		chrXXI		11586482				chrXXI		11689911						chrXXI		10669662		chrXXI		13082217		95% confidence interval as reported		chrXXI		10669662		chrXXI		13082217

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		number of plates		defence		10.60		chrXXI		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		21		Stn223		nearest microsatellite		chrXXI		7545763										Stn208		microsatellite left of genetic map confidence interval distance		chrXXI		6525514		GAest8		microsatellite right of genetic map confidence interval distance		chrXXI		8938069		95% confidence interval as reported		chrXXI		6525514		chrXXI		8938069				chrXXI		10194176						chrXXI		9173927		chrXXI		11586482		95% confidence interval as reported		chrXXI		9173927		chrXXI		11586482				chrXXI		11689911						chrXXI		10669662		chrXXI		13082217		95% confidence interval as reported		chrXXI		10669662		chrXXI		13082217

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: X12		body shape		23.51		chrXXI		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		21		Stn223		nearest microsatellite		chrXXI		7545763										Stn208		microsatellite left of genetic map confidence interval distance		chrXXI		6525514		GAest8		microsatellite right of genetic map confidence interval distance		chrXXI		8938069		95% confidence interval as reported		chrXXI		6525514		chrXXI		8938069				chrXXI		10194176						chrXXI		9173927		chrXXI		11586482		95% confidence interval as reported		chrXXI		9173927		chrXXI		11586482				chrXXI		11689911						chrXXI		10669662		chrXXI		13082217		95% confidence interval as reported		chrXXI		10669662		chrXXI		13082217

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: Y12		body shape		12.67		chrXXI		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		21		Stn223		nearest microsatellite		chrXXI		7545763										Stn223		microsatellite left of genetic map confidence interval distance		chrXXI		7545763		GAest8		microsatellite right of genetic map confidence interval distance		chrXXI		8938069		95% confidence interval as reported		chrXXI		7545763		chrXXI		8938069				chrXXI		10194176						chrXXI		10194176		chrXXI		11586482		95% confidence interval as reported		chrXXI		10194176		chrXXI		11586482				chrXXI		11689911						chrXXI		11689911		chrXXI		13082217		95% confidence interval as reported		chrXXI		11689911		chrXXI		13082217

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		second spine length		defence		57.64		chrXXI		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		21		Stn223		nearest microsatellite		chrXXI		7545763										Stn223		microsatellite left of genetic map confidence interval distance		chrXXI		7545763		GAest8		microsatellite right of genetic map confidence interval distance		chrXXI		8938069		95% confidence interval as reported		chrXXI		7545763		chrXXI		8938069				chrXXI		10194176						chrXXI		10194176		chrXXI		11586482		95% confidence interval as reported		chrXXI		10194176		chrXXI		11586482				chrXXI		11689911						chrXXI		11689911		chrXXI		13082217		95% confidence interval as reported		chrXXI		11689911		chrXXI		13082217

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		pelvic spine length		defence		56.16		chrXXI		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		21		Stn223		nearest microsatellite		chrXXI		7545763										Stn223		microsatellite left of genetic map confidence interval distance		chrXXI		7545763		GAest8		microsatellite right of genetic map confidence interval distance		chrXXI		8938069		95% confidence interval as reported		chrXXI		7545763		chrXXI		8938069				chrXXI		10194176						chrXXI		10194176		chrXXI		11586482		95% confidence interval as reported		chrXXI		10194176		chrXXI		11586482				chrXXI		11689911						chrXXI		11689911		chrXXI		13082217		95% confidence interval as reported		chrXXI		11689911		chrXXI		13082217

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		centroid size / body size		body size		27.89		chrXXI		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		21		Stn223		nearest microsatellite		chrXXI		7545763										Stn223		microsatellite left of genetic map confidence interval distance		chrXXI		7545763		GAest8		microsatellite right of genetic map confidence interval distance		chrXXI		8938069		95% confidence interval as reported		chrXXI		7545763		chrXXI		8938069				chrXXI		10194176						chrXXI		10194176		chrXXI		11586482		95% confidence interval as reported		chrXXI		10194176		chrXXI		11586482				chrXXI		11689911						chrXXI		11689911		chrXXI		13082217		95% confidence interval as reported		chrXXI		11689911		chrXXI		13082217

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: X4		body shape		25.82		chrXXI		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		21		Stn223		nearest microsatellite		chrXXI		7545763										Stn223		microsatellite left of genetic map confidence interval distance		chrXXI		7545763		GAest8		microsatellite right of genetic map confidence interval distance		chrXXI		8938069		95% confidence interval as reported		chrXXI		7545763		chrXXI		8938069				chrXXI		10194176						chrXXI		10194176		chrXXI		11586482		95% confidence interval as reported		chrXXI		10194176		chrXXI		11586482				chrXXI		11689911						chrXXI		11689911		chrXXI		13082217		95% confidence interval as reported		chrXXI		11689911		chrXXI		13082217

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: X6		body shape		12.81		chrXXI		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		21		Stn223		nearest microsatellite		chrXXI		7545763										Stn223		microsatellite left of genetic map confidence interval distance		chrXXI		7545763		GAest8		microsatellite right of genetic map confidence interval distance		chrXXI		8938069		95% confidence interval as reported		chrXXI		7545763		chrXXI		8938069				chrXXI		10194176						chrXXI		10194176		chrXXI		11586482		95% confidence interval as reported		chrXXI		10194176		chrXXI		11586482				chrXXI		11689911						chrXXI		11689911		chrXXI		13082217		95% confidence interval as reported		chrXXI		11689911		chrXXI		13082217

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: Y11		body shape		32.53		chrXXI		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		21		Stn223		nearest microsatellite		chrXXI		7545763										Stn223		microsatellite left of genetic map confidence interval distance		chrXXI		7545763		GAest8		microsatellite right of genetic map confidence interval distance		chrXXI		8938069		95% confidence interval as reported		chrXXI		7545763		chrXXI		8938069				chrXXI		10194176						chrXXI		10194176		chrXXI		11586482		95% confidence interval as reported		chrXXI		10194176		chrXXI		11586482				chrXXI		11689911						chrXXI		11689911		chrXXI		13082217		95% confidence interval as reported		chrXXI		11689911		chrXXI		13082217

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: X13		body shape		34.47		chrXXI		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		21		Stn223		nearest microsatellite		chrXXI		7545763										Stn223		microsatellite left of genetic map confidence interval distance		chrXXI		7545763		GAest8		microsatellite right of genetic map confidence interval distance		chrXXI		8938069		95% confidence interval as reported		chrXXI		7545763		chrXXI		8938069				chrXXI		10194176						chrXXI		10194176		chrXXI		11586482		95% confidence interval as reported		chrXXI		10194176		chrXXI		11586482				chrXXI		11689911						chrXXI		11689911		chrXXI		13082217		95% confidence interval as reported		chrXXI		11689911		chrXXI		13082217

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: X9		body shape		15.07		chrXXI		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		21		Stn223		nearest microsatellite		chrXXI		7545763										Stn223		microsatellite left of genetic map confidence interval distance		chrXXI		7545763		GAest8		microsatellite right of genetic map confidence interval distance		chrXXI		8938069		95% confidence interval as reported		chrXXI		7545763		chrXXI		8938069				chrXXI		10194176						chrXXI		10194176		chrXXI		11586482		95% confidence interval as reported		chrXXI		10194176		chrXXI		11586482				chrXXI		11689911						chrXXI		11689911		chrXXI		13082217		95% confidence interval as reported		chrXXI		11689911		chrXXI		13082217

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		first dorsal spine length		defence		50.55		chrXXI		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		21		Stn223		nearest microsatellite		chrXXI		7545763										Stn223		microsatellite left of genetic map confidence interval distance		chrXXI		7545763		GAest8		microsatellite right of genetic map confidence interval distance		chrXXI		8938069		95% confidence interval as reported		chrXXI		7545763		chrXXI		8938069				chrXXI		10194176						chrXXI		10194176		chrXXI		11586482		95% confidence interval as reported		chrXXI		10194176		chrXXI		11586482				chrXXI		11689911						chrXXI		11689911		chrXXI		13082217		95% confidence interval as reported		chrXXI		11689911		chrXXI		13082217

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: X5		body shape		41.05		chrXXI		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		21		Stn223		nearest microsatellite		chrXXI		7545763										Stn223		microsatellite left of genetic map confidence interval distance		chrXXI		7545763		GAest8		microsatellite right of genetic map confidence interval distance		chrXXI		8938069		95% confidence interval as reported		chrXXI		7545763		chrXXI		8938069				chrXXI		10194176						chrXXI		10194176		chrXXI		11586482		95% confidence interval as reported		chrXXI		10194176		chrXXI		11586482				chrXXI		11689911						chrXXI		11689911		chrXXI		13082217		95% confidence interval as reported		chrXXI		11689911		chrXXI		13082217

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: Y5		body shape		11.66		chrXII		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2, WARNING: best locus and confidence interval not on same chromosome		12		GAest8		nearest microsatellite		chrXXI		8938069										Stn138		microsatellite left of genetic map confidence interval distance		chrXII		4247384		GAest30		microsatellite right of genetic map confidence interval distance		chrXII		18935717		95% confidence interval as reported		chrXII		4247384		chrXII		18401067				chrXXI		11586482						chrXII		15378814		chrXII		19270239		95% confidence interval as reported, to chromosome end		chrXII		15378814		chrXII		19270239		1		chrXXI		13082217						chrXII		16682788		chrXII		20772122		95% confidence interval as reported, to chromosome end		chrXII		16682788		chrXII		20772122		1

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: Y1		body shape		7.60		chrXXI		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		21		GAest8		nearest microsatellite		chrXXI		8938069										Stn208		microsatellite left of genetic map confidence interval distance		chrXXI		6525514		GAest8		microsatellite right of genetic map confidence interval distance		chrXXI		8938069		95% confidence interval as reported		chrXXI		6525514		chrXXI		8938069				chrXXI		11586482						chrXXI		9173927		chrXXI		11586482		95% confidence interval as reported		chrXXI		9173927		chrXXI		11586482				chrXXI		13082217						chrXXI		10669662		chrXXI		13082217		95% confidence interval as reported		chrXXI		10669662		chrXXI		13082217

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: X8		body shape		24.16		chrXXI		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		21		GAest8		nearest microsatellite		chrXXI		8938069										Stn208		microsatellite left of genetic map confidence interval distance		chrXXI		6525514		GAest8		microsatellite right of genetic map confidence interval distance		chrXXI		8938069		95% confidence interval as reported		chrXXI		6525514		chrXXI		8938069				chrXXI		11586482						chrXXI		9173927		chrXXI		11586482		95% confidence interval as reported		chrXXI		9173927		chrXXI		11586482				chrXXI		13082217						chrXXI		10669662		chrXXI		13082217		95% confidence interval as reported		chrXXI		10669662		chrXXI		13082217

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: X16		body shape		12.70		chrXXI		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		21		GAest8		nearest microsatellite		chrXXI		8938069										Stn208		microsatellite left of genetic map confidence interval distance		chrXXI		6525514		GAest8		microsatellite right of genetic map confidence interval distance		chrXXI		8938069		95% confidence interval as reported		chrXXI		6525514		chrXXI		8938069				chrXXI		11586482						chrXXI		9173927		chrXXI		11586482		95% confidence interval as reported		chrXXI		9173927		chrXXI		11586482				chrXXI		13082217						chrXXI		10669662		chrXXI		13082217		95% confidence interval as reported		chrXXI		10669662		chrXXI		13082217

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		pelvic girdle length		defence		34.60		chrXXI		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		21		GAest8		nearest microsatellite		chrXXI		8938069										Stn223		microsatellite left of genetic map confidence interval distance		chrXXI		7545763		GAest8		microsatellite right of genetic map confidence interval distance		chrXXI		8938069		95% confidence interval as reported		chrXXI		7545763		chrXXI		8938069				chrXXI		11586482						chrXXI		10194176		chrXXI		11586482		95% confidence interval as reported		chrXXI		10194176		chrXXI		11586482				chrXXI		13082217						chrXXI		11689911		chrXXI		13082217		95% confidence interval as reported		chrXXI		11689911		chrXXI		13082217

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: X2		body shape		19.06		chrXXI		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		21		GAest8		nearest microsatellite		chrXXI		8938069										Stn223		microsatellite left of genetic map confidence interval distance		chrXXI		7545763		GAest8		microsatellite right of genetic map confidence interval distance		chrXXI		8938069		95% confidence interval as reported		chrXXI		7545763		chrXXI		8938069				chrXXI		11586482						chrXXI		10194176		chrXXI		11586482		95% confidence interval as reported		chrXXI		10194176		chrXXI		11586482				chrXXI		13082217						chrXXI		11689911		chrXXI		13082217		95% confidence interval as reported		chrXXI		11689911		chrXXI		13082217

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: Y15		body shape		13.07		chrXXI		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		21		GAest8		nearest microsatellite		chrXXI		8938069										Stn223		microsatellite left of genetic map confidence interval distance		chrXXI		7545763		GAest8		microsatellite right of genetic map confidence interval distance		chrXXI		8938069		95% confidence interval as reported		chrXXI		7545763		chrXXI		8938069				chrXXI		11586482						chrXXI		10194176		chrXXI		11586482		95% confidence interval as reported		chrXXI		10194176		chrXXI		11586482				chrXXI		13082217						chrXXI		11689911		chrXXI		13082217		95% confidence interval as reported		chrXXI		11689911		chrXXI		13082217

		QTL		QTL mapping		Liu et al. 2014 G3		FI Baltic Sea marine female x FI Lake Pulmanki male cross		marine_freshwater		G. aculeatus		body shape: X2		body shape		8.53		chrX		Atlantic populations, region= 95% Bayesian confidence interval from paper, Tab. 1 and Tab. S2		10		GAest46		nearest microsatellite														Stn123		microsatellite left of genetic map confidence interval distance		chrX		7152473		Gac4160		microsatellite right of genetic map confidence interval distance		chrX		14148435		95% confidence interval as reported		chrX		7152473		chrX		14148435												chrX		8262608		chrX		15258570		95% confidence interval as reported		chrX		8262608		chrX		15258570												chrX		9231620		chrX		16227582		95% confidence interval as reported		chrX		9231620		chrX		16227582

		QTL		admixture mapping		Malek et al. 2012 Mol Ecol		BC Enos Lake benthic-limnetic admixed population		benthic_limnetic		G. aculeatus		color males		pigmentation		20.00		chrI		PVE approximately for all color loci combined				Stn5		microsatellite		chrI		7086284						chrI		7086382																		associated marker ± 1 Mb		chrI		6086284		chrI		8086382				chrI		7086284		chrI		7086382										associated marker ± 1 Mb		chrI		6086284		chrI		8086382				chrI		7567439		chrI		7567537										associated marker ± 1 Mb		chrI		6567439		chrI		8567537

		QTL		admixture mapping		Malek et al. 2012 Mol Ecol		BC Enos Lake benthic-limnetic admixed population		benthic_limnetic		G. aculeatus		shape males		body shape		4.25		chrI						Stn5		microsatellite		chrI		7086284						chrI		7086382																		associated marker ± 1 Mb		chrI		6086284		chrI		8086382				chrI		7086284		chrI		7086382										associated marker ± 1 Mb		chrI		6086284		chrI		8086382				chrI		7567439		chrI		7567537										associated marker ± 1 Mb		chrI		6567439		chrI		8567537

		QTL		admixture mapping		Malek et al. 2012 Mol Ecol		BC Enos Lake benthic-limnetic admixed population		benthic_limnetic		G. aculeatus		color males		pigmentation		20.00		chrIV		PVE approximately for all color loci combined				Stn46		microsatellite		chrIV		15232047						chrIV		15232282																		associated marker ± 1 Mb		chrIV		14232047		chrIV		16232282				chrIV		15232047		chrIV		15232282										associated marker ± 1 Mb		chrIV		14232047		chrIV		16232282				chrIV		15232047		chrIV		15232282										associated marker ± 1 Mb		chrIV		14232047		chrIV		16232282

		QTL		admixture mapping		Malek et al. 2012 Mol Ecol		BC Enos Lake benthic-limnetic admixed population		benthic_limnetic		G. aculeatus		shape males		body shape		5.33		chrIV						Stn46		microsatellite		chrIV		15232047						chrIV		15232282																		associated marker ± 1 Mb		chrIV		14232047		chrIV		16232282				chrIV		15232047		chrIV		15232282										associated marker ± 1 Mb		chrIV		14232047		chrIV		16232282				chrIV		15232047		chrIV		15232282										associated marker ± 1 Mb		chrIV		14232047		chrIV		16232282

		QTL		admixture mapping		Malek et al. 2012 Mol Ecol		BC Enos Lake benthic-limnetic admixed population		benthic_limnetic		G. aculeatus		color males		pigmentation		20.00		chrIV		PVE approximately for all color loci combined				Stn292		microsatellite		chrIV		24284606						chrIV		24284769																		associated marker ± 1 Mb		chrIV		23284606		chrIV		25284769				chrIV		21891138		chrIV		21890975										associated marker ± 1 Mb		chrIV		20890975		chrIV		22891138				chrIV		21891138		chrIV		21890975										associated marker ± 1 Mb		chrIV		20890975		chrIV		22891138

		QTL		admixture mapping		Malek et al. 2012 Mol Ecol		BC Enos Lake benthic-limnetic admixed population		benthic_limnetic		G. aculeatus		shape males		body shape		4.02		chrIV						Stn292		microsatellite		chrIV		24284606						chrIV		24284769																		associated marker ± 1 Mb		chrIV		23284606		chrIV		25284769				chrIV		21891138		chrIV		21890975										associated marker ± 1 Mb		chrIV		20890975		chrIV		22891138				chrIV		21891138		chrIV		21890975										associated marker ± 1 Mb		chrIV		20890975		chrIV		22891138

		QTL		admixture mapping		Malek et al. 2012 Mol Ecol		BC Enos Lake benthic-limnetic admixed population		benthic_limnetic		G. aculeatus		color males		pigmentation		20.00		chrVII		PVE approximately for all color loci combined				Stn71		microsatellite		chrVII		7478502						chrVII		7478687																		associated marker ± 1 Mb		chrVII		6478502		chrVII		8478687				chrVII		7478502		chrVII		7478687										associated marker ± 1 Mb		chrVII		6478502		chrVII		8478687				chrVII		8007487		chrVII		8007672										associated marker ± 1 Mb		chrVII		7007487		chrVII		9007672

		QTL		admixture mapping		Malek et al. 2012 Mol Ecol		BC Enos Lake benthic-limnetic admixed population		benthic_limnetic		G. aculeatus		shape males		body shape		4.75		chrVII						Stn71		microsatellite		chrVII		7478502						chrVII		7478687																		associated marker ± 1 Mb		chrVII		6478502		chrVII		8478687				chrVII		7478502		chrVII		7478687										associated marker ± 1 Mb		chrVII		6478502		chrVII		8478687				chrVII		8007487		chrVII		8007672										associated marker ± 1 Mb		chrVII		7007487		chrVII		9007672

		QTL		admixture mapping		Malek et al. 2012 Mol Ecol		BC Enos Lake benthic-limnetic admixed population		benthic_limnetic		G. aculeatus		color males		pigmentation		20.00		chrVII		PVE approximately for all color loci combined				Stn321		microsatellite		chrVII		13663683						chrVII		13664252																		associated marker ± 1 Mb		chrVII		12663683		chrVII		14664252				chrVII		15411863		chrVII		15412432										associated marker ± 1 Mb		chrVII		14411863		chrVII		16412432				chrVII		16316216		chrVII		16316785										associated marker ± 1 Mb		chrVII		15316216		chrVII		17316785

		QTL		admixture mapping		Malek et al. 2012 Mol Ecol		BC Enos Lake benthic-limnetic admixed population		benthic_limnetic		G. aculeatus		shape males		body shape		4.64		chrVII						Stn321		microsatellite		chrVII		13663683						chrVII		13664252																		associated marker ± 1 Mb		chrVII		12663683		chrVII		14664252				chrVII		15411863		chrVII		15412432										associated marker ± 1 Mb		chrVII		14411863		chrVII		16412432				chrVII		16316216		chrVII		16316785										associated marker ± 1 Mb		chrVII		15316216		chrVII		17316785

		QTL		admixture mapping		Malek et al. 2012 Mol Ecol		BC Enos Lake benthic-limnetic admixed population		benthic_limnetic		G. aculeatus		color males		pigmentation		20.00		chrVII		PVE approximately for all color loci combined				Stn74		microsatellite		chrVII		19807490						chrVII		19808044																		associated marker ± 1 Mb		chrVII		18807490		chrVII		20808044				chrVII		21555670		chrVII		21556224										associated marker ± 1 Mb		chrVII		20555670		chrVII		22556224				chrVII		22460023		chrVII		22460577										associated marker ± 1 Mb		chrVII		21460023		chrVII		23460577

		QTL		admixture mapping		Malek et al. 2012 Mol Ecol		BC Enos Lake benthic-limnetic admixed population		benthic_limnetic		G. aculeatus		shape males		body shape		6.14		chrVII						Stn74		microsatellite		chrVII		19807490						chrVII		19808044																		associated marker ± 1 Mb		chrVII		18807490		chrVII		20808044				chrVII		21555670		chrVII		21556224										associated marker ± 1 Mb		chrVII		20555670		chrVII		22556224				chrVII		22460023		chrVII		22460577										associated marker ± 1 Mb		chrVII		21460023		chrVII		23460577

		QTL		admixture mapping		Malek et al. 2012 Mol Ecol		BC Enos Lake benthic-limnetic admixed population		benthic_limnetic		G. aculeatus		color males		pigmentation		20.00		chrIV		microsat not in reference, region from neighbors in genetic map (stn42 and stn46), PVE approximately for all color loci combined				Stn43		microsatellite														Stn42		microsatellite		chrIV		6107609		Stn46		microsatellite		chrIV		15232282		associated marker ± 1 Mb		chrIV		5107609		chrIV		16232282												chrIV		6107609		chrIV		15232282		associated marker ± 1 Mb		chrIV		5107609		chrIV		16232282												chrIV		6107609		chrIV		15232282		associated marker ± 1 Mb		chrIV		5107609		chrIV		16232282

		QTL		admixture mapping		Malek et al. 2012 Mol Ecol		BC Enos Lake benthic-limnetic admixed population		benthic_limnetic		G. aculeatus		shape males		body shape		6.56		chrIV		microsat not in reference, region from neighbors in genetic map (stn42 and stn46)				Stn43		microsatellite														Stn42		microsatellite		chrIV		6107609		Stn46		microsatellite		chrIV		15232282		associated marker ± 1 Mb		chrIV		5107609		chrIV		16232282												chrIV		6107609		chrIV		15232282		associated marker ± 1 Mb		chrIV		5107609		chrIV		16232282												chrIV		6107609		chrIV		15232282		associated marker ± 1 Mb		chrIV		5107609		chrIV		16232282

		QTL		QTL mapping		Miller et al. 2007 Cell		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		light gills map to a divergent regulatory allele of the Kit ligand (Kitlg) gene		pigmentation		56.10		chrXIX		cis-regulatory changes different				Stn191		microsatellite		chrXIX		10374706		Stn191		microsatellite		chrXIX		10374923																		associated marker ± 1 Mb		chrXIX		9374706		chrXIX		11374923				chrXIX		13690208		chrXIX		13689991										associated marker ± 1 Mb		chrXIX		12689991		chrXIX		14690208				chrXIX		14062272		chrXIX		14062055										associated marker ± 1 Mb		chrXIX		13062055		chrXIX		15062272

		QTL		QTL mapping		Miller et al. 2007 Cell		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		light ventrums map to a divergent regulatory allele of the Kit ligand (Kitlg) gene		pigmentation		56.10		chrXIX		cis-regulatory changes different				Stn191		microsatellite		chrXIX		10374706						chrXIX		10374923																		associated marker ± 1 Mb		chrXIX		9374706		chrXIX		11374923				chrXIX		13690208		chrXIX		13689991										associated marker ± 1 Mb		chrXIX		12689991		chrXIX		14690208				chrXIX		14062272		chrXIX		14062055										associated marker ± 1 Mb		chrXIX		13062055		chrXIX		15062272

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 5 hypo raker number		feeding		7.06		chrI		region = 1.5-LOD markers, File S3				Stn4		microsatellite		chrI		4730526		Stn4		microsatellite		chrI		4730725		Stn6		microsatellite		chrI		2765052		Stn9		microsatellite		chrI		18878190		1.5-LOD region as reported		chrI		2765052		chrI		18878190				chrI		4730526		chrI		4730725		chrI		2765052		chrI		18878190		1.5-LOD region as reported		chrI		2765052		chrI		18878190				chrI		5211681		chrI		5211880		chrI		3246207		chrI		19359345		1.5-LOD region as reported		chrI		3246207		chrI		19359345

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 2 length		feeding		4.25		chrI		region = 1.5-LOD markers, File S3				Stn248		microsatellite		chrI		5455664		Stn248		microsatellite		chrI		5456232		Stn4		microsatellite		chrI		4730526		Stn11		microsatellite		chrI		19627248		1.5-LOD region as reported		chrI		4730526		chrI		19627248				chrI		5455664		chrI		5456232		chrI		4730526		chrI		19627248		1.5-LOD region as reported		chrI		4730526		chrI		19627248				chrI		5936819		chrI		5937387		chrI		5211681		chrI		20108403		1.5-LOD region as reported		chrI		5211681		chrI		20108403

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Non-ray-bearing postdorsal pterygiophore number		swimming		5.55		chrI		region = 1.5-LOD markers, File S3				Stn248		microsatellite		chrI		5455664		Stn248		microsatellite		chrI		5456232		Stn330		microsatellite		chrI		2087763		Gac2111		microsatellite		chrI		17866367		1.5-LOD region as reported		chrI		2087763		chrI		17866367				chrI		5455664		chrI		5456232		chrI		2087763		chrI		17866367		1.5-LOD region as reported		chrI		2087763		chrI		17866367				chrI		5936819		chrI		5937387		chrI		2568918		chrI		18347522		1.5-LOD region as reported		chrI		2568918		chrI		18347522

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 2 joint raker number		feeding		5.31		chrI		region = 1.5-LOD markers, File S3				Stn7		microsatellite		chrI		7085842		Stn7		microsatellite		chrI		7086410		Stn2		microsatellite		chrUn		34680584		Stn240		microsatellite		chrI		16713323		1.5-LOD region as reported		chrUn		34680584		chrI		16713323		1		chrI		7085842		chrI		7086410		chrUn		14582572		chrI		16713323		1.5-LOD region as reported		chrUn		14582572		chrI		16713323		1		chrI		7566997		chrI		7567565		chrI		1917703		chrI		17194478		1.5-LOD region as reported		chrI		1917703		chrI		17194478

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Joint raker number		feeding		5.36		chrI		region = 1.5-LOD markers, File S3				Stn7		microsatellite		chrI		7085842		Stn7		microsatellite		chrI		7086410		Stn6		microsatellite		chrI		2765052		Gac2111		microsatellite		chrI		17866367		1.5-LOD region as reported		chrI		2765052		chrI		17866367				chrI		7085842		chrI		7086410		chrI		2765052		chrI		17866367		1.5-LOD region as reported		chrI		2765052		chrI		17866367				chrI		7566997		chrI		7567565		chrI		3246207		chrI		18347522		1.5-LOD region as reported		chrI		3246207		chrI		18347522

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Hypo raker number		feeding		6.35		chrI		region = 1.5-LOD markers, File S3				Stn7		microsatellite		chrI		7085842		Stn7		microsatellite		chrI		7086410		Stn4		microsatellite		chrI		4730526		Stn240		microsatellite		chrI		16713323		1.5-LOD region as reported		chrI		4730526		chrI		16713323				chrI		7085842		chrI		7086410		chrI		4730526		chrI		16713323		1.5-LOD region as reported		chrI		4730526		chrI		16713323				chrI		7566997		chrI		7567565		chrI		5211681		chrI		17194478		1.5-LOD region as reported		chrI		5211681		chrI		17194478

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 1 raker number		feeding		6.36		chrI		region = 1.5-LOD markers, File S3				Stn5		microsatellite		chrI		7086284		Stn5		microsatellite		chrI		7086382		Stn4		microsatellite		chrI		4730526		Stn272		microsatellite		chrI		9077346		1.5-LOD region as reported		chrI		4730526		chrI		9077346				chrI		7086284		chrI		7086382		chrI		4730526		chrI		9077346		1.5-LOD region as reported		chrI		4730526		chrI		9077346				chrI		7567439		chrI		7567537		chrI		5211681		chrI		9558501		1.5-LOD region as reported		chrI		5211681		chrI		9558501

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 3 raker number		feeding		6.70		chrI		region = 1.5-LOD markers, File S3				Stn5		microsatellite		chrI		7086284		Stn5		microsatellite		chrI		7086382		Stn281		microsatellite		chrI		2963181		Stn240		microsatellite		chrI		16713323		1.5-LOD region as reported		chrI		2963181		chrI		16713323				chrI		7086284		chrI		7086382		chrI		2963181		chrI		16713323		1.5-LOD region as reported		chrI		2963181		chrI		16713323				chrI		7567439		chrI		7567537		chrI		3444336		chrI		17194478		1.5-LOD region as reported		chrI		3444336		chrI		17194478

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Branchial arch 1 raker number		feeding		6.08		chrI		region = 1.5-LOD markers, File S3				Stn5		microsatellite		chrI		7086284		Stn5		microsatellite		chrI		7086382		Stn242		microsatellite		chrI		4631690		Stn272		microsatellite		chrI		9077346		1.5-LOD region as reported		chrI		4631690		chrI		9077346				chrI		7086284		chrI		7086382		chrI		4631690		chrI		9077346		1.5-LOD region as reported		chrI		4631690		chrI		9077346				chrI		7567439		chrI		7567537		chrI		5112845		chrI		9558501		1.5-LOD region as reported		chrI		5112845		chrI		9558501

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Branchial arch 2 raker number		feeding		7.46		chrI		region = 1.5-LOD markers, File S3				Stn5		microsatellite		chrI		7086284		Stn5		microsatellite		chrI		7086382		Stn4		microsatellite		chrI		4730526		Stn240		microsatellite		chrI		16713323		1.5-LOD region as reported		chrI		4730526		chrI		16713323				chrI		7086284		chrI		7086382		chrI		4730526		chrI		16713323		1.5-LOD region as reported		chrI		4730526		chrI		16713323				chrI		7567439		chrI		7567537		chrI		5211681		chrI		17194478		1.5-LOD region as reported		chrI		5211681		chrI		17194478

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Odd row raker number		feeding		7.71		chrI		region = 1.5-LOD markers, File S3				Stn5		microsatellite		chrI		7086284		Stn5		microsatellite		chrI		7086382		Stn4		microsatellite		chrI		4730526		Stn240		microsatellite		chrI		16713323		1.5-LOD region as reported		chrI		4730526		chrI		16713323				chrI		7086284		chrI		7086382		chrI		4730526		chrI		16713323		1.5-LOD region as reported		chrI		4730526		chrI		16713323				chrI		7567439		chrI		7567537		chrI		5211681		chrI		17194478		1.5-LOD region as reported		chrI		5211681		chrI		17194478

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		All raker number		feeding		6.37		chrI		region = 1.5-LOD markers, File S3				Stn5		microsatellite		chrI		7086284		Stn5		microsatellite		chrI		7086382		Stn4		microsatellite		chrI		4730526		Stn240		microsatellite		chrI		16713323		1.5-LOD region as reported		chrI		4730526		chrI		16713323				chrI		7086284		chrI		7086382		chrI		4730526		chrI		16713323		1.5-LOD region as reported		chrI		4730526		chrI		16713323				chrI		7567439		chrI		7567537		chrI		5211681		chrI		17194478		1.5-LOD region as reported		chrI		5211681		chrI		17194478

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Last postdorsal pterygiophore position		swimming		10.81		chrI		region = 1.5-LOD markers, File S3				Stn5		microsatellite		chrI		7086284		Stn5		microsatellite		chrI		7086382		Stn6		microsatellite		chrI		2765052		Tbx4(Stn221)		microsatellite		chrI		18570388		1.5-LOD region as reported		chrI		2765052		chrI		18570388				chrI		7086284		chrI		7086382		chrI		2765052		chrI		18570388		1.5-LOD region as reported		chrI		2765052		chrI		18570388				chrI		7567439		chrI		7567537		chrI		3246207		chrI		19051543		1.5-LOD region as reported		chrI		3246207		chrI		19051543

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 5 raker number		feeding		6.19		chrI		region = 1.5-LOD markers, File S3				Stn272		microsatellite		chrI		9077231		Stn272		microsatellite		chrI		9077346		Stn281		microsatellite		chrI		2963181		Stn240		microsatellite		chrI		16713323		1.5-LOD region as reported		chrI		2963181		chrI		16713323				chrI		9077231		chrI		9077346		chrI		2963181		chrI		16713323		1.5-LOD region as reported		chrI		2963181		chrI		16713323				chrI		9558386		chrI		9558501		chrI		3444336		chrI		17194478		1.5-LOD region as reported		chrI		3444336		chrI		17194478

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Branchial arch 3 raker number		feeding		4.89		chrI		region = 1.5-LOD markers, File S3				Stn272		microsatellite		chrI		9077231		Stn272		microsatellite		chrI		9077346		Stn281		microsatellite		chrI		2963181		Tbx4(Stn221)		microsatellite		chrI		18570388		1.5-LOD region as reported		chrI		2963181		chrI		18570388				chrI		9077231		chrI		9077346		chrI		2963181		chrI		18570388		1.5-LOD region as reported		chrI		2963181		chrI		18570388				chrI		9558386		chrI		9558501		chrI		3444336		chrI		19051543		1.5-LOD region as reported		chrI		3444336		chrI		19051543

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ventral toothplate length		feeding		6.08		chrI		region = 1.5-LOD markers, File S3				Stn272		microsatellite		chrI		9077231		Stn272		microsatellite		chrI		9077346		Stn4		microsatellite		chrI		4730526		Tbx4(Stn221)		microsatellite		chrI		18570388		1.5-LOD region as reported		chrI		4730526		chrI		18570388				chrI		9077231		chrI		9077346		chrI		4730526		chrI		18570388		1.5-LOD region as reported		chrI		4730526		chrI		18570388				chrI		9558386		chrI		9558501		chrI		5211681		chrI		19051543		1.5-LOD region as reported		chrI		5211681		chrI		19051543

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ventral toothplate width		feeding		4.81		chrI		region = 1.5-LOD markers, File S3				Stn272		microsatellite		chrI		9077231		Stn272		microsatellite		chrI		9077346		Stn281		microsatellite		chrI		2963181		Stn11		microsatellite		chrI		19627248		1.5-LOD region as reported		chrI		2963181		chrI		19627248				chrI		9077231		chrI		9077346		chrI		2963181		chrI		19627248		1.5-LOD region as reported		chrI		2963181		chrI		19627248				chrI		9558386		chrI		9558501		chrI		3444336		chrI		20108403		1.5-LOD region as reported		chrI		3444336		chrI		20108403

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Frontal width		body shape		11.90		chrI		region = 1.5-LOD markers, File S3				Stn272		microsatellite		chrI		9077231		Stn272		microsatellite		chrI		9077346		Stn242		microsatellite		chrI		4631690		Stn240		microsatellite		chrI		16713323		1.5-LOD region as reported		chrI		4631690		chrI		16713323				chrI		9077231		chrI		9077346		chrI		4631690		chrI		16713323		1.5-LOD region as reported		chrI		4631690		chrI		16713323				chrI		9558386		chrI		9558501		chrI		5112845		chrI		17194478		1.5-LOD region as reported		chrI		5112845		chrI		17194478

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Supraoccipital crest width		body shape		7.01		chrI		region = 1.5-LOD markers, File S3				Stn272		microsatellite		chrI		9077231		Stn272		microsatellite		chrI		9077346		Stn242		microsatellite		chrI		4631690		Stn240		microsatellite		chrI		16713323		1.5-LOD region as reported		chrI		4631690		chrI		16713323				chrI		9077231		chrI		9077346		chrI		4631690		chrI		16713323		1.5-LOD region as reported		chrI		4631690		chrI		16713323				chrI		9558386		chrI		9558501		chrI		5112845		chrI		17194478		1.5-LOD region as reported		chrI		5112845		chrI		17194478

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Supraoccipital crest area		body shape		10.53		chrI		region = 1.5-LOD markers, File S3				Stn272		microsatellite		chrI		9077231		Stn272		microsatellite		chrI		9077346		Stn5		microsatellite		chrI		7086284		Stn240		microsatellite		chrI		16713323		1.5-LOD region as reported		chrI		7086284		chrI		16713323				chrI		9077231		chrI		9077346		chrI		7086284		chrI		16713323		1.5-LOD region as reported		chrI		7086284		chrI		16713323				chrI		9558386		chrI		9558501		chrI		7567439		chrI		17194478		1.5-LOD region as reported		chrI		7567439		chrI		17194478

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Opercle length		respiration		10.90		chrI		region = 1.5-LOD markers, File S3				Stn272		microsatellite		chrI		9077231		Stn272		microsatellite		chrI		9077346		Stn242		microsatellite		chrI		4631690		Stn11		microsatellite		chrI		19627248		1.5-LOD region as reported		chrI		4631690		chrI		19627248				chrI		9077231		chrI		9077346		chrI		4631690		chrI		19627248		1.5-LOD region as reported		chrI		4631690		chrI		19627248				chrI		9558386		chrI		9558501		chrI		5112845		chrI		20108403		1.5-LOD region as reported		chrI		5112845		chrI		20108403

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Last postanal pterygiophore position		swimming		10.94		chrI		region = 1.5-LOD markers, File S3				Stn240		microsatellite		chrI		16712775		Stn240		microsatellite		chrI		16713323		Stn272		microsatellite		chrI		9077231		Tbx4(Stn221)		microsatellite		chrI		18570388		1.5-LOD region as reported		chrI		9077231		chrI		18570388				chrI		16712775		chrI		16713323		chrI		9077231		chrI		18570388		1.5-LOD region as reported		chrI		9077231		chrI		18570388				chrI		17193930		chrI		17194478		chrI		9558386		chrI		19051543		1.5-LOD region as reported		chrI		9558386		chrI		19051543

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Even row raker number		feeding		3.17		chrI		region = 1.5-LOD markers, File S3				Stn9		microsatellite		chrI		18877960		Stn9		microsatellite		chrI		18878190		Stn282		microsatellite		chrI		2220911		Stn302		microsatellite		chrI		20849452		1.5-LOD region as reported		chrI		2220911		chrI		20849452				chrI		18877960		chrI		18878190		chrI		2220911		chrI		26363078		1.5-LOD region as reported		chrI		2220911		chrI		26363078				chrI		19359115		chrI		19359345		chrI		2702066		chrI		27135394		1.5-LOD region as reported		chrI		2702066		chrI		27135394

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Last anal fin ray position		swimming		14.38		chrI		region = 1.5-LOD markers, File S3				Stn11		microsatellite		chrI		19626633		Stn11		microsatellite		chrI		19627248		Stn240		microsatellite		chrI		16712775		Tbx4(Stn221)		microsatellite		chrI		18570388		1.5-LOD region as reported		chrI		16712775		chrI		18570388				chrI		19626633		chrI		19627248		chrI		16712775		chrI		18570388		1.5-LOD region as reported		chrI		16712775		chrI		18570388				chrI		20107788		chrI		20108403		chrI		17193930		chrI		19051543		1.5-LOD region as reported		chrI		17193930		chrI		19051543

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Vertebrae number		swimming		9.62		chrI		region = 1.5-LOD markers, File S3				Stn11		microsatellite		chrI		19626633		Stn11		microsatellite		chrI		19627248		Stn242		microsatellite		chrI		4631690		Gac2111		microsatellite		chrI		17866367		1.5-LOD region as reported		chrI		4631690		chrI		17866367				chrI		19626633		chrI		19627248		chrI		4631690		chrI		17866367		1.5-LOD region as reported		chrI		4631690		chrI		17866367				chrI		20107788		chrI		20108403		chrI		5112845		chrI		18347522		1.5-LOD region as reported		chrI		5112845		chrI		18347522

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 2 joint raker number		feeding		5.31		chrII		region = 1.5-LOD markers, File S3				Stn18		microsatellite		chrII		2141832		Stn18		microsatellite		chrII		2141942		Stn18		microsatellite		chrII		2141832		Stn268		microsatellite		chrII		13092244		1.5-LOD region as reported		chrII		2141832		chrII		13092244				chrII		2141832		chrII		2141942		chrII		2141832		chrII		13092244		1.5-LOD region as reported		chrII		2141832		chrII		13092244				chrII		2554409		chrII		2554519		chrII		2554409		chrII		13504821		1.5-LOD region as reported		chrII		2554409		chrII		13504821

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 3 epi raker number		feeding		6.39		chrII		region = 1.5-LOD markers, File S3				Stn17		microsatellite		chrII		3673898		Stn17		microsatellite		chrII		3674050		Stn18		microsatellite		chrII		2141832		Stn268		microsatellite		chrII		13092244		1.5-LOD region as reported		chrII		2141832		chrII		13092244				chrII		3673898		chrII		3674050		chrII		2141832		chrII		13092244		1.5-LOD region as reported		chrII		2141832		chrII		13092244				chrII		4086475		chrII		4086627		chrII		2554409		chrII		13504821		1.5-LOD region as reported		chrII		2554409		chrII		13504821

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Joint raker number		feeding		4.71		chrII		region = 1.5-LOD markers, File S3, missing Stn259 replaced by nearby Stn25				Stn17		microsatellite		chrII		3673898		Stn17		microsatellite		chrII		3674050		Stn18		microsatellite		chrII		2141832		Stn259(Stn25)		microsatellite		chrII		21162184		1.5-LOD region as reported		chrII		2141832		chrII		21162184				chrII		3673898		chrII		3674050		chrII		2141832		chrII		21162184		1.5-LOD region as reported		chrII		2141832		chrII		21162184				chrII		4086475		chrII		4086627		chrII		2554409		chrII		21574761		1.5-LOD region as reported		chrII		2554409		chrII		21574761

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Non-ray-bearing postanal pterygiophore number		swimming		5.53		chrII		region = 1.5-LOD markers, File S3, missing Stn259 replaced by nearby Stn25				Stn17		microsatellite		chrII		3673898		Stn17		microsatellite		chrII		3674050		Stn18		microsatellite		chrII		2141832		Stn259(Stn25)		microsatellite		chrII		21162184		1.5-LOD region as reported		chrII		2141832		chrII		21162184				chrII		3673898		chrII		3674050		chrII		2141832		chrII		21162184		1.5-LOD region as reported		chrII		2141832		chrII		21162184				chrII		4086475		chrII		4086627		chrII		2554409		chrII		21574761		1.5-LOD region as reported		chrII		2554409		chrII		21574761

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Opercle width		respiration		7.54		chrII		region = 1.5-LOD markers, File S3, missing Stn259 replaced by nearby Stn25				Stn297		microsatellite		chrII		5749631		Stn297		microsatellite		chrII		5753004		Stn277		microsatellite		chrII		3836220		Stn259(Stn25)		microsatellite		chrII		21162184		1.5-LOD region as reported		chrII		3836220		chrII		21162184				chrII		5749631		chrII		5753004		chrII		3836220		chrII		21162184		1.5-LOD region as reported		chrII		3836220		chrII		21162184				chrII		6162208		chrII		6165581		chrII		4248797		chrII		21574761		1.5-LOD region as reported		chrII		4248797		chrII		21574761

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Epibranchial 1 length		feeding		6.74		chrII		region = 1.5-LOD markers, File S3				Stn21		microsatellite		chrII		7048976		Stn21		microsatellite		chrII		7049171		Stn17		microsatellite		chrII		3673898		Stn16		microsatellite		chrII		7243415		1.5-LOD region as reported		chrII		3673898		chrII		7243415				chrII		7048976		chrII		7049171		chrII		3673898		chrII		7243415		1.5-LOD region as reported		chrII		3673898		chrII		7243415				chrII		7461553		chrII		7461748		chrII		4086475		chrII		7655992		1.5-LOD region as reported		chrII		4086475		chrII		7655992

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal spine 2 length		defence		3.91		chrII		region = 1.5-LOD markers, File S3, missing Stn259 replaced by nearby Stn25				Stn21		microsatellite		chrII		7048976		Stn21		microsatellite		chrII		7049171		Stn271		microsatellite		chrII		4374171		Stn259(Stn25)		microsatellite		chrII		21162184		1.5-LOD region as reported		chrII		4374171		chrII		21162184				chrII		7048976		chrII		7049171		chrII		4374171		chrII		21162184		1.5-LOD region as reported		chrII		4374171		chrII		21162184				chrII		7461553		chrII		7461748		chrII		4786748		chrII		21574761		1.5-LOD region as reported		chrII		4786748		chrII		21574761

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 1 length		feeding		10.37		chrII		region = 1.5-LOD markers, File S3, missing Stn259 replaced by nearby Stn25				Stn268		microsatellite		chrII		13092100		Stn268		microsatellite		chrII		13092244		Stn16		microsatellite		chrII		7242752		Stn259(Stn25)		microsatellite		chrII		21162184		1.5-LOD region as reported		chrII		7242752		chrII		21162184				chrII		13092100		chrII		13092244		chrII		7242752		chrII		21162184		1.5-LOD region as reported		chrII		7242752		chrII		21162184				chrII		13504677		chrII		13504821		chrII		7655329		chrII		21574761		1.5-LOD region as reported		chrII		7655329		chrII		21574761

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 2 length		feeding		8.46		chrII		region = 1.5-LOD markers, File S3, missing Stn259 replaced by nearby Stn25				Stn268		microsatellite		chrII		13092100		Stn268		microsatellite		chrII		13092244		Stn16		microsatellite		chrII		7242752		Stn259(Stn25)		microsatellite		chrII		21162184		1.5-LOD region as reported		chrII		7242752		chrII		21162184				chrII		13092100		chrII		13092244		chrII		7242752		chrII		21162184		1.5-LOD region as reported		chrII		7242752		chrII		21162184				chrII		13504677		chrII		13504821		chrII		7655329		chrII		21574761		1.5-LOD region as reported		chrII		7655329		chrII		21574761

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 4 length		feeding		5.19		chrII		region = 1.5-LOD markers, File S3, missing Stn259 replaced by nearby Stn25				Stn268		microsatellite		chrII		13092100		Stn268		microsatellite		chrII		13092244		Stn16		microsatellite		chrII		7242752		Stn259(Stn25)		microsatellite		chrII		21162184		1.5-LOD region as reported		chrII		7242752		chrII		21162184				chrII		13092100		chrII		13092244		chrII		7242752		chrII		21162184		1.5-LOD region as reported		chrII		7242752		chrII		21162184				chrII		13504677		chrII		13504821		chrII		7655329		chrII		21574761		1.5-LOD region as reported		chrII		7655329		chrII		21574761

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 2 length		feeding		6.73		chrII		region = 1.5-LOD markers, File S3				Stn259(Stn22/Stn25)		microsatellite		chrII		14542025		Stn259(Stn22/Stn25)		microsatellite		chrII		21162184		Stn22		microsatellite		chrII		14542025		Stn25		microsatellite		chrII		21162184		1.5-LOD region as reported		chrII		14542025		chrII		21162184				chrII		14542025		chrII		21162184		chrII		14542025		chrII		21162184		1.5-LOD region as reported		chrII		14542025		chrII		21162184				chrII		14954602		chrII		21574761		chrII		14954602		chrII		21574761		1.5-LOD region as reported		chrII		14954602		chrII		21574761

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 3 length		feeding		5.30		chrII		region = 1.5-LOD markers, File S3, missing Stn259 replaced by nearby Stn25				Stn22		microsatellite		chrII		14542025		Stn22		microsatellite		chrII		14542272		Stn16		microsatellite		chrII		7242752		Stn259(Stn25)		microsatellite		chrII		21162184		1.5-LOD region as reported		chrII		7242752		chrII		21162184				chrII		14542025		chrII		14542272		chrII		7242752		chrII		21162184		1.5-LOD region as reported		chrII		7242752		chrII		21162184				chrII		14954602		chrII		14954849		chrII		7655329		chrII		21574761		1.5-LOD region as reported		chrII		7655329		chrII		21574761

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 5 length		feeding		5.46		chrII		region = 1.5-LOD markers, File S3, missing Stn259 replaced by nearby Stn25				Stn22		microsatellite		chrII		14542025		Stn22		microsatellite		chrII		14542272		Stn22		microsatellite		chrII		14542025		Stn259(Stn25)		microsatellite		chrII		21162184		1.5-LOD region as reported		chrII		14542025		chrII		21162184				chrII		14542025		chrII		14542272		chrII		14542025		chrII		21162184		1.5-LOD region as reported		chrII		14542025		chrII		21162184				chrII		14954602		chrII		14954849		chrII		14954602		chrII		21574761		1.5-LOD region as reported		chrII		14954602		chrII		21574761

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Lateral raker spacing		feeding		3.48		chrII		region = 1.5-LOD markers, File S3				Stn24		microsatellite		chrII		21122251		Stn24		microsatellite		chrII		21122379		Stn21		microsatellite		chrII		7048976		Stn24		microsatellite		chrII		21122379		1.5-LOD region as reported		chrII		7048976		chrII		21122379				chrII		21122251		chrII		21122379		chrII		7048976		chrII		21122379		1.5-LOD region as reported		chrII		7048976		chrII		21122379				chrII		21534828		chrII		21534956		chrII		7461553		chrII		21534956		1.5-LOD region as reported		chrII		7461553		chrII		21534956

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ventral toothplate width		feeding		5.01		chrII		region = 1.5-LOD markers, File S3				Stn24		microsatellite		chrII		21122251		Stn24		microsatellite		chrII		21122379		Stn26		microsatellite		chrII		21231990		Stn24		microsatellite		chrII		21122379		1.5-LOD region as reported		chrII		21122379		chrII		21231990				chrII		21122251		chrII		21122379		chrII		21231990		chrII		21122379		1.5-LOD region as reported		chrII		21122379		chrII		21231990				chrII		21534828		chrII		21534956		chrII		21644567		chrII		21534956		1.5-LOD region as reported		chrII		21534956		chrII		21644567

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Premaxilla length		feeding		3.74		chrII		region = 1.5-LOD markers, File S3				Stn24		microsatellite		chrII		21122251		Stn24		microsatellite		chrII		21122379		Stn26		microsatellite		chrII		21231990		Stn24		microsatellite		chrII		21122379		1.5-LOD region as reported		chrII		21122379		chrII		21231990				chrII		21122251		chrII		21122379		chrII		21231990		chrII		21122379		1.5-LOD region as reported		chrII		21122379		chrII		21231990				chrII		21534828		chrII		21534956		chrII		21644567		chrII		21534956		1.5-LOD region as reported		chrII		21534956		chrII		21644567

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Premaxilla length		feeding		3.69		chrIII		region = 1.5-LOD markers, File S3				Stn31		microsatellite		chrIII		8038062		Stn31		microsatellite		chrIII		8038308		Stn328		microsatellite		chrIII		4622006		Stn35		microsatellite		chrIII		16391681		1.5-LOD region as reported		chrIII		4622006		chrIII		16391681				chrIII		8038062		chrIII		8038308		chrIII		4622006		chrIII		16391681		1.5-LOD region as reported		chrIII		4622006		chrIII		16391681				chrIII		8038062		chrIII		8038308		chrIII		4622006		chrIII		16690554		1.5-LOD region as reported		chrIII		4622006		chrIII		16690554

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal spine 1 length		defence		3.84		chrIII		region = 1.5-LOD markers, File S3				Stn33		microsatellite		chrIII		14937909		Stn33		microsatellite		chrIII		14938516		Stn270		microsatellite		chrIII		14416331		Stn35		microsatellite		chrIII		16391681		1.5-LOD region as reported		chrIII		14416331		chrIII		16391681				chrIII		14937909		chrIII		14938516		chrIII		14416331		chrIII		16391681		1.5-LOD region as reported		chrIII		14416331		chrIII		16391681				chrIII		15093179		chrIII		15093786		chrIII		14416331		chrIII		16690554		1.5-LOD region as reported		chrIII		14416331		chrIII		16690554

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 8 cerato raker number		feeding		4.65		chrIV		region = 1.5-LOD markers, File S3				Pitx2(Stn220)		gene marker		chrIV		1926094		Pitx2(Stn220)		gene marker		chrIV		1926286		Stn251		gene marker		chrIV		1283448		Stn38		microsatellite		chrIV		3004707		1.5-LOD region as reported		chrIV		1283448		chrIV		3004707				chrIV		1926094		chrIV		1926286		chrIV		1283448		chrIV		3004707		1.5-LOD region as reported		chrIV		1283448		chrIV		3004707				chrIV		1926094		chrIV		1926286		chrIV		1283448		chrIV		3004707		1.5-LOD region as reported		chrIV		1283448		chrIV		3004707

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Branchial arch 4 raker number		feeding		5.84		chrIV		region = 1.5-LOD markers, File S3				Pitx2(Stn220)		microsatellite		chrIV		1926094		Pitx2(Stn220)		microsatellite		chrIV		1926286		Stn251		microsatellite		chrIV		1283448		Stn38		microsatellite		chrIV		3004707		1.5-LOD region as reported		chrIV		1283448		chrIV		3004707				chrIV		1926094		chrIV		1926286		chrIV		1283448		chrIV		3004707		1.5-LOD region as reported		chrIV		1283448		chrIV		3004707				chrIV		1926094		chrIV		1926286		chrIV		1283448		chrIV		3004707		1.5-LOD region as reported		chrIV		1283448		chrIV		3004707

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Epi raker number		feeding		10.62		chrIV		region = 1.5-LOD markers, File S3				Stn38		microsatellite		chrIV		3004092		Stn38		microsatellite		chrIV		3004707		Pitx2(Stn220)		microsatellite		chrIV		1926094		Gac4174		microsatellite		chrIV		11586185		1.5-LOD region as reported		chrIV		1926094		chrIV		11586185				chrIV		3004092		chrIV		3004707		chrIV		1926094		chrIV		11586185		1.5-LOD region as reported		chrIV		1926094		chrIV		11586185				chrIV		3004092		chrIV		3004707		chrIV		1926094		chrIV		11586185		1.5-LOD region as reported		chrIV		1926094		chrIV		11586185

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 2 epi raker number		feeding		5.80		chrIV		region = 1.5-LOD markers, File S3, missing Gac62 replaced by nearby Stn38/Stn40				Gac62(Stn38)		microsatellite		chrIV		3004386		Gac62(Stn40)		microsatellite		chrIV		4455528		Pitx2(Stn220)		microsatellite		chrIV		1926094		Stn253		microsatellite		chrIV		21352626		1.5-LOD region as reported		chrIV		1926094		chrIV		21352626				chrIV		3004386		chrIV		4455528		chrIV		1926094		chrIV		24823118		1.5-LOD region as reported		chrIV		1926094		chrIV		24823118				chrIV		3004386		chrIV		4455528		chrIV		1926094		chrIV		25173376		1.5-LOD region as reported		chrIV		1926094		chrIV		25173376

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 6 epi raker number		feeding		7.57		chrIV		region = 1.5-LOD markers, File S3				Stn42		microsatellite		chrIV		6107609		Stn42		microsatellite		chrIV		6107867		Pitx2(Stn220)		microsatellite		chrIV		1926094		Gac4174		microsatellite		chrIV		11586185		1.5-LOD region as reported		chrIV		1926094		chrIV		11586185				chrIV		6107609		chrIV		6107867		chrIV		1926094		chrIV		11586185		1.5-LOD region as reported		chrIV		1926094		chrIV		11586185				chrIV		6107609		chrIV		6107867		chrIV		1926094		chrIV		11586185		1.5-LOD region as reported		chrIV		1926094		chrIV		11586185

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 6 joint raker number		feeding		7.73		chrIV		region = 1.5-LOD markers, File S3				Stn42		microsatellite		chrIV		6107609		Stn42		microsatellite		chrIV		6107867		Stn40		microsatellite		chrIV		4455356		Stn183		microsatellite		chrIV		14934462		1.5-LOD region as reported		chrIV		4455356		chrIV		14934462				chrIV		6107609		chrIV		6107867		chrIV		4455356		chrIV		14934462		1.5-LOD region as reported		chrIV		4455356		chrIV		14934462				chrIV		6107609		chrIV		6107867		chrIV		4455356		chrIV		14934462		1.5-LOD region as reported		chrIV		4455356		chrIV		14934462

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 4 cerato raker number		feeding		5.21		chrIV		region = 1.5-LOD markers, File S3				Gac4174		microsatellite		chrIV		11585867		Gac4174		microsatellite		chrIV		11586185		Stn42		microsatellite		chrIV		6107609		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		6107609		chrIV		28557932				chrIV		11585867		chrIV		11586185		chrIV		6107609		chrIV		28557932		1.5-LOD region as reported		chrIV		6107609		chrIV		28557932				chrIV		11585867		chrIV		11586185		chrIV		6107609		chrIV		28908190		1.5-LOD region as reported		chrIV		6107609		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal fin ray number		swimming		6.05		chrIV		region = 1.5-LOD markers, File S3				Gac4174		microsatellite		chrIV		11585867		Gac4174		microsatellite		chrIV		11586185		Stn42		microsatellite		chrIV		4455356		Stn309		microsatellite		chrIV		25376967		1.5-LOD region as reported		chrIV		4455356		chrIV		25376967				chrIV		11585867		chrIV		11586185		chrIV		4455356		chrIV		20798777		1.5-LOD region as reported		chrIV		4455356		chrIV		20798777				chrIV		11585867		chrIV		11586185		chrIV		4455356		chrIV		20798777		1.5-LOD region as reported		chrIV		4455356		chrIV		20798777

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 1 length		feeding		9.75		chrIV		region = 1.5-LOD markers, File S3				Stn45		microsatellite		chrIV		11742882		Stn45		microsatellite		chrIV		11743763		Stn42		microsatellite		chrIV		6107609		Stn183		microsatellite		chrIV		14934462		1.5-LOD region as reported		chrIV		6107609		chrIV		14934462				chrIV		11742882		chrIV		11743763		chrIV		6107609		chrIV		14934462		1.5-LOD region as reported		chrIV		6107609		chrIV		14934462				chrIV		11742882		chrIV		11743763		chrIV		6107609		chrIV		14934462		1.5-LOD region as reported		chrIV		6107609		chrIV		14934462

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 4 length		feeding		19.06		chrIV		region = 1.5-LOD markers, File S3				Stn45		microsatellite		chrIV		11742882		Stn45		microsatellite		chrIV		11743763		Stn42		microsatellite		chrIV		6107609		Stn183		microsatellite		chrIV		14934462		1.5-LOD region as reported		chrIV		6107609		chrIV		14934462				chrIV		11742882		chrIV		11743763		chrIV		6107609		chrIV		14934462		1.5-LOD region as reported		chrIV		6107609		chrIV		14934462				chrIV		11742882		chrIV		11743763		chrIV		6107609		chrIV		14934462		1.5-LOD region as reported		chrIV		6107609		chrIV		14934462

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 5 length		feeding		11.57		chrIV		region = 1.5-LOD markers, File S3				Stn45		microsatellite		chrIV		11742882		Stn45		microsatellite		chrIV		11743763		Stn42		microsatellite		chrIV		6107609		Stn266		microsatellite		chrIV		15625933		1.5-LOD region as reported		chrIV		6107609		chrIV		15625933				chrIV		11742882		chrIV		11743763		chrIV		6107609		chrIV		15625933		1.5-LOD region as reported		chrIV		6107609		chrIV		15625933				chrIV		11742882		chrIV		11743763		chrIV		6107609		chrIV		15625933		1.5-LOD region as reported		chrIV		6107609		chrIV		15625933

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dentary height		feeding		7.25		chrIV		region = 1.5-LOD markers, File S3				Stn45		microsatellite		chrIV		11742882		Stn45		microsatellite		chrIV		11743763		Stn40		microsatellite		chrIV		4455356		Stn46		microsatellite		chrIV		15232282		1.5-LOD region as reported		chrIV		4455356		chrIV		15232282				chrIV		11742882		chrIV		11743763		chrIV		4455356		chrIV		15232282		1.5-LOD region as reported		chrIV		4455356		chrIV		15232282				chrIV		11742882		chrIV		11743763		chrIV		4455356		chrIV		15232282		1.5-LOD region as reported		chrIV		4455356		chrIV		15232282

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		In-lever 2 of articular length		feeding		16.86		chrIV		region = 1.5-LOD markers, File S3				Stn45		microsatellite		chrIV		11742882		Stn45		microsatellite		chrIV		11743763		Stn40		microsatellite		chrIV		4455356		Stn46		microsatellite		chrIV		15232282		1.5-LOD region as reported		chrIV		4455356		chrIV		15232282				chrIV		11742882		chrIV		11743763		chrIV		4455356		chrIV		15232282		1.5-LOD region as reported		chrIV		4455356		chrIV		15232282				chrIV		11742882		chrIV		11743763		chrIV		4455356		chrIV		15232282		1.5-LOD region as reported		chrIV		4455356		chrIV		15232282

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Third predorsal pterygiophore position		swimming		9.11		chrIV		region = 1.5-LOD markers, File S3, missing Gac62 replaced by nearby Stn38				Stn45		microsatellite		chrIV		11742882		Stn45		microsatellite		chrIV		11743763		Gac62(Stn38)		microsatellite		chrIV		3004386		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		3004386		chrIV		28557932				chrIV		11742882		chrIV		11743763		chrIV		3004386		chrIV		28557932		1.5-LOD region as reported		chrIV		3004386		chrIV		28557932				chrIV		11742882		chrIV		11743763		chrIV		3004386		chrIV		28908190		1.5-LOD region as reported		chrIV		3004386		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 4 raker number		feeding		7.56		chrIV		region = 1.5-LOD markers, File S3				Eda(Stn365)		microsatellite		chrIV		12809576		Eda(Stn365)		microsatellite		chrIV		12809705		Stn42		microsatellite		chrIV		6107609		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		6107609		chrIV		28557932				chrIV		12809576		chrIV		12809705		chrIV		6107609		chrIV		28557932		1.5-LOD region as reported		chrIV		6107609		chrIV		28557932				chrIV		12809576		chrIV		12809705		chrIV		6107609		chrIV		28908190		1.5-LOD region as reported		chrIV		6107609		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 2 tooth number		feeding		24.22		chrIV		region = 1.5-LOD markers, File S3				Eda(Stn365)		microsatellite		chrIV		12809576		Eda(Stn365)		microsatellite		chrIV		12809705		Stn45		microsatellite		chrIV		11742882		Stn183		microsatellite		chrIV		14934462		1.5-LOD region as reported		chrIV		11742882		chrIV		14934462				chrIV		12809576		chrIV		12809705		chrIV		11742882		chrIV		14934462		1.5-LOD region as reported		chrIV		11742882		chrIV		14934462				chrIV		12809576		chrIV		12809705		chrIV		11742882		chrIV		14934462		1.5-LOD region as reported		chrIV		11742882		chrIV		14934462

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Articular height		feeding		13.12		chrIV		region = 1.5-LOD markers, File S3, missing Gac62 replaced by nearby Stn38				Eda(Stn365)		microsatellite		chrIV		12809576		Eda(Stn365)		microsatellite		chrIV		12809705		Gac62(Stn38)		microsatellite		chrIV		3004386		Stn46		microsatellite		chrIV		15232282		1.5-LOD region as reported		chrIV		3004386		chrIV		15232282				chrIV		12809576		chrIV		12809705		chrIV		3004386		chrIV		15232282		1.5-LOD region as reported		chrIV		3004386		chrIV		15232282				chrIV		12809576		chrIV		12809705		chrIV		3004386		chrIV		15232282		1.5-LOD region as reported		chrIV		3004386		chrIV		15232282

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal spine 1 length		defence		31.58		chrIV		region = 1.5-LOD markers, File S3				Eda(Stn365)		microsatellite		chrIV		12809576		Eda(Stn365)		microsatellite		chrIV		12809705		Gac4174		microsatellite		chrIV		11585867		Stn238		microsatellite		chrIV		19663288		1.5-LOD region as reported		chrIV		11585867		chrIV		19663288				chrIV		12809576		chrIV		12809705		chrIV		11585867		chrIV		26512456		1.5-LOD region as reported		chrIV		11585867		chrIV		26512456				chrIV		12809576		chrIV		12809705		chrIV		11585867		chrIV		26862714		1.5-LOD region as reported		chrIV		11585867		chrIV		26862714

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal spine 2 length		defence		38.18		chrIV		region = 1.5-LOD markers, File S3				Eda(Stn365)		microsatellite		chrIV		12809576		Eda(Stn365)		microsatellite		chrIV		12809705		Stn42		microsatellite		chrIV		6107609		Stn183		microsatellite		chrIV		14934462		1.5-LOD region as reported		chrIV		6107609		chrIV		14934462				chrIV		12809576		chrIV		12809705		chrIV		6107609		chrIV		14934462		1.5-LOD region as reported		chrIV		6107609		chrIV		14934462				chrIV		12809576		chrIV		12809705		chrIV		6107609		chrIV		14934462		1.5-LOD region as reported		chrIV		6107609		chrIV		14934462

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal spine 3 length		defence		17.73		chrIV		region = 1.5-LOD markers, File S3				Eda(Stn365)		microsatellite		chrIV		12809576		Eda(Stn365)		microsatellite		chrIV		12809705		Stn42		microsatellite		chrIV		6107609		Stn292		microsatellite		chrIV		24284769		1.5-LOD region as reported		chrIV		6107609		chrIV		24284769				chrIV		12809576		chrIV		12809705		chrIV		6107609		chrIV		21890975		1.5-LOD region as reported		chrIV		6107609		chrIV		21890975				chrIV		12809576		chrIV		12809705		chrIV		6107609		chrIV		21890975		1.5-LOD region as reported		chrIV		6107609		chrIV		21890975

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal spine 2 area		defence		22.03		chrIV		region = 1.5-LOD markers, File S3				Eda(Stn365)		microsatellite		chrIV		12809576		Eda(Stn365)		microsatellite		chrIV		12809705		Gac4174		microsatellite		chrIV		11585867		Stn183		microsatellite		chrIV		14934462		1.5-LOD region as reported		chrIV		11585867		chrIV		14934462				chrIV		12809576		chrIV		12809705		chrIV		11585867		chrIV		14934462		1.5-LOD region as reported		chrIV		11585867		chrIV		14934462				chrIV		12809576		chrIV		12809705		chrIV		11585867		chrIV		14934462		1.5-LOD region as reported		chrIV		11585867		chrIV		14934462

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Smoothened dorsal spine 2 area (SPA-SRA)		defence		24.36		chrIV		region = 1.5-LOD markers, File S3				Eda(Stn365)		microsatellite		chrIV		12809576		Eda(Stn365)		microsatellite		chrIV		12809705		Gac4174		microsatellite		chrIV		11585867		Stn183		microsatellite		chrIV		14934462		1.5-LOD region as reported		chrIV		11585867		chrIV		14934462				chrIV		12809576		chrIV		12809705		chrIV		11585867		chrIV		14934462		1.5-LOD region as reported		chrIV		11585867		chrIV		14934462				chrIV		12809576		chrIV		12809705		chrIV		11585867		chrIV		14934462		1.5-LOD region as reported		chrIV		11585867		chrIV		14934462

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 2 length		feeding		6.11		chrIV		region = 1.5-LOD markers, File S3, missing Stn418 replaced by nearby Stn419				Stn183		microsatellite		chrIV		14933780		Stn183		microsatellite		chrIV		14934462		Stn42		microsatellite		chrIV		6107609		Stn418(Stn419)		microsatellite		chrIV		25376967		1.5-LOD region as reported		chrIV		6107609		chrIV		25376967				chrIV		14933780		chrIV		14934462		chrIV		6107609		chrIV		20798777		1.5-LOD region as reported		chrIV		6107609		chrIV		20798777				chrIV		14933780		chrIV		14934462		chrIV		6107609		chrIV		20798777		1.5-LOD region as reported		chrIV		6107609		chrIV		20798777

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 3 length		feeding		20.71		chrIV		region = 1.5-LOD markers, File S3, missing Stn418 replaced by nearby Stn419				Stn183		microsatellite		chrIV		14933780		Stn183		microsatellite		chrIV		14934462		Stn42		microsatellite		chrIV		6107609		Stn418(Stn419)		microsatellite		chrIV		25376967		1.5-LOD region as reported		chrIV		6107609		chrIV		25376967				chrIV		14933780		chrIV		14934462		chrIV		6107609		chrIV		20798777		1.5-LOD region as reported		chrIV		6107609		chrIV		20798777				chrIV		14933780		chrIV		14934462		chrIV		6107609		chrIV		20798777		1.5-LOD region as reported		chrIV		6107609		chrIV		20798777

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Articular length		feeding		9.95		chrIV		region = 1.5-LOD markers, File S3				Stn183		microsatellite		chrIV		14933780		Stn183		microsatellite		chrIV		14934462		Stn40		microsatellite		chrIV		4455356		Stn266		microsatellite		chrIV		15625933		1.5-LOD region as reported		chrIV		4455356		chrIV		15625933				chrIV		14933780		chrIV		14934462		chrIV		4455356		chrIV		15625933		1.5-LOD region as reported		chrIV		4455356		chrIV		15625933				chrIV		14933780		chrIV		14934462		chrIV		4455356		chrIV		15625933		1.5-LOD region as reported		chrIV		4455356		chrIV		15625933

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		In-lever 1 of articular length		feeding		5.66		chrIV		region = 1.5-LOD markers, File S3				Stn183		microsatellite		chrIV		14933780		Stn183		microsatellite		chrIV		14934462		Stn251		microsatellite		chrIV		1283448		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		1283448		chrIV		28557932				chrIV		14933780		chrIV		14934462		chrIV		1283448		chrIV		28557932		1.5-LOD region as reported		chrIV		1283448		chrIV		28557932				chrIV		14933780		chrIV		14934462		chrIV		1283448		chrIV		28908190		1.5-LOD region as reported		chrIV		1283448		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 6 cerato raker number		feeding		5.82		chrIV		region = 1.5-LOD markers, File S3				Stn46		microsatellite		chrIV		15232047		Stn46		microsatellite		chrIV		15232282		Eda(Stn365)		microsatellite		chrIV		12809576		Stn238		microsatellite		chrIV		19663288		1.5-LOD region as reported		chrIV		12809576		chrIV		19663288				chrIV		15232047		chrIV		15232282		chrIV		12809576		chrIV		26512456		1.5-LOD region as reported		chrIV		12809576		chrIV		26512456				chrIV		15232047		chrIV		15232282		chrIV		12809576		chrIV		26862714		1.5-LOD region as reported		chrIV		12809576		chrIV		26862714

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Middle raker spacing		feeding		22.30		chrIV		region = 1.5-LOD markers, File S3				Stn46		microsatellite		chrIV		15232047		Stn46		microsatellite		chrIV		15232282		Eda(Stn365)		microsatellite		chrIV		12809576		Stn292		microsatellite		chrIV		24284769		1.5-LOD region as reported		chrIV		12809576		chrIV		24284769				chrIV		15232047		chrIV		15232282		chrIV		12809576		chrIV		21890975		1.5-LOD region as reported		chrIV		12809576		chrIV		21890975				chrIV		15232047		chrIV		15232282		chrIV		12809576		chrIV		21890975		1.5-LOD region as reported		chrIV		12809576		chrIV		21890975

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 6 raker number		feeding		5.13		chrIV		region = 1.5-LOD markers, File S3				Stn266		microsatellite		chrIV		15625777		Stn266		microsatellite		chrIV		15625933		Stn45		microsatellite		chrIV		11742882		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		11742882		chrIV		28557932				chrIV		15625777		chrIV		15625933		chrIV		11742882		chrIV		28557932		1.5-LOD region as reported		chrIV		11742882		chrIV		28557932				chrIV		15625777		chrIV		15625933		chrIV		11742882		chrIV		28908190		1.5-LOD region as reported		chrIV		11742882		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ventral toothplate tooth number		feeding		7.35		chrIV		region = 1.5-LOD markers, File S3				Stn266		microsatellite		chrIV		15625777		Stn266		microsatellite		chrIV		15625933		Stn42		microsatellite		chrIV		6107609		Stn184		microsatellite		chrIV		19000274		1.5-LOD region as reported		chrIV		6107609		chrIV		19000274				chrIV		15625777		chrIV		15625933		chrIV		6107609		chrIV		27175470		1.5-LOD region as reported		chrIV		6107609		chrIV		27175470				chrIV		15625777		chrIV		15625933		chrIV		6107609		chrIV		27525728		1.5-LOD region as reported		chrIV		6107609		chrIV		27525728

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Premaxilla length		feeding		4.60		chrIV		region = 1.5-LOD markers, File S3				Stn266		microsatellite		chrIV		15625777		Stn266		microsatellite		chrIV		15625933		Stn42		microsatellite		chrIV		6107609		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		6107609		chrIV		28557932				chrIV		15625777		chrIV		15625933		chrIV		6107609		chrIV		28557932		1.5-LOD region as reported		chrIV		6107609		chrIV		28557932				chrIV		15625777		chrIV		15625933		chrIV		6107609		chrIV		28908190		1.5-LOD region as reported		chrIV		6107609		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Premaxilla height		feeding		3.97		chrIV		region = 1.5-LOD markers, File S3				Stn266		microsatellite		chrIV		15625777		Stn266		microsatellite		chrIV		15625933		Stn40		microsatellite		chrIV		4455356		Stn420		microsatellite		chrIV		24854814		1.5-LOD region as reported		chrIV		4455356		chrIV		24854814				chrIV		15625777		chrIV		15625933		chrIV		4455356		chrIV		21320930		1.5-LOD region as reported		chrIV		4455356		chrIV		21320930				chrIV		15625777		chrIV		15625933		chrIV		4455356		chrIV		21320930		1.5-LOD region as reported		chrIV		4455356		chrIV		21320930

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 3 hypo raker number		feeding		5.45		chrIV		region = 1.5-LOD markers, File S3				Stn47		microsatellite		chrIV		16331734		Stn47		microsatellite		chrIV		16331900		Stn42		microsatellite		chrIV		6107609		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		6107609		chrIV		28557932				chrIV		16331734		chrIV		16331900		chrIV		6107609		chrIV		28557932		1.5-LOD region as reported		chrIV		6107609		chrIV		28557932				chrIV		16331734		chrIV		16331900		chrIV		6107609		chrIV		28908190		1.5-LOD region as reported		chrIV		6107609		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Hypo raker number		feeding		6.23		chrIV		region = 1.5-LOD markers, File S3				Stn47		microsatellite		chrIV		16331734		Stn47		microsatellite		chrIV		16331900		Eda(Stn365)		microsatellite		chrIV		12809576		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		12809576		chrIV		28557932				chrIV		16331734		chrIV		16331900		chrIV		12809576		chrIV		28557932		1.5-LOD region as reported		chrIV		12809576		chrIV		28557932				chrIV		16331734		chrIV		16331900		chrIV		12809576		chrIV		28908190		1.5-LOD region as reported		chrIV		12809576		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Lateral raker spacing		feeding		22.63		chrIV		region = 1.5-LOD markers, File S3				Stn47		microsatellite		chrIV		16331734		Stn47		microsatellite		chrIV		16331900		Eda(Stn365)		microsatellite		chrIV		12809576		Stn420		microsatellite		chrIV		24854814		1.5-LOD region as reported		chrIV		12809576		chrIV		24854814				chrIV		16331734		chrIV		16331900		chrIV		12809576		chrIV		21320930		1.5-LOD region as reported		chrIV		12809576		chrIV		21320930				chrIV		16331734		chrIV		16331900		chrIV		12809576		chrIV		21320930		1.5-LOD region as reported		chrIV		12809576		chrIV		21320930

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 1 tooth number		feeding		14.88		chrIV		region = 1.5-LOD markers, File S3				Stn47		microsatellite		chrIV		16331734		Stn47		microsatellite		chrIV		16331900		Stn42		microsatellite		chrIV		6107609		Stn419		microsatellite		chrIV		25376967		1.5-LOD region as reported		chrIV		6107609		chrIV		25376967				chrIV		16331734		chrIV		16331900		chrIV		6107609		chrIV		20798777		1.5-LOD region as reported		chrIV		6107609		chrIV		20798777				chrIV		16331734		chrIV		16331900		chrIV		6107609		chrIV		20798777		1.5-LOD region as reported		chrIV		6107609		chrIV		20798777

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 1 cerato raker number		feeding		11.69		chrIV		region = 1.5-LOD markers, File S3				Stn184		microsatellite		chrIV		19000052		Stn184		microsatellite		chrIV		19000274		Stn47		microsatellite		chrIV		16331734		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		16331734		chrIV		28557932				chrIV		27175692		chrIV		27175470		chrIV		16331734		chrIV		28557932		1.5-LOD region as reported		chrIV		16331734		chrIV		28557932				chrIV		27525950		chrIV		27525728		chrIV		16331734		chrIV		28908190		1.5-LOD region as reported		chrIV		16331734		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Branchial arch 3 raker number		feeding		5.63		chrIV		region = 1.5-LOD markers, File S3				Stn184		microsatellite		chrIV		19000052		Stn184		microsatellite		chrIV		19000274		Stn183		microsatellite		chrIV		14933780		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		14933780		chrIV		28557932				chrIV		27175692		chrIV		27175470		chrIV		14933780		chrIV		28557932		1.5-LOD region as reported		chrIV		14933780		chrIV		28557932				chrIV		27525950		chrIV		27525728		chrIV		14933780		chrIV		28908190		1.5-LOD region as reported		chrIV		14933780		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Total postdorsal pterygiophore number		swimming		7.70		chrIV		region = 1.5-LOD markers, File S3				Stn238		microsatellite		chrIV		19663151		Stn238		microsatellite		chrIV		19663288		Stn42		microsatellite		chrIV		6107609		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		6107609		chrIV		28557932				chrIV		26512593		chrIV		26512456		chrIV		6107609		chrIV		28557932		1.5-LOD region as reported		chrIV		6107609		chrIV		28557932				chrIV		26862851		chrIV		26862714		chrIV		6107609		chrIV		28908190		1.5-LOD region as reported		chrIV		6107609		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Total dorsal pterygiophore number		swimming		7.43		chrIV		region = 1.5-LOD markers, File S3				Stn238		microsatellite		chrIV		19663151		Stn238		microsatellite		chrIV		19663288		Stn42		microsatellite		chrIV		6107609		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		6107609		chrIV		28557932				chrIV		26512593		chrIV		26512456		chrIV		6107609		chrIV		28557932		1.5-LOD region as reported		chrIV		6107609		chrIV		28557932				chrIV		26862851		chrIV		26862714		chrIV		6107609		chrIV		28908190		1.5-LOD region as reported		chrIV		6107609		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Last postdorsal pterygiophore position		swimming		5.93		chrIV		region = 1.5-LOD markers, File S3				Stn238		microsatellite		chrIV		19663151		Stn238		microsatellite		chrIV		19663288		Stn46		microsatellite		chrIV		15232047		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		15232047		chrIV		28557932				chrIV		26512593		chrIV		26512456		chrIV		15232047		chrIV		28557932		1.5-LOD region as reported		chrIV		15232047		chrIV		28557932				chrIV		26862851		chrIV		26862714		chrIV		15232047		chrIV		28908190		1.5-LOD region as reported		chrIV		15232047		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 1 raker number		feeding		4.05		chrIV		region = 1.5-LOD markers, File S3				Stn253		microsatellite		chrIV		21352524		Stn253		microsatellite		chrIV		21352626		Eda(Stn365)		microsatellite		chrIV		12809576		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		12809576		chrIV		28557932				chrIV		24823220		chrIV		24823118		chrIV		12809576		chrIV		28557932		1.5-LOD region as reported		chrIV		12809576		chrIV		28557932				chrIV		25173478		chrIV		25173376		chrIV		12809576		chrIV		28908190		1.5-LOD region as reported		chrIV		12809576		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Branchial arch 1 raker number		feeding		8.89		chrIV		region = 1.5-LOD markers, File S3				Stn253		microsatellite		chrIV		21352524		Stn253		microsatellite		chrIV		21352626		Stn47		microsatellite		chrIV		16331734		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		16331734		chrIV		28557932				chrIV		24823220		chrIV		24823118		chrIV		16331734		chrIV		28557932		1.5-LOD region as reported		chrIV		16331734		chrIV		28557932				chrIV		25173478		chrIV		25173376		chrIV		16331734		chrIV		28908190		1.5-LOD region as reported		chrIV		16331734		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Supraoccipital crest length		body shape		5.58		chrIV		region = 1.5-LOD markers, File S3				Stn253		microsatellite		chrIV		21352524		Stn253		microsatellite		chrIV		21352626		Pitx2(Stn220)		microsatellite		chrIV		1926094		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		1926094		chrIV		28557932				chrIV		24823220		chrIV		24823118		chrIV		1926094		chrIV		28557932		1.5-LOD region as reported		chrIV		1926094		chrIV		28557932				chrIV		25173478		chrIV		25173376		chrIV		1926094		chrIV		28908190		1.5-LOD region as reported		chrIV		1926094		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 2 joint raker number		feeding		7.87		chrIV		region = 1.5-LOD markers, File S3				Stn292		microsatellite		chrIV		24284606		Stn292		microsatellite		chrIV		24284769		Eda(Stn365)		microsatellite		chrIV		12809576		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		12809576		chrIV		28557932				chrIV		21891138		chrIV		21890975		chrIV		12809576		chrIV		28557932		1.5-LOD region as reported		chrIV		12809576		chrIV		28557932				chrIV		21891138		chrIV		21890975		chrIV		12809576		chrIV		28908190		1.5-LOD region as reported		chrIV		12809576		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 4 joint raker number		feeding		8.61		chrIV		region = 1.5-LOD markers, File S3				Stn292		microsatellite		chrIV		24284606		Stn292		microsatellite		chrIV		24284769		Stn40		microsatellite		chrIV		4455356		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		4455356		chrIV		28557932				chrIV		21891138		chrIV		21890975		chrIV		4455356		chrIV		28557932		1.5-LOD region as reported		chrIV		4455356		chrIV		28557932				chrIV		21891138		chrIV		21890975		chrIV		4455356		chrIV		28908190		1.5-LOD region as reported		chrIV		4455356		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Joint raker number		feeding		8.91		chrIV		region = 1.5-LOD markers, File S3				Stn292		microsatellite		chrIV		24284606		Stn292		microsatellite		chrIV		24284769		Stn40		microsatellite		chrIV		4455356		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		4455356		chrIV		28557932				chrIV		21891138		chrIV		21890975		chrIV		4455356		chrIV		28557932		1.5-LOD region as reported		chrIV		4455356		chrIV		28557932				chrIV		21891138		chrIV		21890975		chrIV		4455356		chrIV		28908190		1.5-LOD region as reported		chrIV		4455356		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Even row raker number		feeding		12.08		chrIV		region = 1.5-LOD markers, File S3				Stn292		microsatellite		chrIV		24284606		Stn292		microsatellite		chrIV		24284769		Stn266		microsatellite		chrIV		15625777		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		15625777		chrIV		28557932				chrIV		21891138		chrIV		21890975		chrIV		15625777		chrIV		28557932		1.5-LOD region as reported		chrIV		15625777		chrIV		28557932				chrIV		21891138		chrIV		21890975		chrIV		15625777		chrIV		28908190		1.5-LOD region as reported		chrIV		15625777		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Epibranchial 1 length		feeding		11.80		chrIV		region = 1.5-LOD markers, File S3				Stn292		microsatellite		chrIV		24284606		Stn292		microsatellite		chrIV		24284769		Stn42		microsatellite		chrIV		6107609		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		6107609		chrIV		28557932				chrIV		21891138		chrIV		21890975		chrIV		6107609		chrIV		28557932		1.5-LOD region as reported		chrIV		6107609		chrIV		28557932				chrIV		21891138		chrIV		21890975		chrIV		6107609		chrIV		28908190		1.5-LOD region as reported		chrIV		6107609		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anal spine length		defence		21.00		chrIV		region = 1.5-LOD markers, File S3				Stn292		microsatellite		chrIV		24284606		Stn292		microsatellite		chrIV		24284769		Stn45		microsatellite		chrIV		11742882		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		11742882		chrIV		28557932				chrIV		21891138		chrIV		21890975		chrIV		11742882		chrIV		28557932		1.5-LOD region as reported		chrIV		11742882		chrIV		28557932				chrIV		21891138		chrIV		21890975		chrIV		11742882		chrIV		28908190		1.5-LOD region as reported		chrIV		11742882		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 5 cerato raker number		feeding		7.96		chrIV		region = 1.5-LOD markers, File S3				Stn420		microsatellite		chrIV		24854377		Stn420		microsatellite		chrIV		24854814		Stn46		microsatellite		chrIV		15232047		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		15232047		chrIV		28557932				chrIV		21321367		chrIV		21320930		chrIV		15232047		chrIV		28557932		1.5-LOD region as reported		chrIV		15232047		chrIV		28557932				chrIV		21321367		chrIV		21320930		chrIV		15232047		chrIV		28908190		1.5-LOD region as reported		chrIV		15232047		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 2 length		feeding		14.36		chrIV		region = 1.5-LOD markers, File S3				Stn420		microsatellite		chrIV		24854377		Stn420		microsatellite		chrIV		24854814		Stn42		microsatellite		chrIV		6107609		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		6107609		chrIV		28557932				chrIV		21321367		chrIV		21320930		chrIV		6107609		chrIV		28557932		1.5-LOD region as reported		chrIV		6107609		chrIV		28557932				chrIV		21321367		chrIV		21320930		chrIV		6107609		chrIV		28908190		1.5-LOD region as reported		chrIV		6107609		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Total postanal pterygiophore number		swimming		11.05		chrIV		region = 1.5-LOD markers, File S3				Stn420		microsatellite		chrIV		24854377		Stn420		microsatellite		chrIV		24854814		Stn183		microsatellite		chrIV		14933780		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		14933780		chrIV		28557932				chrIV		21321367		chrIV		21320930		chrIV		14933780		chrIV		28557932		1.5-LOD region as reported		chrIV		14933780		chrIV		28557932				chrIV		21321367		chrIV		21320930		chrIV		14933780		chrIV		28908190		1.5-LOD region as reported		chrIV		14933780		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 2 cerato raker number		feeding		14.22		chrIV		region = 1.5-LOD markers, File S3				Stn419		microsatellite		chrIV		25376712		Stn419		microsatellite		chrIV		25376967		Eda(Stn365)		microsatellite		chrIV		12809576		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		12809576		chrIV		28557932				chrIV		20799032		chrIV		20798777		chrIV		12809576		chrIV		28557932		1.5-LOD region as reported		chrIV		12809576		chrIV		28557932				chrIV		20799032		chrIV		20798777		chrIV		12809576		chrIV		28908190		1.5-LOD region as reported		chrIV		12809576		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 3 cerato raker number		feeding		11.39		chrIV		region = 1.5-LOD markers, File S3				Stn419		microsatellite		chrIV		25376712		Stn419		microsatellite		chrIV		25376967		Stn183		microsatellite		chrIV		14933780		Stn238		microsatellite		chrIV		19663288		1.5-LOD region as reported		chrIV		14933780		chrIV		19663288				chrIV		20799032		chrIV		20798777		chrIV		14933780		chrIV		26512456		1.5-LOD region as reported		chrIV		14933780		chrIV		26512456				chrIV		20799032		chrIV		20798777		chrIV		14933780		chrIV		26862714		1.5-LOD region as reported		chrIV		14933780		chrIV		26862714

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Cerato raker number		feeding		11.94		chrIV		region = 1.5-LOD markers, File S3				Stn419		microsatellite		chrIV		25376712		Stn419		microsatellite		chrIV		25376967		Stn183		microsatellite		chrIV		14933780		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		14933780		chrIV		28557932				chrIV		20799032		chrIV		20798777		chrIV		14933780		chrIV		28557932		1.5-LOD region as reported		chrIV		14933780		chrIV		28557932				chrIV		20799032		chrIV		20798777		chrIV		14933780		chrIV		28908190		1.5-LOD region as reported		chrIV		14933780		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 2 raker number		feeding		17.09		chrIV		region = 1.5-LOD markers, File S3				Stn419		microsatellite		chrIV		25376712		Stn419		microsatellite		chrIV		25376967		Stn46		microsatellite		chrIV		15232047		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		15232047		chrIV		28557932				chrIV		20799032		chrIV		20798777		chrIV		15232047		chrIV		28557932		1.5-LOD region as reported		chrIV		15232047		chrIV		28557932				chrIV		20799032		chrIV		20798777		chrIV		15232047		chrIV		28908190		1.5-LOD region as reported		chrIV		15232047		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 3 raker number		feeding		13.60		chrIV		region = 1.5-LOD markers, File S3				Stn419		microsatellite		chrIV		25376712		Stn419		microsatellite		chrIV		25376967		Eda(Stn365)		microsatellite		chrIV		12809576		Stn238		microsatellite		chrIV		19663288		1.5-LOD region as reported		chrIV		12809576		chrIV		19663288				chrIV		20799032		chrIV		20798777		chrIV		12809576		chrIV		26512456		1.5-LOD region as reported		chrIV		12809576		chrIV		26512456				chrIV		20799032		chrIV		20798777		chrIV		12809576		chrIV		26862714		1.5-LOD region as reported		chrIV		12809576		chrIV		26862714

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Branchial arch 2 raker number		feeding		13.34		chrIV		region = 1.5-LOD markers, File S3				Stn419		microsatellite		chrIV		25376712		Stn419		microsatellite		chrIV		25376967		Eda(Stn365)		microsatellite		chrIV		12809576		Stn184		microsatellite		chrIV		19000274		1.5-LOD region as reported		chrIV		12809576		chrIV		19000274				chrIV		20799032		chrIV		20798777		chrIV		12809576		chrIV		27175470		1.5-LOD region as reported		chrIV		12809576		chrIV		27175470				chrIV		20799032		chrIV		20798777		chrIV		12809576		chrIV		27525728		1.5-LOD region as reported		chrIV		12809576		chrIV		27525728

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Branchial arch 4 raker number		feeding		5.40		chrIV		region = 1.5-LOD markers, File S3				Stn419		microsatellite		chrIV		25376712		Stn419		microsatellite		chrIV		25376967		Stn42		microsatellite		chrIV		6107609		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		6107609		chrIV		28557932				chrIV		20799032		chrIV		20798777		chrIV		6107609		chrIV		28557932		1.5-LOD region as reported		chrIV		6107609		chrIV		28557932				chrIV		20799032		chrIV		20798777		chrIV		6107609		chrIV		28908190		1.5-LOD region as reported		chrIV		6107609		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Odd row raker number		feeding		9.17		chrIV		region = 1.5-LOD markers, File S3				Stn419		microsatellite		chrIV		25376712		Stn419		microsatellite		chrIV		25376967		Stn183		microsatellite		chrIV		14933780		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		14933780		chrIV		28557932				chrIV		20799032		chrIV		20798777		chrIV		14933780		chrIV		28557932		1.5-LOD region as reported		chrIV		14933780		chrIV		28557932				chrIV		20799032		chrIV		20798777		chrIV		14933780		chrIV		28908190		1.5-LOD region as reported		chrIV		14933780		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		All raker number		feeding		10.22		chrIV		region = 1.5-LOD markers, File S3				Stn419		microsatellite		chrIV		25376712		Stn419		microsatellite		chrIV		25376967		Stn266		microsatellite		chrIV		15625777		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		15625777		chrIV		28557932				chrIV		20799032		chrIV		20798777		chrIV		15625777		chrIV		28557932		1.5-LOD region as reported		chrIV		15625777		chrIV		28557932				chrIV		20799032		chrIV		20798777		chrIV		15625777		chrIV		28908190		1.5-LOD region as reported		chrIV		15625777		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Medial raker spacing		feeding		20.49		chrIV		region = 1.5-LOD markers, File S3				Stn419		microsatellite		chrIV		25376712		Stn419		microsatellite		chrIV		25376967		Eda(Stn365)		microsatellite		chrIV		12809576		Stn184		microsatellite		chrIV		19000274		1.5-LOD region as reported		chrIV		12809576		chrIV		19000274				chrIV		20799032		chrIV		20798777		chrIV		12809576		chrIV		27175470		1.5-LOD region as reported		chrIV		12809576		chrIV		27175470				chrIV		20799032		chrIV		20798777		chrIV		12809576		chrIV		27525728		1.5-LOD region as reported		chrIV		12809576		chrIV		27525728

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anal fin ray number		swimming		7.17		chrIV		region = 1.5-LOD markers, File S3, missing Stn418 replaced by nearby Stn419				Stn419		microsatellite		chrIV		25376712		Stn419		microsatellite		chrIV		25376967		Stn40		microsatellite		chrIV		6107609		Stn418(Stn419)		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		6107609		chrIV		28557932				chrIV		20799032		chrIV		20798777		chrIV		6107609		chrIV		28557932		1.5-LOD region as reported		chrIV		6107609		chrIV		28557932				chrIV		20799032		chrIV		20798777		chrIV		6107609		chrIV		28908190		1.5-LOD region as reported		chrIV		6107609		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Last postanal pterygiophore position		swimming		8.55		chrIV		region = 1.5-LOD markers, File S3				Stn419		microsatellite		chrIV		25376712		Stn419		microsatellite		chrIV		25376967		Stn46		microsatellite		chrIV		15232047		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		15232047		chrIV		28557932				chrIV		20799032		chrIV		20798777		chrIV		15232047		chrIV		28557932		1.5-LOD region as reported		chrIV		15232047		chrIV		28557932				chrIV		20799032		chrIV		20798777		chrIV		15232047		chrIV		28908190		1.5-LOD region as reported		chrIV		15232047		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 1 length		feeding		13.58		chrIV		region = 1.5-LOD markers, File S3				Stn309		microsatellite		chrIV		28557782		Stn309		microsatellite		chrIV		28557932		Stn42		microsatellite		chrIV		6107609		Stn309		microsatellite		chrIV		28557932		1.5-LOD region as reported		chrIV		6107609		chrIV		28557932				chrIV		28557782		chrIV		28557932		chrIV		6107609		chrIV		28557932		1.5-LOD region as reported		chrIV		6107609		chrIV		28557932				chrIV		28908040		chrIV		28908190		chrIV		6107609		chrIV		28908190		1.5-LOD region as reported		chrIV		6107609		chrIV		28908190

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 1 length		feeding		4.74		chrIX		region = 1.5-LOD markers, File S3				Stn102		microsatellite		chrIX		13727188		Stn102		microsatellite		chrIX		13727363		Stn99		microsatellite		chrIX		2131739		Stn225		microsatellite		chrIX		5330148		1.5-LOD region as reported		chrIX		2131739		chrIX		5330148				chrIX		8476202		chrIX		8476027		chrIX		2131739		chrIX		16873242		1.5-LOD region as reported		chrIX		2131739		chrIX		16873242				chrIX		8476202		chrIX		8476027		chrIX		2131739		chrIX		16873242		1.5-LOD region as reported		chrIX		2131739		chrIX		16873242

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Articular length		feeding		5.65		chrIX		region = 1.5-LOD markers, File S3				Stn102		microsatellite		chrIX		13727188		Stn102		microsatellite		chrIX		13727363		Stn99		microsatellite		chrIX		2131739		Stn110		microsatellite		chrIX		6838262		1.5-LOD region as reported		chrIX		2131739		chrIX		6838262				chrIX		8476202		chrIX		8476027		chrIX		2131739		chrIX		15365128		1.5-LOD region as reported		chrIX		2131739		chrIX		15365128				chrIX		8476202		chrIX		8476027		chrIX		2131739		chrIX		15365128		1.5-LOD region as reported		chrIX		2131739		chrIX		15365128

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal spine 2 length		defence		7.00		chrIX		region = 1.5-LOD markers, File S3				Stn102		microsatellite		chrIX		13727188		Stn102		microsatellite		chrIX		13727363		Stn101		microsatellite		chrIX		14127502		Stn108		microsatellite		chrIX		9535079		1.5-LOD region as reported		chrIX		9535079		chrIX		14127502				chrIX		8476202		chrIX		8476027		chrIX		8075888		chrIX		12668311		1.5-LOD region as reported		chrIX		8075888		chrIX		12668311				chrIX		8476202		chrIX		8476027		chrIX		8075888		chrIX		12668311		1.5-LOD region as reported		chrIX		8075888		chrIX		12668311

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal spine 1 length		defence		4.35		chrIX		region = 1.5-LOD markers, File S3				Stn101		microsatellite		chrIX		14127502		Stn101		microsatellite		chrIX		14127635		Stn99		microsatellite		chrIX		2131739		Stn104		microsatellite		chrIX		10225897		1.5-LOD region as reported		chrIX		2131739		chrIX		10225897				chrIX		8075888		chrIX		8075755		chrIX		2131739		chrIX		11977493		1.5-LOD region as reported		chrIX		2131739		chrIX		11977493				chrIX		8075888		chrIX		8075755		chrIX		2131739		chrIX		11977493		1.5-LOD region as reported		chrIX		2131739		chrIX		11977493

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 6 cerato raker number		feeding		6.38		chrXVII		region = 1.5-LOD markers, File S3, missing Stn286 replaced by chromosomeend				Stn205		microsatellite		chrUn		665934		Stn205		microsatellite		chrUn		666187		Stn325		microsatellite		chrXVII		10595180		Stn286(chromosomeend)		microsatellite		chrXVII				1.5-LOD region as reported		chrXVII		10595180		chrXVII		14603141				chrXVII		10888485		chrXVII		10888232		chrXVII		15700441		chrXVII				1.5-LOD region as reported		chrXVII		15700441		chrXVII		19708402				chrXVII		11433219		chrXVII		11432966		chrXVII		16246175		chrXVII				1.5-LOD region as reported		chrXVII		16246175		chrXVII		20254136

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 8 cerato raker number		feeding		4.51		chrXVII		region = 1.5-LOD markers, File S3, missing Stn286 replaced by chromosomeend				Stn205		microsatellite		chrUn		665934		Stn205		microsatellite		chrUn		666187		Stn325		microsatellite		chrXVII		10595180		Stn286(chromosomeend)		microsatellite		chrXVII				1.5-LOD region as reported		chrXVII		10595180		chrXVII		14603141				chrXVII		10888485		chrXVII		10888232		chrXVII		15700441		chrXVII				1.5-LOD region as reported		chrXVII		15700441		chrXVII		19708402				chrXVII		11433219		chrXVII		11432966		chrXVII		16246175		chrXVII				1.5-LOD region as reported		chrXVII		16246175		chrXVII		20254136

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Cerato raker number		feeding		4.63		chrXVII		region = 1.5-LOD markers, File S3, missing Stn286 replaced by chromosomeend				Stn205		microsatellite		chrUn		665934		Stn205		microsatellite		chrUn		666187		Stn323		microsatellite		chrXVII		9858642		Stn286(chromosomeend)		microsatellite		chrXVII				1.5-LOD region as reported		chrXVII		9858642		chrXVII		14603141				chrXVII		10888485		chrXVII		10888232		chrXVII		14963903		chrXVII				1.5-LOD region as reported		chrXVII		14963903		chrXVII		19708402				chrXVII		11433219		chrXVII		11432966		chrXVII		15509637		chrXVII				1.5-LOD region as reported		chrXVII		15509637		chrXVII		20254136

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Branchial arch 1 raker number		feeding		3.35		chrXVII		region = 1.5-LOD markers, File S3, missing Stn286 replaced by chromosomeend				Stn205		microsatellite		chrUn		665934		Stn205		microsatellite		chrUn		666187		Stn323		microsatellite		chrXVII		9858642		Stn286(chromosomeend)		microsatellite		chrXVII				1.5-LOD region as reported		chrXVII		9858642		chrXVII		14603141				chrXVII		10888485		chrXVII		10888232		chrXVII		14963903		chrXVII				1.5-LOD region as reported		chrXVII		14963903		chrXVII		19708402				chrXVII		11433219		chrXVII		11432966		chrXVII		15509637		chrXVII				1.5-LOD region as reported		chrXVII		15509637		chrXVII		20254136

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Branchial arch 2 raker number		feeding		4.25		chrXVII		region = 1.5-LOD markers, File S3, missing Stn286 replaced by chromosomeend				Stn205		microsatellite		chrUn		665934		Stn205		microsatellite		chrUn		666187		Stn323		microsatellite		chrXVII		9858642		Stn286(chromosomeend)		microsatellite		chrXVII				1.5-LOD region as reported		chrXVII		9858642		chrXVII		14603141				chrXVII		10888485		chrXVII		10888232		chrXVII		14963903		chrXVII				1.5-LOD region as reported		chrXVII		14963903		chrXVII		19708402				chrXVII		11433219		chrXVII		11432966		chrXVII		15509637		chrXVII				1.5-LOD region as reported		chrXVII		15509637		chrXVII		20254136

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Odd row raker number		feeding		3.71		chrXVII		region = 1.5-LOD markers, File S3, missing Stn286 replaced by chromosomeend				Stn205		microsatellite		chrUn		665934		Stn205		microsatellite		chrUn		666187		Stn323		microsatellite		chrXVII		9858642		Stn286(chromosomeend)		microsatellite		chrXVII				1.5-LOD region as reported		chrXVII		9858642		chrXVII		14603141				chrXVII		10888485		chrXVII		10888232		chrXVII		14963903		chrXVII				1.5-LOD region as reported		chrXVII		14963903		chrXVII		19708402				chrXVII		11433219		chrXVII		11432966		chrXVII		15509637		chrXVII				1.5-LOD region as reported		chrXVII		15509637		chrXVII		20254136

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Even row raker number		feeding		5.80		chrXVII		region = 1.5-LOD markers, File S3, missing Stn286 replaced by chromosomeend				Stn205		microsatellite		chrUn		665934		Stn205		microsatellite		chrUn		666187		Stn323		microsatellite		chrXVII		9858642		Stn286(chromosomeend)		microsatellite		chrXVII				1.5-LOD region as reported		chrXVII		9858642		chrXVII		14603141				chrXVII		10888485		chrXVII		10888232		chrXVII		14963903		chrXVII				1.5-LOD region as reported		chrXVII		14963903		chrXVII		19708402				chrXVII		11433219		chrXVII		11432966		chrXVII		15509637		chrXVII				1.5-LOD region as reported		chrXVII		15509637		chrXVII		20254136

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		All raker number		feeding		5.13		chrXVII		region = 1.5-LOD markers, File S3, missing Stn286 replaced by chromosomeend				Stn205		microsatellite		chrUn		665934		Stn205		microsatellite		chrUn		666187		Stn231		microsatellite		chrXVII		4745206		Stn286(chromosomeend)		microsatellite		chrXVII				1.5-LOD region as reported		chrXVII		4745206		chrXVII		14603141				chrXVII		10888485		chrXVII		10888232		chrXVII		4745206		chrXVII				1.5-LOD region as reported		chrXVII		4745206		chrXVII		19708402				chrXVII		11433219		chrXVII		11432966		chrXVII		5289940		chrXVII				1.5-LOD region as reported		chrXVII		5289940		chrXVII		20254136

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Third predorsal pterygiophore position		swimming		5.35		chrXXI		region = 1.5-LOD markers, File S3				Stn218		microsatellite		chrUn		6125011		Stn218		microsatellite		chrUn		6125185		Stn218		microsatellite		chrUn		6125011		Stn223		microsatellite		chrXXI		4897748		1.5-LOD region as reported		chrUn		6125011		chrXXI		4897748		1		chrXXI		1018750		chrXXI		1018924		chrXXI		1018750		chrXXI		7546161		1.5-LOD region as reported		chrXXI		1018750		chrXXI		7546161				chrXXI		2811555		chrXXI		2811729		chrXXI		2811555		chrXXI		9041896		1.5-LOD region as reported		chrXXI		2811555		chrXXI		9041896

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Branchial arch 3 raker number		feeding		3.79		chrVII		region = 1.5-LOD markers, File S3				Stn210		microsatellite		chrUn		8420232		Stn210		microsatellite		chrUn		8420701		Stn245		microsatellite		chrVII		338787		Stn81		microsatellite		chrVII		26449376		1.5-LOD region as reported		chrVII		338787		chrVII		26449376				chrVII		11075487		chrVII		11075956		chrVII		338787		chrVII		28197556		1.5-LOD region as reported		chrVII		338787		chrVII		28197556				chrVII		12398905		chrVII		12398436		chrVII		729924		chrVII		29101909		1.5-LOD region as reported		chrVII		729924		chrVII		29101909

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dentary length		feeding		4.21		chrVII		region = 1.5-LOD markers, File S3				Stn210		microsatellite		chrUn		8420232		Stn210		microsatellite		chrUn		8420701		Stn71		microsatellite		chrVII		7478502		Stn257		microsatellite		chrVII		25108180		1.5-LOD region as reported		chrVII		7478502		chrVII		25108180				chrVII		11075487		chrVII		11075956		chrVII		7478502		chrVII		26856360		1.5-LOD region as reported		chrVII		7478502		chrVII		26856360				chrVII		12398905		chrVII		12398436		chrVII		8007487		chrVII		27760713		1.5-LOD region as reported		chrVII		8007487		chrVII		27760713

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Middle raker spacing		feeding		3.45		chrVI		region = 1.5-LOD markers, File S3				Stn62		microsatellite		chrUn		14969370		Stn62		microsatellite		chrUn		14969579		Stn62		microsatellite		chrUn		14969370		Stn64		microsatellite		chrVI		12928937		1.5-LOD region as reported		chrUn		14969370		chrVI		12928937		1		chrVI		229918		chrVI		230127		chrVI		229918		chrVI		13930848		1.5-LOD region as reported		chrVI		229918		chrVI		13930848				chrVI		771994		chrVI		771785		chrVI		771994		chrVI		14529023		1.5-LOD region as reported		chrVI		771994		chrVI		14529023

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Supraoccipital crest length		body shape		9.00		chrUn		region = 1.5-LOD markers, File S3				Stn318		microsatellite		chrUn		16988287		Stn318		microsatellite		chrUn		16988466		Stn236		microsatellite		chrUn		44740058		Stn327		microsatellite		chrXII		5799776		1.5-LOD region as reported		chrUn		44740058		chrXII		5799776		1		chrXII		1598936		chrXII		1599115		chrUn		24642046		chrXII		13826422		1.5-LOD region as reported		chrUn		24642046		chrXII		13826422		1		chrXII		2901910		chrXII		2902089		chrUn		11268260		chrXII		15130396		1.5-LOD region as reported		chrUn		11268260		chrXII		15130396		1

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dentary height		feeding		6.94		chrXII		region = 1.5-LOD markers, File S3, missing Stn275 replaced by Stn394				Stn318		microsatellite		chrUn		16988287		Stn318		microsatellite		chrUn		16988466		Stn137		microsatellite		chrXII		1656890		Stn275(Stn394)		microsatellite		chrXII		18196820		1.5-LOD region as reported		chrXII		1656890		chrXII		18196820				chrXII		1598936		chrXII		1599115		chrXII		2526062		chrXII		19065992		1.5-LOD region as reported		chrXII		2526062		chrXII		19065992				chrXII		2901910		chrXII		2902089		chrXII		3830036		chrXII		19667912		1.5-LOD region as reported		chrXII		3830036		chrXII		19667912

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 2 length		feeding		3.74		chrI		region = 1.5-LOD markers, File S3				Stn13		microsatellite		chrUn		18864087		Stn13		microsatellite		chrUn		18864331		Stn12		microsatellite		chrI		22279405		Stn14		microsatellite		chrI		27524288		1.5-LOD region as reported		chrI		22279405		chrI		27524288				chrI		27832834		chrI		27833078		chrI		24933125		chrI		28635278		1.5-LOD region as reported		chrI		24933125		chrI		28635278				chrI		28606150		chrI		28606394		chrI		25705441		chrI		29580157		1.5-LOD region as reported		chrI		25705441		chrI		29580157

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 3 cerato raker number		feeding		3.75		chrI		region = 1.5-LOD markers, File S3				Stn2		microsatellite		chrUn		34680584		Stn2		microsatellite		chrUn		34681136		Gac4170		microsatellite		chrI		675889		Stn6		microsatellite		chrI		2765246		1.5-LOD region as reported		chrI		675889		chrI		2765246				chrUn		14582572		chrUn		14583124		chrI		675889		chrI		2765246		1.5-LOD region as reported		chrI		675889		chrI		2765246				chrI		1917703		chrI		1918255		chrI		815247		chrI		3246401		1.5-LOD region as reported		chrI		815247		chrI		3246401

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Opercle width		respiration		4.43		chrI		region = 1.5-LOD markers, File S3				Stn2		microsatellite		chrUn		34680584		Stn2		microsatellite		chrUn		34681136		Gac4170		microsatellite		chrI		675889		Stn13		microsatellite		chrUn		18864331		1.5-LOD region as reported		chrI		675889		chrUn		18864331		1		chrUn		14582572		chrUn		14583124		chrI		675889		chrI		27833078		1.5-LOD region as reported		chrI		675889		chrI		27833078				chrI		1917703		chrI		1918255		chrI		815247		chrI		28606394		1.5-LOD region as reported		chrI		815247		chrI		28606394

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 1 length		feeding		3.87		chrV		region = 1.5-LOD markers, File S3				Stn332		microsatellite		chrV		3175001		Stn332		microsatellite		chrV		3175621		Stn247		microsatellite		chrV		2070230		Stn313		microsatellite		chrV		5236278		1.5-LOD region as reported		chrV		2070230		chrV		5236278				chrV		7654231		chrV		7653611		chrV		8759002		chrV		5592954		1.5-LOD region as reported		chrV		5592954		chrV		8759002				chrV		7656231		chrV		7655611		chrV		8761002		chrV		5594954		1.5-LOD region as reported		chrV		5594954		chrV		8761002

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 2 length		feeding		5.31		chrV		region = 1.5-LOD markers, File S3				Stn332		microsatellite		chrV		3175001		Stn332		microsatellite		chrV		3175621		Stn247		microsatellite		chrV		2070230		Stn241		microsatellite		chrV		5142519		1.5-LOD region as reported		chrV		2070230		chrV		5142519				chrV		7654231		chrV		7653611		chrV		8759002		chrV		5686713		1.5-LOD region as reported		chrV		5686713		chrV		8759002				chrV		7656231		chrV		7655611		chrV		8761002		chrV		5688713		1.5-LOD region as reported		chrV		5688713		chrV		8761002

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 3 length		feeding		3.66		chrV		region = 1.5-LOD markers, File S3				Stn332		microsatellite		chrV		3175001		Stn332		microsatellite		chrV		3175621		Stn247		microsatellite		chrV		2070230		Stn313		microsatellite		chrV		5236278		1.5-LOD region as reported		chrV		2070230		chrV		5236278				chrV		7654231		chrV		7653611		chrV		8759002		chrV		5592954		1.5-LOD region as reported		chrV		5592954		chrV		8759002				chrV		7656231		chrV		7655611		chrV		8761002		chrV		5594954		1.5-LOD region as reported		chrV		5594954		chrV		8761002

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 4 length		feeding		3.84		chrV		region = 1.5-LOD markers, File S3				Stn332		microsatellite		chrV		3175001		Stn332		microsatellite		chrV		3175621		Stn247		microsatellite		chrV		2070230		Stn313		microsatellite		chrV		5236278		1.5-LOD region as reported		chrV		2070230		chrV		5236278				chrV		7654231		chrV		7653611		chrV		8759002		chrV		5592954		1.5-LOD region as reported		chrV		5592954		chrV		8759002				chrV		7656231		chrV		7655611		chrV		8761002		chrV		5594954		1.5-LOD region as reported		chrV		5594954		chrV		8761002

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Articular length		feeding		5.05		chrV		region = 1.5-LOD markers, File S3				Stn332		microsatellite		chrV		3175001		Stn332		microsatellite		chrV		3175621		Stn247		microsatellite		chrV		2070230		Stn313		microsatellite		chrV		5236278		1.5-LOD region as reported		chrV		2070230		chrV		5236278				chrV		7654231		chrV		7653611		chrV		8759002		chrV		5592954		1.5-LOD region as reported		chrV		5592954		chrV		8759002				chrV		7656231		chrV		7655611		chrV		8761002		chrV		5594954		1.5-LOD region as reported		chrV		5594954		chrV		8761002

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Articular height		feeding		4.84		chrV		region = 1.5-LOD markers, File S3, missing Stn289 replaced by Stn312				Stn54		microsatellite		chrV		3981965		Stn54		microsatellite		chrV		3982127		Stn247		microsatellite		chrV		2070230		Stn289(Stn312)		microsatellite		chrV		10401123		1.5-LOD region as reported		chrV		2070230		chrV		10401123				chrV		6847267		chrV		6847105		chrV		8759002		chrV		13352665		1.5-LOD region as reported		chrV		8759002		chrV		13352665				chrV		6849267		chrV		6849105		chrV		8761002		chrV		13354665		1.5-LOD region as reported		chrV		8761002		chrV		13354665

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 5 length		feeding		5.88		chrV		region = 1.5-LOD markers, File S3				Stn52		microsatellite		chrV		4402282		Stn52		microsatellite		chrV		4402454		Stn247		microsatellite		chrV		2070230		Stn313		microsatellite		chrV		5236278		1.5-LOD region as reported		chrV		2070230		chrV		5236278				chrV		6426950		chrV		6426778		chrV		8759002		chrV		5592954		1.5-LOD region as reported		chrV		5592954		chrV		8759002				chrV		6428950		chrV		6428778		chrV		8761002		chrV		5594954		1.5-LOD region as reported		chrV		5594954		chrV		8761002

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Premaxilla length		feeding		5.98		chrV		region = 1.5-LOD markers, File S3, missing Stn289 replaced by Stn312				Stn52		microsatellite		chrV		4402282		Stn52		microsatellite		chrV		4402454		Stn247		microsatellite		chrV		2070230		Stn289(Stn312)		microsatellite		chrV		10401123		1.5-LOD region as reported		chrV		2070230		chrV		10401123				chrV		6426950		chrV		6426778		chrV		8759002		chrV		13352665		1.5-LOD region as reported		chrV		8759002		chrV		13352665				chrV		6428950		chrV		6428778		chrV		8761002		chrV		13354665		1.5-LOD region as reported		chrV		8761002		chrV		13354665

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Epibranchial 1 length		feeding		3.74		chrV		region = 1.5-LOD markers, File S3, missing Stn289 replaced by Stn313				Stn312		microsatellite		chrV		10400963		Stn312		microsatellite		chrV		10401123		Stn289(Stn313)		microsatellite		chrV		5236061		Dlx3b		microsatellite		chrV		11713567		1.5-LOD region as reported		chrV		5236061		chrV		11713567				chrV		13352505		chrV		13352665		chrV		5593171		chrV		13978070		1.5-LOD region as reported		chrV		5593171		chrV		13978070				chrV		13354505		chrV		13354665		chrV		5595171		chrV		13980070		1.5-LOD region as reported		chrV		5595171		chrV		13980070

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Caudal vertebrae number		swimming		6.39		chrV		region = 1.5-LOD markers, File S3, missing Stn289 replaced by Stn313				Stn58		microsatellite		chrV		11542890		Stn58		microsatellite		chrV		11543060		Stn289(Stn313)		microsatellite		chrV		5236061		Stn326		microsatellite		chrV		12219117		1.5-LOD region as reported		chrV		5236061		chrV		12219117				chrV		14148747		chrV		14148577		chrV		5593171		chrV		15170659		1.5-LOD region as reported		chrV		5593171		chrV		15170659				chrV		14150747		chrV		14150577		chrV		5595171		chrV		15298533		1.5-LOD region as reported		chrV		5595171		chrV		15298533

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal spine 2 length		defence		2.63		chrV		region = 1.5-LOD markers, File S3, missing Stn289 replaced by Stn313				Stn326		microsatellite		chrV		12218989		Stn326		microsatellite		chrV		12219117		Stn289(Stn313)		microsatellite		chrV		5236061		Stn326		microsatellite		chrV		12219117		1.5-LOD region as reported		chrV		5236061		chrV		12219117				chrV		15170531		chrV		15170659		chrV		5593171		chrV		15170659		1.5-LOD region as reported		chrV		5593171		chrV		15170659				chrV		15298661		chrV		15298533		chrV		5595171		chrV		15298533		1.5-LOD region as reported		chrV		5595171		chrV		15298533

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Supraoccipital crest area		body shape		4.70		chrVI		region = 1.5-LOD markers, File S3				Stn279		microsatellite		chrVI		3978954		Stn279		microsatellite		chrVI		3979192		Stn62		microsatellite		chrUn		14969370		Stn306		microsatellite		chrVI		2482230		1.5-LOD region as reported		chrUn		14969370		chrVI		2482230		1		chrVI		1079737		chrVI		1079499		chrVI		229918		chrVI		2576461		1.5-LOD region as reported		chrVI		229918		chrVI		2576461				chrVI		2563667		chrVI		2563429		chrVI		771994		chrVI		4060391		1.5-LOD region as reported		chrVI		771994		chrVI		4060391

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Hypo raker number		feeding		5.70		chrVII		region = 1.5-LOD markers, File S3				Stn258		microsatellite		chrVII		88297		Stn258		microsatellite		chrVII		88434		Stn258		microsatellite		chrVII		88297		Stn76		microsatellite		chrVII		5222584		1.5-LOD region as reported		chrVII		88297		chrVII		5222584				chrVII		88297		chrVII		88434		chrVII		88297		chrVII		5222584		1.5-LOD region as reported		chrVII		88297		chrVII		5222584				chrVII		980414		chrVII		980277		chrVII		980414		chrVII		5751569		1.5-LOD region as reported		chrVII		980414		chrVII		5751569

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 1 tooth number		feeding		5.08		chrVII		region = 1.5-LOD markers, File S3				Stn72		microsatellite		chrVII		2440718		Stn72		microsatellite		chrVII		2441119		Stn245		microsatellite		chrVII		338787		Stn76		microsatellite		chrVII		5222584		1.5-LOD region as reported		chrVII		338787		chrVII		5222584				chrVII		2440718		chrVII		2441119		chrVII		338787		chrVII		5222584		1.5-LOD region as reported		chrVII		338787		chrVII		5222584				chrVII		2969703		chrVII		2970104		chrVII		729924		chrVII		5751569		1.5-LOD region as reported		chrVII		729924		chrVII		5751569

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 2 tooth number		feeding		4.43		chrVII		region = 1.5-LOD markers, File S3				Stn72		microsatellite		chrVII		2440718		Stn72		microsatellite		chrVII		2441119		Stn70		microsatellite		chrVII		1038766		Stn81		microsatellite		chrVII		26449376		1.5-LOD region as reported		chrVII		1038766		chrVII		26449376				chrVII		2440718		chrVII		2441119		chrVII		1038766		chrVII		28197556		1.5-LOD region as reported		chrVII		1038766		chrVII		28197556				chrVII		2969703		chrVII		2970104		chrVII		1567751		chrVII		29101909		1.5-LOD region as reported		chrVII		1567751		chrVII		29101909

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Frontal width		body shape		5.38		chrVII		region = 1.5-LOD markers, File S3				Stn72		microsatellite		chrVII		2440718		Stn72		microsatellite		chrVII		2441119		Stn70		microsatellite		chrVII		1038766		Stn75		microsatellite		chrVII		24230078		1.5-LOD region as reported		chrVII		1038766		chrVII		24230078				chrVII		2440718		chrVII		2441119		chrVII		1038766		chrVII		25978258		1.5-LOD region as reported		chrVII		1038766		chrVII		25978258				chrVII		2969703		chrVII		2970104		chrVII		1567751		chrVII		26882611		1.5-LOD region as reported		chrVII		1567751		chrVII		26882611

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 1 raker number		feeding		5.00		chrVII		region = 1.5-LOD markers, File S3				Stn76		microsatellite		chrVII		5222423		Stn76		microsatellite		chrVII		5222584		Stn72		microsatellite		chrVII		2440718		Stn81		microsatellite		chrVII		26449376		1.5-LOD region as reported		chrVII		2440718		chrVII		26449376				chrVII		5222423		chrVII		5222584		chrVII		2440718		chrVII		28197556		1.5-LOD region as reported		chrVII		2440718		chrVII		28197556				chrVII		5751408		chrVII		5751569		chrVII		2969703		chrVII		29101909		1.5-LOD region as reported		chrVII		2969703		chrVII		29101909

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 3 raker number		feeding		3.69		chrVII		region = 1.5-LOD markers, File S3				Stn76		microsatellite		chrVII		5222423		Stn76		microsatellite		chrVII		5222584		Stn245		microsatellite		chrVII		338787		Stn257		microsatellite		chrVII		25108180		1.5-LOD region as reported		chrVII		338787		chrVII		25108180				chrVII		5222423		chrVII		5222584		chrVII		338787		chrVII		26856360		1.5-LOD region as reported		chrVII		338787		chrVII		26856360				chrVII		5751408		chrVII		5751569		chrVII		729924		chrVII		27760713		1.5-LOD region as reported		chrVII		729924		chrVII		27760713

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Branchial arch 1 raker number		feeding		5.39		chrVII		region = 1.5-LOD markers, File S3				Stn76		microsatellite		chrVII		5222423		Stn76		microsatellite		chrVII		5222584		Stn72		microsatellite		chrVII		2440718		Stn71		microsatellite		chrVII		7478687		1.5-LOD region as reported		chrVII		2440718		chrVII		7478687				chrVII		5222423		chrVII		5222584		chrVII		2440718		chrVII		7478687		1.5-LOD region as reported		chrVII		2440718		chrVII		7478687				chrVII		5751408		chrVII		5751569		chrVII		2969703		chrVII		8007672		1.5-LOD region as reported		chrVII		2969703		chrVII		8007672

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Branchial arch 2 raker number		feeding		4.20		chrVII		region = 1.5-LOD markers, File S3				Stn76		microsatellite		chrVII		5222423		Stn76		microsatellite		chrVII		5222584		Stn72		microsatellite		chrVII		2440718		Stn257		microsatellite		chrVII		25108180		1.5-LOD region as reported		chrVII		2440718		chrVII		25108180				chrVII		5222423		chrVII		5222584		chrVII		2440718		chrVII		26856360		1.5-LOD region as reported		chrVII		2440718		chrVII		26856360				chrVII		5751408		chrVII		5751569		chrVII		2969703		chrVII		27760713		1.5-LOD region as reported		chrVII		2969703		chrVII		27760713

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Odd row raker number		feeding		4.54		chrVII		region = 1.5-LOD markers, File S3				Stn76		microsatellite		chrVII		5222423		Stn76		microsatellite		chrVII		5222584		Stn70		microsatellite		chrVII		1038766		Stn71		microsatellite		chrVII		7478687		1.5-LOD region as reported		chrVII		1038766		chrVII		7478687				chrVII		5222423		chrVII		5222584		chrVII		1038766		chrVII		7478687		1.5-LOD region as reported		chrVII		1038766		chrVII		7478687				chrVII		5751408		chrVII		5751569		chrVII		1567751		chrVII		8007672		1.5-LOD region as reported		chrVII		1567751		chrVII		8007672

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		All raker number		feeding		3.98		chrVII		region = 1.5-LOD markers, File S3				Stn76		microsatellite		chrVII		5222423		Stn76		microsatellite		chrVII		5222584		Stn70		microsatellite		chrVII		1038766		Stn210		microsatellite		chrUn		8420701		1.5-LOD region as reported		chrVII		1038766		chrUn		8420701		1		chrVII		5222423		chrVII		5222584		chrVII		1038766		chrVII		11075956		1.5-LOD region as reported		chrVII		1038766		chrVII		11075956				chrVII		5751408		chrVII		5751569		chrVII		1567751		chrVII		12398436		1.5-LOD region as reported		chrVII		1567751		chrVII		12398436

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 1 length		feeding		11.77		chrVII		region = 1.5-LOD markers, File S3				Stn76		microsatellite		chrVII		5222423		Stn76		microsatellite		chrVII		5222584		Stn72		microsatellite		chrVII		2440718		Stn75		microsatellite		chrVII		24230078		1.5-LOD region as reported		chrVII		2440718		chrVII		24230078				chrVII		5222423		chrVII		5222584		chrVII		2440718		chrVII		25978258		1.5-LOD region as reported		chrVII		2440718		chrVII		25978258				chrVII		5751408		chrVII		5751569		chrVII		2969703		chrVII		26882611		1.5-LOD region as reported		chrVII		2969703		chrVII		26882611

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal spine 1 length		defence		4.50		chrVII		region = 1.5-LOD markers, File S3				Stn76		microsatellite		chrVII		5222423		Stn76		microsatellite		chrVII		5222584		Stn72		microsatellite		chrVII		2440718		Stn81		microsatellite		chrVII		26449376		1.5-LOD region as reported		chrVII		2440718		chrVII		26449376				chrVII		5222423		chrVII		5222584		chrVII		2440718		chrVII		28197556		1.5-LOD region as reported		chrVII		2440718		chrVII		28197556				chrVII		5751408		chrVII		5751569		chrVII		2969703		chrVII		29101909		1.5-LOD region as reported		chrVII		2969703		chrVII		29101909

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Epibranchial 1 length		feeding		4.23		chrVII		region = 1.5-LOD markers, File S3				Stn71		microsatellite		chrVII		7478502		Stn71		microsatellite		chrVII		7478687		Stn76		microsatellite		chrVII		5222423		Stn257		microsatellite		chrVII		25108180		1.5-LOD region as reported		chrVII		5222423		chrVII		25108180				chrVII		7478502		chrVII		7478687		chrVII		5222423		chrVII		26856360		1.5-LOD region as reported		chrVII		5222423		chrVII		26856360				chrVII		8007487		chrVII		8007672		chrVII		5751408		chrVII		27760713		1.5-LOD region as reported		chrVII		5751408		chrVII		27760713

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Articular height		feeding		5.79		chrVII		region = 1.5-LOD markers, File S3				Stn71		microsatellite		chrVII		7478502		Stn71		microsatellite		chrVII		7478687		Stn72		microsatellite		chrVII		2440718		Stn257		microsatellite		chrVII		25108180		1.5-LOD region as reported		chrVII		2440718		chrVII		25108180				chrVII		7478502		chrVII		7478687		chrVII		2440718		chrVII		26856360		1.5-LOD region as reported		chrVII		2440718		chrVII		26856360				chrVII		8007487		chrVII		8007672		chrVII		2969703		chrVII		27760713		1.5-LOD region as reported		chrVII		2969703		chrVII		27760713

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		In-lever 1 of articular length		feeding		5.02		chrVII		region = 1.5-LOD markers, File S3				Stn71		microsatellite		chrVII		7478502		Stn71		microsatellite		chrVII		7478687		Stn72		microsatellite		chrVII		2440718		Stn257		microsatellite		chrVII		25108180		1.5-LOD region as reported		chrVII		2440718		chrVII		25108180				chrVII		7478502		chrVII		7478687		chrVII		2440718		chrVII		26856360		1.5-LOD region as reported		chrVII		2440718		chrVII		26856360				chrVII		8007487		chrVII		8007672		chrVII		2969703		chrVII		27760713		1.5-LOD region as reported		chrVII		2969703		chrVII		27760713

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Opercle length		respiration		11.12		chrVII		region = 1.5-LOD markers, File S3				Stn79		microsatellite		chrVII		17330866		Stn79		microsatellite		chrVII		17330982		Stn71		microsatellite		chrVII		7478502		Stn257		microsatellite		chrVII		25108180		1.5-LOD region as reported		chrVII		7478502		chrVII		25108180				chrVII		19079046		chrVII		19079162		chrVII		7478502		chrVII		26856360		1.5-LOD region as reported		chrVII		7478502		chrVII		26856360				chrVII		19983399		chrVII		19983515		chrVII		8007487		chrVII		27760713		1.5-LOD region as reported		chrVII		8007487		chrVII		27760713

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 1 cerato raker number		feeding		6.99		chrVII		region = 1.5-LOD markers, File S3				Stn75		microsatellite		chrVII		24229879		Stn75		microsatellite		chrVII		24230078		Stn72		microsatellite		chrVII		2440718		Stn257		microsatellite		chrVII		25108180		1.5-LOD region as reported		chrVII		2440718		chrVII		25108180				chrVII		25978059		chrVII		25978258		chrVII		2440718		chrVII		26856360		1.5-LOD region as reported		chrVII		2440718		chrVII		26856360				chrVII		26882412		chrVII		26882611		chrVII		2969703		chrVII		27760713		1.5-LOD region as reported		chrVII		2969703		chrVII		27760713

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 2 length		feeding		13.73		chrVII		region = 1.5-LOD markers, File S3				Stn75		microsatellite		chrVII		24229879		Stn75		microsatellite		chrVII		24230078		Stn210		microsatellite		chrUn		8420232		Stn257		microsatellite		chrVII		25108180		1.5-LOD region as reported		chrUn		8420232		chrVII		25108180		1		chrVII		25978059		chrVII		25978258		chrVII		11075487		chrVII		26856360		1.5-LOD region as reported		chrVII		11075487		chrVII		26856360				chrVII		26882412		chrVII		26882611		chrVII		12398905		chrVII		27760713		1.5-LOD region as reported		chrVII		12398905		chrVII		27760713

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ventral toothplate width		feeding		4.76		chrVII		region = 1.5-LOD markers, File S3				Stn75		microsatellite		chrVII		24229879		Stn75		microsatellite		chrVII		24230078		Stn72		microsatellite		chrVII		2440718		Stn257		microsatellite		chrVII		25108180		1.5-LOD region as reported		chrVII		2440718		chrVII		25108180				chrVII		25978059		chrVII		25978258		chrVII		2440718		chrVII		26856360		1.5-LOD region as reported		chrVII		2440718		chrVII		26856360				chrVII		26882412		chrVII		26882611		chrVII		2969703		chrVII		27760713		1.5-LOD region as reported		chrVII		2969703		chrVII		27760713

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Articular length		feeding		6.58		chrVII		region = 1.5-LOD markers, File S3				Stn75		microsatellite		chrVII		24229879		Stn75		microsatellite		chrVII		24230078		Stn79		microsatellite		chrVII		17330866		Stn257		microsatellite		chrVII		25108180		1.5-LOD region as reported		chrVII		17330866		chrVII		25108180				chrVII		25978059		chrVII		25978258		chrVII		19079046		chrVII		26856360		1.5-LOD region as reported		chrVII		19079046		chrVII		26856360				chrVII		26882412		chrVII		26882611		chrVII		19983399		chrVII		27760713		1.5-LOD region as reported		chrVII		19983399		chrVII		27760713

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		In-lever 2 of articular length		feeding		11.93		chrVII		region = 1.5-LOD markers, File S3				Stn75		microsatellite		chrVII		24229879		Stn75		microsatellite		chrVII		24230078		Stn71		microsatellite		chrVII		7478502		Stn257		microsatellite		chrVII		25108180		1.5-LOD region as reported		chrVII		7478502		chrVII		25108180				chrVII		25978059		chrVII		25978258		chrVII		7478502		chrVII		26856360		1.5-LOD region as reported		chrVII		7478502		chrVII		26856360				chrVII		26882412		chrVII		26882611		chrVII		8007487		chrVII		27760713		1.5-LOD region as reported		chrVII		8007487		chrVII		27760713

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 2 width		feeding		9.20		chrVII		region = 1.5-LOD markers, File S3				Stn257		microsatellite		chrVII		25107948		Stn257		microsatellite		chrVII		25108180		Stn71		microsatellite		chrVII		7478502		Stn81		microsatellite		chrVII		26449376		1.5-LOD region as reported		chrVII		7478502		chrVII		26449376				chrVII		26856128		chrVII		26856360		chrVII		7478502		chrVII		28197556		1.5-LOD region as reported		chrVII		7478502		chrVII		28197556				chrVII		27760481		chrVII		27760713		chrVII		8007487		chrVII		29101909		1.5-LOD region as reported		chrVII		8007487		chrVII		29101909

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Premaxilla width		feeding		8.30		chrVII		region = 1.5-LOD markers, File S3				Stn257		microsatellite		chrVII		25107948		Stn257		microsatellite		chrVII		25108180		Stn75		microsatellite		chrVII		24229879		Stn82		microsatellite		chrVII		26661766		1.5-LOD region as reported		chrVII		24229879		chrVII		26661766				chrVII		26856128		chrVII		26856360		chrVII		25978059		chrVII		28409946		1.5-LOD region as reported		chrVII		25978059		chrVII		28409946				chrVII		27760481		chrVII		27760713		chrVII		26882412		chrVII		29314299		1.5-LOD region as reported		chrVII		26882412		chrVII		29314299

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Premaxilla length		feeding		3.90		chrVII		region = 1.5-LOD markers, File S3, missing Pitx1 replaced by chromosome end				Stn81		microsatellite		chrVII		26449237		Stn81		microsatellite		chrVII		26449376		Stn75		microsatellite		chrVII		24229879		Pitx1(Stn336)		gene/microsatellite		chrVII				1.5-LOD region as reported, chromosome end for Pitx1		chrVII		24229879		chrVII		27937443				chrVII		28197417		chrVII		28197556		chrVII		25978059		chrVII				1.5-LOD region as reported, chromosome end for Pitx1		chrVII		25978059		chrVII		29685623				chrVII		29101770		chrVII		29101909		chrVII		26882412		chrVII				1.5-LOD region as reported, chromosome end for Pitx1		chrVII		26882412		chrVII		30850397

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Opercle width		respiration		5.43		chrVII		region = 1.5-LOD markers, File S3, missing Pitx1 replaced by chromosome end				Stn81		microsatellite		chrVII		26449237		Stn81		microsatellite		chrVII		26449376		Stn257		microsatellite		chrVII		25107948		Pitx1(Stn336)		gene		chrVII				1.5-LOD region as reported, chromosome end for Pitx1		chrVII		25107948		chrVII		27937443				chrVII		28197417		chrVII		28197556		chrVII		26856128		chrVII				1.5-LOD region as reported, chromosome end for Pitx1		chrVII		26856128		chrVII		29685623				chrVII		29101770		chrVII		29101909		chrVII		27760481		chrVII				1.5-LOD region as reported, chromosome end for Pitx1		chrVII		27760481		chrVII		30850397

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dentary height		feeding		5.73		chrVII		region = 1.5-LOD markers, File S3, missing Pitx1 replaced by chromosome end				Stn82		microsatellite		chrVII		26661087		Stn82		microsatellite		chrVII		26661766		Stn257		microsatellite		chrVII		25107948		Pitx1(Stn336)		gene		chrVII				1.5-LOD region as reported, chromosome end for Pitx1		chrVII		25107948		chrVII		27937443				chrVII		28409267		chrVII		28409946		chrVII		26856128		chrVII				1.5-LOD region as reported, chromosome end for Pitx1		chrVII		26856128		chrVII		29685623				chrVII		29313620		chrVII		29314299		chrVII		27760481		chrVII				1.5-LOD region as reported, chromosome end for Pitx1		chrVII		27760481		chrVII		30850397

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 8 cerato raker number		feeding		5.47		chrVIII		region = 1.5-LOD markers, File S3				Stn300		microsatellite		chrVIII		1064809		Stn300		microsatellite		chrVIII		1065033		Stn83		microsatellite		chrVIII		727330		Stn226		microsatellite		chrVIII		4603188		1.5-LOD region as reported		chrVIII		727330		chrVIII		4603188				chrVIII		1064809		chrVIII		1065033		chrVIII		727330		chrVIII		4603188		1.5-LOD region as reported		chrVIII		727330		chrVIII		4603188				chrVIII		2234730		chrVIII		2234954		chrVIII		1897251		chrVIII		5773109		1.5-LOD region as reported		chrVIII		1897251		chrVIII		5773109

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 2 tooth number		feeding		4.07		chrVIII		region = 1.5-LOD markers, File S3				Stn300		microsatellite		chrVIII		1064809		Stn300		microsatellite		chrVIII		1065033		Stn83		microsatellite		chrVIII		727330		Stn88		microsatellite		chrVIII		4172620		1.5-LOD region as reported		chrVIII		727330		chrVIII		4172620				chrVIII		1064809		chrVIII		1065033		chrVIII		727330		chrVIII		4172620		1.5-LOD region as reported		chrVIII		727330		chrVIII		4172620				chrVIII		2234730		chrVIII		2234954		chrVIII		1897251		chrVIII		5342541		1.5-LOD region as reported		chrVIII		1897251		chrVIII		5342541

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 2 length		feeding		6.09		chrVIII		region = 1.5-LOD markers, File S3				Stn88		microsatellite		chrVIII		4172401		Stn88		microsatellite		chrVIII		4172620		Stn89		microsatellite		chrVIII		6987227		Stn324		microsatellite		chrVIII		13983664		1.5-LOD region as reported		chrVIII		6987227		chrVIII		13983664				chrVIII		4172401		chrVIII		4172620		chrVIII		6987227		chrVIII		13983664		1.5-LOD region as reported		chrVIII		6987227		chrVIII		13983664				chrVIII		5342322		chrVIII		5342541		chrVIII		8157148		chrVIII		15153585		1.5-LOD region as reported		chrVIII		8157148		chrVIII		15153585

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Supraoccipital crest area		body shape		3.49		chrVIII		region = 1.5-LOD markers, File S3				Stn88		microsatellite		chrVIII		4172401		Stn88		microsatellite		chrVIII		4172620		Stn83		microsatellite		chrVIII		727330		Stn239		microsatellite		chrVIII		10201908		1.5-LOD region as reported		chrVIII		727330		chrVIII		10201908				chrVIII		4172401		chrVIII		4172620		chrVIII		727330		chrVIII		10201908		1.5-LOD region as reported		chrVIII		727330		chrVIII		10201908				chrVIII		5342322		chrVIII		5342541		chrVIII		1897251		chrVIII		11371829		1.5-LOD region as reported		chrVIII		1897251		chrVIII		11371829

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 5 length		feeding		4.08		chrVIII		region = 1.5-LOD markers, File S3				Stn226		microsatellite		chrVIII		4603040		Stn226		microsatellite		chrVIII		4603188		Stn89		microsatellite		chrVIII		6987227		Stn92		microsatellite		chrVIII		15002427		1.5-LOD region as reported		chrVIII		6987227		chrVIII		15002427				chrVIII		4603040		chrVIII		4603188		chrVIII		6987227		chrVIII		15002427		1.5-LOD region as reported		chrVIII		6987227		chrVIII		15002427				chrVIII		5772961		chrVIII		5773109		chrVIII		8157148		chrVIII		16172348		1.5-LOD region as reported		chrVIII		8157148		chrVIII		16172348

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Supraoccipital crest width		body shape		4.68		chrVIII		region = 1.5-LOD markers, File S3				Stn314		microsatellite		chrVIII		6282607		Stn314		microsatellite		chrVIII		6283177		Stn83		microsatellite		chrVIII		727330		Stn87		microsatellite		chrVIII		12151566		1.5-LOD region as reported		chrVIII		727330		chrVIII		12151566				chrVIII		6282607		chrVIII		6283177		chrVIII		727330		chrVIII		12151566		1.5-LOD region as reported		chrVIII		727330		chrVIII		12151566				chrVIII		7452528		chrVIII		7453098		chrVIII		1897251		chrVIII		13321487		1.5-LOD region as reported		chrVIII		1897251		chrVIII		13321487

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 3 length		feeding		5.77		chrVIII		region = 1.5-LOD markers, File S3				Stn90		microsatellite		chrVIII		9574968		Stn90		microsatellite		chrVIII		9575159		Stn89		microsatellite		chrVIII		6987227		Stn92		microsatellite		chrVIII		15002427		1.5-LOD region as reported		chrVIII		6987227		chrVIII		15002427				chrVIII		9574968		chrVIII		9575159		chrVIII		6987227		chrVIII		15002427		1.5-LOD region as reported		chrVIII		6987227		chrVIII		15002427				chrVIII		10744889		chrVIII		10745080		chrVIII		8157148		chrVIII		16172348		1.5-LOD region as reported		chrVIII		8157148		chrVIII		16172348

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Frontal width		body shape		4.80		chrVIII		region = 1.5-LOD markers, File S3				Stn90		microsatellite		chrVIII		9574968		Stn90		microsatellite		chrVIII		9575159		Stn89		microsatellite		chrVIII		6987227		Stn243		microsatellite		chrVIII		15385785		1.5-LOD region as reported		chrVIII		6987227		chrVIII		15385785				chrVIII		9574968		chrVIII		9575159		chrVIII		6987227		chrVIII		15385785		1.5-LOD region as reported		chrVIII		6987227		chrVIII		15385785				chrVIII		10744889		chrVIII		10745080		chrVIII		8157148		chrVIII		16555706		1.5-LOD region as reported		chrVIII		8157148		chrVIII		16555706

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Epibranchial 1 length		feeding		5.51		chrVIII		region = 1.5-LOD markers, File S3				Stn239		microsatellite		chrVIII		10201806		Stn239		microsatellite		chrVIII		10201908		Stn89		microsatellite		chrVIII		6987227		Stn324		microsatellite		chrVIII		13983664		1.5-LOD region as reported		chrVIII		6987227		chrVIII		13983664				chrVIII		10201806		chrVIII		10201908		chrVIII		6987227		chrVIII		13983664		1.5-LOD region as reported		chrVIII		6987227		chrVIII		13983664				chrVIII		11371727		chrVIII		11371829		chrVIII		8157148		chrVIII		15153585		1.5-LOD region as reported		chrVIII		8157148		chrVIII		15153585

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 1 length		feeding		3.76		chrVIII		region = 1.5-LOD markers, File S3				Stn239		microsatellite		chrVIII		10201806		Stn239		microsatellite		chrVIII		10201908		Stn89		microsatellite		chrVIII		6987227		Stn250		microsatellite		chrVIII		15575175		1.5-LOD region as reported		chrVIII		6987227		chrVIII		15575175				chrVIII		10201806		chrVIII		10201908		chrVIII		6987227		chrVIII		15575175		1.5-LOD region as reported		chrVIII		6987227		chrVIII		15575175				chrVIII		11371727		chrVIII		11371829		chrVIII		8157148		chrVIII		16745096		1.5-LOD region as reported		chrVIII		8157148		chrVIII		16745096

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Last anal fin ray position		swimming		14.89		chrVIII		region = 1.5-LOD markers, File S3				Stn87		microsatellite		chrVIII		12150972		Stn87		microsatellite		chrVIII		12151566		Stn88		microsatellite		chrVIII		4172401		Stn324		microsatellite		chrVIII		13983664		1.5-LOD region as reported		chrVIII		4172401		chrVIII		13983664				chrVIII		12150972		chrVIII		12151566		chrVIII		4172401		chrVIII		13983664		1.5-LOD region as reported		chrVIII		4172401		chrVIII		13983664				chrVIII		13320893		chrVIII		13321487		chrVIII		5342322		chrVIII		15153585		1.5-LOD region as reported		chrVIII		5342322		chrVIII		15153585

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		All raker number		feeding		2.96		chrVIII		region = 1.5-LOD markers, File S3				Stn324		microsatellite		chrVIII		13983555		Stn324		microsatellite		chrVIII		13983664		Stn83		microsatellite		chrVIII		727330		Stn243		microsatellite		chrVIII		15385785		1.5-LOD region as reported		chrVIII		727330		chrVIII		15385785				chrVIII		13983555		chrVIII		13983664		chrVIII		727330		chrVIII		15385785		1.5-LOD region as reported		chrVIII		727330		chrVIII		15385785				chrVIII		15153476		chrVIII		15153585		chrVIII		1897251		chrVIII		16555706		1.5-LOD region as reported		chrVIII		1897251		chrVIII		16555706

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 4 length		feeding		3.40		chrVIII		region = 1.5-LOD markers, File S3				Stn324		microsatellite		chrVIII		13983555		Stn324		microsatellite		chrVIII		13983664		Stn83		microsatellite		chrVIII		727330		Stn243		microsatellite		chrVIII		15385785		1.5-LOD region as reported		chrVIII		727330		chrVIII		15385785				chrVIII		13983555		chrVIII		13983664		chrVIII		727330		chrVIII		15385785		1.5-LOD region as reported		chrVIII		727330		chrVIII		15385785				chrVIII		15153476		chrVIII		15153585		chrVIII		1897251		chrVIII		16555706		1.5-LOD region as reported		chrVIII		1897251		chrVIII		16555706

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal spine 1 length		defence		3.98		chrVIII		region = 1.5-LOD markers, File S3				Stn92		microsatellite		chrVIII		15002303		Stn92		microsatellite		chrVIII		15002427		Stn300		microsatellite		chrVIII		1064809		Stn93		microsatellite		chrVIII		15900148		1.5-LOD region as reported		chrVIII		1064809		chrVIII		15900148				chrVIII		15002303		chrVIII		15002427		chrVIII		1064809		chrVIII		15900148		1.5-LOD region as reported		chrVIII		1064809		chrVIII		15900148				chrVIII		16172224		chrVIII		16172348		chrVIII		2234730		chrVIII		17070069		1.5-LOD region as reported		chrVIII		2234730		chrVIII		17070069

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Hypo raker number		feeding		4.63		chrVIII		region = 1.5-LOD markers, File S3				Stn95		microsatellite		chrVIII		17370466		Stn95		microsatellite		chrVIII		17370594		Stn93		microsatellite		chrVIII		15899997		Stn96		microsatellite		chrVIII		18119985		1.5-LOD region as reported		chrVIII		15899997		chrVIII		18119985				chrVIII		17370466		chrVIII		17370594		chrVIII		15899997		chrVIII		18119985		1.5-LOD region as reported		chrVIII		15899997		chrVIII		18119985				chrVIII		18540387		chrVIII		18540515		chrVIII		17069918		chrVIII		19289906		1.5-LOD region as reported		chrVIII		17069918		chrVIII		19289906

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 2 width		feeding		4.18		chrVIII		region = 1.5-LOD markers, File S3				Stn95		microsatellite		chrVIII		17370466		Stn95		microsatellite		chrVIII		17370594		Stn93		microsatellite		chrVIII		15899997		Stn296		microsatellite		chrVIII		18120791		1.5-LOD region as reported		chrVIII		15899997		chrVIII		18120791				chrVIII		17370466		chrVIII		17370594		chrVIII		15899997		chrVIII		18120791		1.5-LOD region as reported		chrVIII		15899997		chrVIII		18120791				chrVIII		18540387		chrVIII		18540515		chrVIII		17069918		chrVIII		19290712		1.5-LOD region as reported		chrVIII		17069918		chrVIII		19290712

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 4 length		feeding		3.34		chrX		region = 1.5-LOD markers, File S3				Edn1(Stn429)		microsatellite		chrX		1883326		Edn1(Stn429)		microsatellite		chrX		1883460		Stn119		microsatellite		chrX		1241687		Stn310		microsatellite		chrX		4760146		1.5-LOD region as reported		chrX		1241687		chrX		4760146				chrX		2993461		chrX		2993595		chrX		2351822		chrX		5870281		1.5-LOD region as reported		chrX		2351822		chrX		5870281				chrX		3962473		chrX		3962607		chrX		3320834		chrX		6839293		1.5-LOD region as reported		chrX		3320834		chrX		6839293

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 1 tooth number		feeding		4.18		chrX		region = 1.5-LOD markers, File S3				Stn120		microsatellite		chrX		4208593		Stn120		microsatellite		chrX		4209127		Stn119		microsatellite		chrX		1241687		Stn121		microsatellite		chrX		6587629		1.5-LOD region as reported		chrX		1241687		chrX		6587629				chrX		5318728		chrX		5319262		chrX		2351822		chrX		7697764		1.5-LOD region as reported		chrX		2351822		chrX		7697764				chrX		6287740		chrX		6288274		chrX		3320834		chrX		8666776		1.5-LOD region as reported		chrX		3320834		chrX		8666776

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Last postanal pterygiophore position		swimming		4.36		chrX		region = 1.5-LOD markers, File S3				Stn120		microsatellite		chrX		4208593		Stn120		microsatellite		chrX		4209127		Stn119		microsatellite		chrX		1241687		Stn124		microsatellite		chrX		10583497		1.5-LOD region as reported		chrX		1241687		chrX		10583497				chrX		5318728		chrX		5319262		chrX		2351822		chrX		11693632		1.5-LOD region as reported		chrX		2351822		chrX		11693632				chrX		6287740		chrX		6288274		chrX		3320834		chrX		12662644		1.5-LOD region as reported		chrX		3320834		chrX		12662644

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		All raker number		feeding		3.02		chrX		region = 1.5-LOD markers, File S3				Stn211		microsatellite		chrX		6169731		Stn211		microsatellite		chrX		6169864		Stn119		microsatellite		chrX		1241687		Stn23		microsatellite		chrX		14005056		1.5-LOD region as reported		chrX		1241687		chrX		14005056				chrX		7279866		chrX		7279999		chrX		2351822		chrX		15115191		1.5-LOD region as reported		chrX		2351822		chrX		15115191				chrX		8248878		chrX		8249011		chrX		3320834		chrX		16084203		1.5-LOD region as reported		chrX		3320834		chrX		16084203

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 2 tooth number		feeding		7.60		chrX		region = 1.5-LOD markers, File S3				Stn211		microsatellite		chrX		6169731		Stn211		microsatellite		chrX		6169864		Stn119		microsatellite		chrX		1241687		Stn121		microsatellite		chrX		6587629		1.5-LOD region as reported		chrX		1241687		chrX		6587629				chrX		7279866		chrX		7279999		chrX		2351822		chrX		7697764		1.5-LOD region as reported		chrX		2351822		chrX		7697764				chrX		8248878		chrX		8249011		chrX		3320834		chrX		8666776		1.5-LOD region as reported		chrX		3320834		chrX		8666776

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ventral toothplate tooth number		feeding		3.57		chrX		region = 1.5-LOD markers, File S3				Stn211		microsatellite		chrX		6169731		Stn211		microsatellite		chrX		6169864		Stn119		microsatellite		chrX		1241687		Stn124		microsatellite		chrX		10583497		1.5-LOD region as reported		chrX		1241687		chrX		10583497				chrX		7279866		chrX		7279999		chrX		2351822		chrX		11693632		1.5-LOD region as reported		chrX		2351822		chrX		11693632				chrX		8248878		chrX		8249011		chrX		3320834		chrX		12662644		1.5-LOD region as reported		chrX		3320834		chrX		12662644

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Serration area on dorsal spine 2		defence		6.72		chrX		region = 1.5-LOD markers, File S3				Stn121		microsatellite		chrX		6587402		Stn121		microsatellite		chrX		6587629		Stn119		microsatellite		chrX		1241687		Stn124		microsatellite		chrX		10583497		1.5-LOD region as reported		chrX		1241687		chrX		10583497				chrX		7697537		chrX		7697764		chrX		2351822		chrX		11693632		1.5-LOD region as reported		chrX		2351822		chrX		11693632				chrX		8666549		chrX		8666776		chrX		3320834		chrX		12662644		1.5-LOD region as reported		chrX		3320834		chrX		12662644

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Serration number on dorsal spine 2		defence		6.13		chrX		region = 1.5-LOD markers, File S3				Dlx5.6		microsatellite		chrX		9485869		Dlx5.6		microsatellite		chrX		9486068		Stn119		microsatellite		chrX		1241687		Stn124		microsatellite		chrX		10583497		1.5-LOD region as reported		chrX		1241687		chrX		10583497				chrX		10596004		chrX		10596203		chrX		2351822		chrX		11693632		1.5-LOD region as reported		chrX		2351822		chrX		11693632				chrX		11565016		chrX		11565215		chrX		3320834		chrX		12662644		1.5-LOD region as reported		chrX		3320834		chrX		12662644

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 6 joint raker number		feeding		6.39		chrX		region = 1.5-LOD markers, File S3				Stn124		microsatellite		chrX		10572913		Stn124		microsatellite		chrX		10583497		Stn120		microsatellite		chrX		4208593		Stn23		microsatellite		chrX		14005056		1.5-LOD region as reported		chrX		4208593		chrX		14005056				chrX		11683048		chrX		11693632		chrX		5318728		chrX		15115191		1.5-LOD region as reported		chrX		5318728		chrX		15115191				chrX		12652060		chrX		12662644		chrX		6287740		chrX		16084203		1.5-LOD region as reported		chrX		6287740		chrX		16084203

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 7 hypo raker number		feeding		5.54		chrX		region = 1.5-LOD markers, File S3				Stn124		microsatellite		chrX		10572913		Stn124		microsatellite		chrX		10583497		Stn310		microsatellite		chrX		4759544		Stn23		microsatellite		chrX		14005056		1.5-LOD region as reported		chrX		4759544		chrX		14005056				chrX		11683048		chrX		11693632		chrX		5869679		chrX		15115191		1.5-LOD region as reported		chrX		5869679		chrX		15115191				chrX		12652060		chrX		12662644		chrX		6838691		chrX		16084203		1.5-LOD region as reported		chrX		6838691		chrX		16084203

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Joint raker number		feeding		4.43		chrX		region = 1.5-LOD markers, File S3				Stn124		microsatellite		chrX		10572913		Stn124		microsatellite		chrX		10583497		Edn1(Stn429)		microsatellite		chrX		1883326		Stn23		microsatellite		chrX		14005056		1.5-LOD region as reported		chrX		1883326		chrX		14005056				chrX		11683048		chrX		11693632		chrX		2993461		chrX		15115191		1.5-LOD region as reported		chrX		2993461		chrX		15115191				chrX		12652060		chrX		12662644		chrX		3962473		chrX		16084203		1.5-LOD region as reported		chrX		3962473		chrX		16084203

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Lateral raker spacing		feeding		4.24		chrXI		region = 1.5-LOD markers, File S3				Stn244		microsatellite		chrXI		984438		Stn244		microsatellite		chrXI		984629		Stn244		microsatellite		chrXI		984438		Stn283		microsatellite		chrXI		13180293		1.5-LOD region as reported		chrXI		984438		chrXI		13180293				chrXI		984438		chrXI		984629		chrXI		984438		chrXI		13180293		1.5-LOD region as reported		chrXI		984438		chrXI		13180293				chrXI		2589404		chrXI		2589213		chrXI		2589404		chrXI		13928443		1.5-LOD region as reported		chrXI		2589404		chrXI		13928443

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 1 tooth number		feeding		4.48		chrXI		region = 1.5-LOD markers, File S3, missing DIx3a replaced by nearby Stn126 and Stn224				Dlx3a(Stn126)		microsatellite		chrXI		3034795		Dlx3a(Stn224)		microsatellite		chrXI		7796955		Stn244		microsatellite		chrXI		984438		Stn283		microsatellite		chrXI		13180293		1.5-LOD region as reported		chrXI		984438		chrXI		13180293				chrXI		3034795		chrXI		7796955		chrXI		984438		chrXI		13180293		1.5-LOD region as reported		chrXI		984438		chrXI		13180293				chrXI		3782945		chrXI		8545105		chrXI		2589404		chrXI		13928443		1.5-LOD region as reported		chrXI		2589404		chrXI		13928443

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 2 tooth number		feeding		3.28		chrXI		region = 1.5-LOD markers, File S3, missing DIx3a replaced by nearby Stn126 and Stn224				Dlx3a(Stn126)		microsatellite		chrXI		3034795		Dlx3a(Stn224)		microsatellite		chrXI		7796955		Stn244		microsatellite		chrXI		984438		Stn283		microsatellite		chrXI		13180293		1.5-LOD region as reported		chrXI		984438		chrXI		13180293				chrXI		3034795		chrXI		7796955		chrXI		984438		chrXI		13180293		1.5-LOD region as reported		chrXI		984438		chrXI		13180293				chrXI		3782945		chrXI		8545105		chrXI		2589404		chrXI		13928443		1.5-LOD region as reported		chrXI		2589404		chrXI		13928443

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ventral toothplate length		feeding		4.62		chrXI		region = 1.5-LOD markers, File S3, missing DIx3a replaced by Stn126 and Stn224				Dlx3a(Stn126)		microsatellite		chrXI		3034795		Dlx3a(Stn224)		microsatellite		chrXI		7796955		Stn244		microsatellite		chrXI		984438		Stn224		microsatellite		chrXI		7796955		1.5-LOD region as reported		chrXI		984438		chrXI		7796955				chrXI		3034795		chrXI		7796955		chrXI		984438		chrXI		7796955		1.5-LOD region as reported		chrXI		984438		chrXI		7796955				chrXI		3782945		chrXI		8545105		chrXI		2589404		chrXI		8545105		1.5-LOD region as reported		chrXI		2589404		chrXI		8545105

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 3 raker number		feeding		3.13		chrXI		region = 1.5-LOD markers, File S3				Stn228		microsatellite		chrXI		6149806		Stn228		microsatellite		chrXI		6150396		Stn126		microsatellite		chrXI		3034795		Stn288		microsatellite		chrXI		11859429		1.5-LOD region as reported		chrXI		3034795		chrXI		11859429				chrXI		6149806		chrXI		6150396		chrXI		3034795		chrXI		11859429		1.5-LOD region as reported		chrXI		3034795		chrXI		11859429				chrXI		6897956		chrXI		6898546		chrXI		3782945		chrXI		12607579		1.5-LOD region as reported		chrXI		3782945		chrXI		12607579

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Premaxilla height		feeding		6.92		chrXI		region = 1.5-LOD markers, File S3, missing DIx3a replaced by nearby Stn126				Stn224		microsatellite		chrXI		7796753		Stn224		microsatellite		chrXI		7796955		Dlx3a(Stn126)		microsatellite		chrXI		3034795		Stn283		microsatellite		chrXI		13180293		1.5-LOD region as reported		chrXI		3034795		chrXI		13180293				chrXI		7796753		chrXI		7796955		chrXI		3034795		chrXI		13180293		1.5-LOD region as reported		chrXI		3034795		chrXI		13180293				chrXI		8544903		chrXI		8545105		chrXI		3782945		chrXI		13928443		1.5-LOD region as reported		chrXI		3782945		chrXI		13928443

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal spine 2 length		defence		2.48		chrXI		region = 1.5-LOD markers, File S3				Stn224		microsatellite		chrXI		7796753		Stn224		microsatellite		chrXI		7796955		Stn126		microsatellite		chrXI		3034795		Stn288		microsatellite		chrXI		11859429		1.5-LOD region as reported		chrXI		3034795		chrXI		11859429				chrXI		7796753		chrXI		7796955		chrXI		3034795		chrXI		11859429		1.5-LOD region as reported		chrXI		3034795		chrXI		11859429				chrXI		8544903		chrXI		8545105		chrXI		3782945		chrXI		12607579		1.5-LOD region as reported		chrXI		3782945		chrXI		12607579

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Premaxilla width		feeding		5.40		chrXI		region = 1.5-LOD markers, File S3				Stn283		microsatellite		chrXI		13180120		Stn283		microsatellite		chrXI		13180293		Stn224		microsatellite		chrXI		7796753		Stn288		microsatellite		chrXI		11859429		1.5-LOD region as reported		chrXI		7796753		chrXI		11859429				chrXI		13180120		chrXI		13180293		chrXI		7796753		chrXI		11859429		1.5-LOD region as reported		chrXI		7796753		chrXI		11859429				chrXI		13928270		chrXI		13928443		chrXI		8544903		chrXI		12607579		1.5-LOD region as reported		chrXI		8544903		chrXI		12607579

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Opercle neck width		respiration		8.40		chrXII		region = 1.5-LOD markers, File S3				Stn137		microsatellite		chrXII		1656890		Stn137		microsatellite		chrXII		1657049		Stn134		microsatellite		chrXII		1354859		Stn327		microsatellite		chrXII		5799776		1.5-LOD region as reported		chrXII		1354859		chrXII		5799776				chrXII		2526062		chrXII		2526221		chrXII		2224031		chrXII		13826422		1.5-LOD region as reported		chrXII		2224031		chrXII		13826422				chrXII		3830036		chrXII		3830195		chrXII		3528005		chrXII		15130396		1.5-LOD region as reported		chrXII		3528005		chrXII		15130396

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 4 length		feeding		3.46		chrXII		region = 1.5-LOD markers, File S3				Stn287		microsatellite		chrXII		9516763		Stn287		microsatellite		chrXII		9516885		Stn137		microsatellite		chrXII		1656890		Stn140		microsatellite		chrXII		9178929		1.5-LOD region as reported		chrXII		1656890		chrXII		9178929				chrXII		10109435		chrXII		10109313		chrXII		2526062		chrXII		10447269		1.5-LOD region as reported		chrXII		2526062		chrXII		10447269				chrXII		11413409		chrXII		11413287		chrXII		3830036		chrXII		11751243		1.5-LOD region as reported		chrXII		3830036		chrXII		11751243

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Premaxilla length		feeding		3.70		chrXII		region = 1.5-LOD markers, File S3				Stn144		microsatellite		chrXII		11036972		Stn144		microsatellite		chrXII		11037665		Stn139		microsatellite		chrXII		15378423		Stn327		microsatellite		chrXII		5799776		1.5-LOD region as reported		chrXII		5799776		chrXII		15378423				chrXII		8589226		chrXII		8588533		chrXII		4247775		chrXII		13826422		1.5-LOD region as reported		chrXII		4247775		chrXII		13826422				chrXII		9893200		chrXII		9892507		chrXII		5551749		chrXII		15130396		1.5-LOD region as reported		chrXII		5551749		chrXII		15130396

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 1 width		feeding		5.24		chrXII		region = 1.5-LOD markers, File S3				Stn142		microsatellite		chrXII		12635660		Stn142		microsatellite		chrXII		12635856		Stn134		microsatellite		chrXII		1354859		Nemo(Stn394)		microsatellite		chrXII		18196820		1.5-LOD region as reported		chrXII		1354859		chrXII		18196820				chrXII		6990538		chrXII		6990342		chrXII		2224031		chrXII		19065992		1.5-LOD region as reported		chrXII		2224031		chrXII		19065992				chrXII		8294512		chrXII		8294316		chrXII		3528005		chrXII		19667912		1.5-LOD region as reported		chrXII		3528005		chrXII		19667912

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 2 width		feeding		4.41		chrXII		region = 1.5-LOD markers, File S3, missing Stn232 replaced by Stn138 and Stn137				Stn232(Stn138)		microsatellite		chrXII		15378417		Stn232(Stn137)		microsatellite		chrXII		1657049		Stn138		microsatellite		chrXII		15378417		Stn137		microsatellite		chrXII		1657049		1.5-LOD region as reported		chrXII		1657049		chrXII		15378417				chrXII		4247781		chrXII		2526221		chrXII		4247781		chrXII		2526221		1.5-LOD region as reported		chrXII		2526221		chrXII		4247781				chrXII		5551755		chrXII		3830195		chrXII		5551755		chrXII		3830195		1.5-LOD region as reported		chrXII		3830195		chrXII		5551755

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Branchial arch 2 raker number		feeding		2.81		chrXII		region = 1.5-LOD markers, File S3				Nemo(Stn394)		microsatellite		chrXII		18196576		Nemo(Stn394)		microsatellite		chrXII		18196820		Stn142		microsatellite		chrXII		12635660		Nemo(Stn394)		microsatellite		chrXII		18196820		1.5-LOD region as reported		chrXII		12635660		chrXII		18196820				chrXII		19065748		chrXII		19065992		chrXII		6990538		chrXII		19065992		1.5-LOD region as reported		chrXII		6990538		chrXII		19065992				chrXII		19668156		chrXII		19667912		chrXII		8294512		chrXII		19667912		1.5-LOD region as reported		chrXII		8294512		chrXII		19667912

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 1 width		feeding		5.19		chrXIII		region = 1.5-LOD markers, File S3, missing Stn255 replaced by Stn159				Stn150		microsatellite		chrXIII		5298608		Stn150		microsatellite		chrXIII		5299265		Stn153		microsatellite		chrXIII		8142821		Stn255(Stn159)		microsatellite		chrXIII		19175610		1.5-LOD region as reported		chrXIII		8142821		chrXIII		19175610				chrXIII		5298608		chrXIII		5299265		chrXIII		8142821		chrXIII		18957152		1.5-LOD region as reported		chrXIII		8142821		chrXIII		18957152				chrXIII		5298608		chrXIII		5299265		chrXIII		8142821		chrXIII		18957152		1.5-LOD region as reported		chrXIII		8142821		chrXIII		18957152

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ventral toothplate tooth number		feeding		3.91		chrXIII		region = 1.5-LOD markers, File S3				Stn153		microsatellite		chrXIII		8142821		Stn153		microsatellite		chrXIII		8143387		Stn153		microsatellite		chrXIII		8142821		Stn156		microsatellite		chrXIII		13180379		1.5-LOD region as reported		chrXIII		8142821		chrXIII		13180379				chrXIII		8142821		chrXIII		8143387		chrXIII		8142821		chrXIII		13180379		1.5-LOD region as reported		chrXIII		8142821		chrXIII		13180379				chrXIII		8142821		chrXIII		8143387		chrXIII		8142821		chrXIII		13180379		1.5-LOD region as reported		chrXIII		8142821		chrXIII		13180379

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Cerato raker number		feeding		2.85		chrXIII		region = 1.5-LOD markers, File S3				Stn304		microsatellite		chrXIII		8601959		Stn304		microsatellite		chrXIII		8602104		Stn153		microsatellite		chrXIII		8142821		Stn155		microsatellite		chrXIII		16102319		1.5-LOD region as reported		chrXIII		8142821		chrXIII		16102319				chrXIII		8601959		chrXIII		8602104		chrXIII		8142821		chrXIII		16102319		1.5-LOD region as reported		chrXIII		8142821		chrXIII		16102319				chrXIII		8601959		chrXIII		8602104		chrXIII		8142821		chrXIII		16102319		1.5-LOD region as reported		chrXIII		8142821		chrXIII		16102319

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Supraoccipital crest width		body shape		4.78		chrXIII		region = 1.5-LOD markers, File S3				Stn154		microsatellite		chrXIII		9617376		Stn154		microsatellite		chrXIII		9617499		Stn153		microsatellite		chrXIII		8142821		Stn155		microsatellite		chrXIII		16102319		1.5-LOD region as reported		chrXIII		8142821		chrXIII		16102319				chrXIII		9617376		chrXIII		9617499		chrXIII		8142821		chrXIII		16102319		1.5-LOD region as reported		chrXIII		8142821		chrXIII		16102319				chrXIII		9617376		chrXIII		9617499		chrXIII		8142821		chrXIII		16102319		1.5-LOD region as reported		chrXIII		8142821		chrXIII		16102319

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Supraoccipital crest area		body shape		4.66		chrXIII		region = 1.5-LOD markers, File S3				Stn156		microsatellite		chrXIII		13180084		Stn156		microsatellite		chrXIII		13180379		Stn152		microsatellite		chrXIII		6754994		Stn158		microsatellite		chrXIII		16836768		1.5-LOD region as reported		chrXIII		6754994		chrXIII		16836768				chrXIII		13180084		chrXIII		13180379		chrXIII		6754994		chrXIII		16836768		1.5-LOD region as reported		chrXIII		6754994		chrXIII		16836768				chrXIII		13180084		chrXIII		13180379		chrXIII		6754994		chrXIII		16836768		1.5-LOD region as reported		chrXIII		6754994		chrXIII		16836768

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Middle raker spacing		feeding		3.64		chrXIII		region = 1.5-LOD markers, File S3, missing Stn255 replaced by Stn159				Stn155		microsatellite		chrXIII		16102100		Stn155		microsatellite		chrXIII		16102319		Stn152		microsatellite		chrXIII		6754994		Stn255(Stn159)		microsatellite		chrXIII		19175610		1.5-LOD region as reported		chrXIII		6754994		chrXIII		19175610				chrXIII		16102100		chrXIII		16102319		chrXIII		6754994		chrXIII		18957152		1.5-LOD region as reported		chrXIII		6754994		chrXIII		18957152				chrXIII		16102100		chrXIII		16102319		chrXIII		6754994		chrXIII		18957152		1.5-LOD region as reported		chrXIII		6754994		chrXIII		18957152

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal spine 3 length		defence		4.65		chrXIII		region = 1.5-LOD markers, File S3				Stn155		microsatellite		chrXIII		16102100		Stn155		microsatellite		chrXIII		16102319		Stn150		microsatellite		chrXIII		5298608		Stn159		microsatellite		chrXIII		19175610		1.5-LOD region as reported		chrXIII		5298608		chrXIII		19175610				chrXIII		16102100		chrXIII		16102319		chrXIII		5298608		chrXIII		18957152		1.5-LOD region as reported		chrXIII		5298608		chrXIII		18957152				chrXIII		16102100		chrXIII		16102319		chrXIII		5298608		chrXIII		18957152		1.5-LOD region as reported		chrXIII		5298608		chrXIII		18957152

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		In-lever 1 of articular length		feeding		5.32		chrXIV		region = 1.5-LOD markers, File S3, missing Stn198 replaced by chromosome start				Stn161		microsatellite		chrXIV		2639626		Stn161		microsatellite		chrXIV		2639866		Stn198(chromosomestart)		microsatellite		chrXIV				Stn169		microsatellite		chrXIV		12025281		1.5-LOD region as reported		chrXIV		1		chrXIV		12025281				chrXIV		2639626		chrXIV		2639866		chrXIV				chrXIV		12025281		1.5-LOD region as reported		chrXIV		1		chrXIV		12025281				chrXIV		3055073		chrXIV		3055313		chrXIV				chrXIV		12440728		1.5-LOD region as reported		chrXIV		1		chrXIV		12440728

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Epibranchial 1 length		feeding		4.02		chrXIV		region = 1.5-LOD markers, File S3				Stn163		microsatellite		chrXIV		6058018		Stn163		microsatellite		chrXIV		6058175		Stn160		microsatellite		chrXIV		2283409		Stn167		microsatellite		chrXIV		9524151		1.5-LOD region as reported		chrXIV		2283409		chrXIV		9524151				chrXIV		6058018		chrXIV		6058175		chrXIV		2283409		chrXIV		9524151		1.5-LOD region as reported		chrXIV		2283409		chrXIV		9524151				chrXIV		6473465		chrXIV		6473622		chrXIV		2698856		chrXIV		9939598		1.5-LOD region as reported		chrXIV		2698856		chrXIV		9939598

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Articular length		feeding		3.94		chrXIV		region = 1.5-LOD markers, File S3				Stn163		microsatellite		chrXIV		6058018		Stn163		microsatellite		chrXIV		6058175		Stn160		microsatellite		chrXIV		2283409		Stn331		microsatellite		chrXIV		13557315		1.5-LOD region as reported		chrXIV		2283409		chrXIV		13557315				chrXIV		6058018		chrXIV		6058175		chrXIV		2283409		chrXIV		14773082		1.5-LOD region as reported		chrXIV		2283409		chrXIV		14773082				chrXIV		6473465		chrXIV		6473622		chrXIV		2698856		chrXIV		15188529		1.5-LOD region as reported		chrXIV		2698856		chrXIV		15188529

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Even row raker number		feeding		3.43		chrXIV		region = 1.5-LOD markers, File S3				Stn166		microsatellite		chrXIV		8491338		Stn166		microsatellite		chrXIV		8491501		Stn163		microsatellite		chrXIV		6058018		Stn331		microsatellite		chrXIV		13557315		1.5-LOD region as reported		chrXIV		6058018		chrXIV		13557315				chrXIV		8491338		chrXIV		8491501		chrXIV		6058018		chrXIV		14773082		1.5-LOD region as reported		chrXIV		6058018		chrXIV		14773082				chrXIV		8906785		chrXIV		8906948		chrXIV		6473465		chrXIV		15188529		1.5-LOD region as reported		chrXIV		6473465		chrXIV		15188529

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 5 length		feeding		3.74		chrXIV		region = 1.5-LOD markers, File S3				Stn166		microsatellite		chrXIV		8491338		Stn166		microsatellite		chrXIV		8491501		Stn160		microsatellite		chrXIV		2283409		Stn331		microsatellite		chrXIV		13557315		1.5-LOD region as reported		chrXIV		2283409		chrXIV		13557315				chrXIV		8491338		chrXIV		8491501		chrXIV		2283409		chrXIV		14773082		1.5-LOD region as reported		chrXIV		2283409		chrXIV		14773082				chrXIV		8906785		chrXIV		8906948		chrXIV		2698856		chrXIV		15188529		1.5-LOD region as reported		chrXIV		2698856		chrXIV		15188529

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 2 length		feeding		4.33		chrXIV		region = 1.5-LOD markers, File S3				Stn167		microsatellite		chrXIV		9523993		Stn167		microsatellite		chrXIV		9524151		Stn163		microsatellite		chrXIV		6058018		Stn331		microsatellite		chrXIV		13557315		1.5-LOD region as reported		chrXIV		6058018		chrXIV		13557315				chrXIV		9523993		chrXIV		9524151		chrXIV		6058018		chrXIV		14773082		1.5-LOD region as reported		chrXIV		6058018		chrXIV		14773082				chrXIV		9939440		chrXIV		9939598		chrXIV		6473465		chrXIV		15188529		1.5-LOD region as reported		chrXIV		6473465		chrXIV		15188529

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Supraoccipital crest area		body shape		3.43		chrXIV		region = 1.5-LOD markers, File S3				Stn167		microsatellite		chrXIV		9523993		Stn167		microsatellite		chrXIV		9524151		Stn166		microsatellite		chrXIV		8491338		Stn331		microsatellite		chrXIV		13557315		1.5-LOD region as reported		chrXIV		8491338		chrXIV		13557315				chrXIV		9523993		chrXIV		9524151		chrXIV		8491338		chrXIV		14773082		1.5-LOD region as reported		chrXIV		8491338		chrXIV		14773082				chrXIV		9939440		chrXIV		9939598		chrXIV		8906785		chrXIV		15188529		1.5-LOD region as reported		chrXIV		8906785		chrXIV		15188529

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 1 length		feeding		3.47		chrXIV		region = 1.5-LOD markers, File S3				Stn331		microsatellite		chrXIV		13557168		Stn331		microsatellite		chrXIV		13557315		Stn160		microsatellite		chrXIV		2283409		Stn331		microsatellite		chrXIV		13557315		1.5-LOD region as reported		chrXIV		2283409		chrXIV		13557315				chrXIV		14773229		chrXIV		14773082		chrXIV		2283409		chrXIV		14773082		1.5-LOD region as reported		chrXIV		2283409		chrXIV		14773082				chrXIV		15188676		chrXIV		15188529		chrXIV		2698856		chrXIV		15188529		1.5-LOD region as reported		chrXIV		2698856		chrXIV		15188529

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 4 length		feeding		3.64		chrXIV		region = 1.5-LOD markers, File S3				Stn331		microsatellite		chrXIV		13557168		Stn331		microsatellite		chrXIV		13557315		Stn160		microsatellite		chrXIV		2283409		Stn331		microsatellite		chrXIV		13557315		1.5-LOD region as reported		chrXIV		2283409		chrXIV		13557315				chrXIV		14773229		chrXIV		14773082		chrXIV		2283409		chrXIV		14773082		1.5-LOD region as reported		chrXIV		2283409		chrXIV		14773082				chrXIV		15188676		chrXIV		15188529		chrXIV		2698856		chrXIV		15188529		1.5-LOD region as reported		chrXIV		2698856		chrXIV		15188529

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Premaxilla length		feeding		3.78		chrXIV		region = 1.5-LOD markers, File S3				Stn331		microsatellite		chrXIV		13557168		Stn331		microsatellite		chrXIV		13557315		Stn160		microsatellite		chrXIV		2283409		Stn331		microsatellite		chrXIV		13557315		1.5-LOD region as reported		chrXIV		2283409		chrXIV		13557315				chrXIV		14773229		chrXIV		14773082		chrXIV		2283409		chrXIV		14773082		1.5-LOD region as reported		chrXIV		2283409		chrXIV		14773082				chrXIV		15188676		chrXIV		15188529		chrXIV		2698856		chrXIV		15188529		1.5-LOD region as reported		chrXIV		2698856		chrXIV		15188529

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Premaxilla height		feeding		5.16		chrXIV		region = 1.5-LOD markers, File S3				Stn331		microsatellite		chrXIV		13557168		Stn331		microsatellite		chrXIV		13557315		Stn160		microsatellite		chrXIV		2283409		Stn331		microsatellite		chrXIV		13557315		1.5-LOD region as reported		chrXIV		2283409		chrXIV		13557315				chrXIV		14773229		chrXIV		14773082		chrXIV		2283409		chrXIV		14773082		1.5-LOD region as reported		chrXIV		2283409		chrXIV		14773082				chrXIV		15188676		chrXIV		15188529		chrXIV		2698856		chrXIV		15188529		1.5-LOD region as reported		chrXIV		2698856		chrXIV		15188529

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 1 length		feeding		5.57		chrXIV		region = 1.5-LOD markers, File S3				Stn237		microsatellite		chrXIV		13557727		Stn237		microsatellite		chrXIV		13557931		Stn163		microsatellite		chrXIV		6058018		Stn331		microsatellite		chrXIV		13557315		1.5-LOD region as reported		chrXIV		6058018		chrXIV		13557315				chrXIV		14772670		chrXIV		14772466		chrXIV		6058018		chrXIV		14773082		1.5-LOD region as reported		chrXIV		6058018		chrXIV		14773082				chrXIV		15188117		chrXIV		15187913		chrXIV		6473465		chrXIV		15188529		1.5-LOD region as reported		chrXIV		6473465		chrXIV		15188529

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dentary length		feeding		5.25		chrXIX		region = 1.5-LOD markers, File S3				Kitlg(Stn191)		microsatellite		chrXIX		10374706		Kitlg(Stn191)		microsatellite		chrXIX		10374923		Stn186		microsatellite		chrXIX		1942864		Stn400		microsatellite		chrXIX		4389298		1.5-LOD region as reported		chrXIX		1942864		chrXIX		4389298				chrXIX		13690208		chrXIX		13689991		chrXIX		1942864		chrXIX		19675616		1.5-LOD region as reported		chrXIX		1942864		chrXIX		19675616				chrXIX		14062272		chrXIX		14062055		chrXIX		2105775		chrXIX		20047680		1.5-LOD region as reported		chrXIX		2105775		chrXIX		20047680

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Premaxilla length		feeding		5.45		chrXIX		region = 1.5-LOD markers, File S3				Stn194		microsatellite		chrXIX		12275339		Stn194		microsatellite		chrXIX		12275436		Stn186		microsatellite		chrXIX		1942864		Stn400		microsatellite		chrXIX		4389298		1.5-LOD region as reported		chrXIX		1942864		chrXIX		4389298				chrXIX		11789575		chrXIX		11789478		chrXIX		1942864		chrXIX		19675616		1.5-LOD region as reported		chrXIX		1942864		chrXIX		19675616				chrXIX		12161639		chrXIX		12161542		chrXIX		2105775		chrXIX		20047680		1.5-LOD region as reported		chrXIX		2105775		chrXIX		20047680

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 4 cerato raker number		feeding		5.27		chrXV		region = 1.5-LOD markers, File S3				Stn170		microsatellite		chrXV		6134159		Stn170		microsatellite		chrXV		6134662		Stn170		microsatellite		chrXV		6134159		Stn173		microsatellite		chrXV		10146002		1.5-LOD region as reported		chrXV		6134159		chrXV		10146002				chrXV		6134159		chrXV		6134662		chrXV		6134159		chrXV		10146002		1.5-LOD region as reported		chrXV		6134159		chrXV		10146002				chrXV		6450706		chrXV		6451209		chrXV		6450706		chrXV		10462549		1.5-LOD region as reported		chrXV		6450706		chrXV		10462549

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Last anal fin ray position		swimming		10.53		chrXV		region = 1.5-LOD markers, File S3				Stn170		microsatellite		chrXV		6134159		Stn170		microsatellite		chrXV		6134662		Stn170		microsatellite		chrXV		6134159		Stn230		microsatellite		chrXV		10293757		1.5-LOD region as reported		chrXV		6134159		chrXV		10293757				chrXV		6134159		chrXV		6134662		chrXV		6134159		chrXV		10293757		1.5-LOD region as reported		chrXV		6134159		chrXV		10293757				chrXV		6450706		chrXV		6451209		chrXV		6450706		chrXV		10610304		1.5-LOD region as reported		chrXV		6450706		chrXV		10610304

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 3 cerato raker number		feeding		3.38		chrXV		region = 1.5-LOD markers, File S3				Stn173		microsatellite		chrXV		10145887		Stn173		microsatellite		chrXV		10146002		Stn170		microsatellite		chrXV		6134159		Stn230		microsatellite		chrXV		10293757		1.5-LOD region as reported		chrXV		6134159		chrXV		10293757				chrXV		10145887		chrXV		10146002		chrXV		6134159		chrXV		10293757		1.5-LOD region as reported		chrXV		6134159		chrXV		10293757				chrXV		10462434		chrXV		10462549		chrXV		6450706		chrXV		10610304		1.5-LOD region as reported		chrXV		6450706		chrXV		10610304

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Cerato raker number		feeding		3.48		chrXV		region = 1.5-LOD markers, File S3				Stn173		microsatellite		chrXV		10145887		Stn173		microsatellite		chrXV		10146002		Stn170		microsatellite		chrXV		6134159		Stn230		microsatellite		chrXV		10293757		1.5-LOD region as reported		chrXV		6134159		chrXV		10293757				chrXV		10145887		chrXV		10146002		chrXV		6134159		chrXV		10293757		1.5-LOD region as reported		chrXV		6134159		chrXV		10293757				chrXV		10462434		chrXV		10462549		chrXV		6450706		chrXV		10610304		1.5-LOD region as reported		chrXV		6450706		chrXV		10610304

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 1 length		feeding		4.87		chrXV		region = 1.5-LOD markers, File S3				Stn173		microsatellite		chrXV		10145887		Stn173		microsatellite		chrXV		10146002		Stn170		microsatellite		chrXV		6134159		Stn230		microsatellite		chrXV		10293757		1.5-LOD region as reported		chrXV		6134159		chrXV		10293757				chrXV		10145887		chrXV		10146002		chrXV		6134159		chrXV		10293757		1.5-LOD region as reported		chrXV		6134159		chrXV		10293757				chrXV		10462434		chrXV		10462549		chrXV		6450706		chrXV		10610304		1.5-LOD region as reported		chrXV		6450706		chrXV		10610304

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 2 length		feeding		4.57		chrXV		region = 1.5-LOD markers, File S3				Stn173		microsatellite		chrXV		10145887		Stn173		microsatellite		chrXV		10146002		Stn170		microsatellite		chrXV		6134159		Stn230		microsatellite		chrXV		10293757		1.5-LOD region as reported		chrXV		6134159		chrXV		10293757				chrXV		10145887		chrXV		10146002		chrXV		6134159		chrXV		10293757		1.5-LOD region as reported		chrXV		6134159		chrXV		10293757				chrXV		10462434		chrXV		10462549		chrXV		6450706		chrXV		10610304		1.5-LOD region as reported		chrXV		6450706		chrXV		10610304

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 4 length		feeding		3.82		chrXV		region = 1.5-LOD markers, File S3				Stn173		microsatellite		chrXV		10145887		Stn173		microsatellite		chrXV		10146002		Stn170		microsatellite		chrXV		6134159		Stn230		microsatellite		chrXV		10293757		1.5-LOD region as reported		chrXV		6134159		chrXV		10293757				chrXV		10145887		chrXV		10146002		chrXV		6134159		chrXV		10293757		1.5-LOD region as reported		chrXV		6134159		chrXV		10293757				chrXV		10462434		chrXV		10462549		chrXV		6450706		chrXV		10610304		1.5-LOD region as reported		chrXV		6450706		chrXV		10610304

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 9 cerato raker number		feeding		7.79		chrXV		region = 1.5-LOD markers, File S3				Stn230		microsatellite		chrXV		10293605		Stn230		microsatellite		chrXV		10293757		Stn170		microsatellite		chrXV		6134159		Stn230		microsatellite		chrXV		10293757		1.5-LOD region as reported		chrXV		6134159		chrXV		10293757				chrXV		10293605		chrXV		10293757		chrXV		6134159		chrXV		10293757		1.5-LOD region as reported		chrXV		6134159		chrXV		10293757				chrXV		10610152		chrXV		10610304		chrXV		6450706		chrXV		10610304		1.5-LOD region as reported		chrXV		6450706		chrXV		10610304

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Epibranchial 1 length		feeding		2.49		chrXV		region = 1.5-LOD markers, File S3				Stn230		microsatellite		chrXV		10293605		Stn230		microsatellite		chrXV		10293757		Stn170		microsatellite		chrXV		6134159		Stn230		microsatellite		chrXV		10293757		1.5-LOD region as reported		chrXV		6134159		chrXV		10293757				chrXV		10293605		chrXV		10293757		chrXV		6134159		chrXV		10293757		1.5-LOD region as reported		chrXV		6134159		chrXV		10293757				chrXV		10610152		chrXV		10610304		chrXV		6450706		chrXV		10610304		1.5-LOD region as reported		chrXV		6450706		chrXV		10610304

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Frontal width		body shape		5.57		chrXV		region = 1.5-LOD markers, File S3				Stn230		microsatellite		chrXV		10293605		Stn230		microsatellite		chrXV		10293757		Stn170		microsatellite		chrXV		6134159		Stn230		microsatellite		chrXV		10293757		1.5-LOD region as reported		chrXV		6134159		chrXV		10293757				chrXV		10293605		chrXV		10293757		chrXV		6134159		chrXV		10293757		1.5-LOD region as reported		chrXV		6134159		chrXV		10293757				chrXV		10610152		chrXV		10610304		chrXV		6450706		chrXV		10610304		1.5-LOD region as reported		chrXV		6450706		chrXV		10610304

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 1 raker number		feeding		5.72		chrXVI		region = 1.5-LOD markers, File S3				Stn177		microsatellite		chrXVI		2350690		Stn177		microsatellite		chrXVI		2350836		Stn177		microsatellite		chrXVI		2350690		Stn175		microsatellite		chrXVI		4066614		1.5-LOD region as reported		chrXVI		2350690		chrXVI		4066614				chrXVI		2350690		chrXVI		2350836		chrXVI		2350690		chrXVI		4066614		1.5-LOD region as reported		chrXVI		2350690		chrXVI		4066614				chrXVI		2350690		chrXVI		2350836		chrXVI		2350690		chrXVI		4066614		1.5-LOD region as reported		chrXVI		2350690		chrXVI		4066614

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Branchial arch 1 raker number		feeding		4.98		chrXVI		region = 1.5-LOD markers, File S3				Stn176		microsatellite		chrXVI		3927459		Stn176		microsatellite		chrXVI		3927599		Stn177		microsatellite		chrXVI		2350690		Stn175		microsatellite		chrXVI		4066614		1.5-LOD region as reported		chrXVI		2350690		chrXVI		4066614				chrXVI		3927459		chrXVI		3927599		chrXVI		2350690		chrXVI		4066614		1.5-LOD region as reported		chrXVI		2350690		chrXVI		4066614				chrXVI		3927459		chrXVI		3927599		chrXVI		2350690		chrXVI		4066614		1.5-LOD region as reported		chrXVI		2350690		chrXVI		4066614

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal spine 1 length		defence		2.92		chrXVI		region = 1.5-LOD markers, File S3				Stn176		microsatellite		chrXVI		3927459		Stn176		microsatellite		chrXVI		3927599		Stn177		microsatellite		chrXVI		2350690		Stn334		microsatellite		chrXVI		12341614		1.5-LOD region as reported		chrXVI		2350690		chrXVI		12341614				chrXVI		3927459		chrXVI		3927599		chrXVI		2350690		chrXVI		12341614		1.5-LOD region as reported		chrXVI		2350690		chrXVI		12341614				chrXVI		3927459		chrXVI		3927599		chrXVI		2350690		chrXVI		12341614		1.5-LOD region as reported		chrXVI		2350690		chrXVI		12341614

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal spine 2 length		defence		4.45		chrXVI		region = 1.5-LOD markers, File S3				Stn299		microsatellite		chrXVI		7973486		Stn299		microsatellite		chrXVI		7973657		Stn176		microsatellite		chrXVI		3927459		Stn179		microsatellite		chrXVI		15284863		1.5-LOD region as reported		chrXVI		3927459		chrXVI		15284863				chrXVI		7973486		chrXVI		7973657		chrXVI		3927459		chrXVI		15284863		1.5-LOD region as reported		chrXVI		3927459		chrXVI		15284863				chrXVI		7973486		chrXVI		7973657		chrXVI		3927459		chrXVI		15284863		1.5-LOD region as reported		chrXVI		3927459		chrXVI		15284863

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Articular length		feeding		4.25		chrXVI		region = 1.5-LOD markers, File S3				Dlx1.2		microsatellite		chrXVI		10354359		Dlx1.2		microsatellite		chrXVI		10354380		Stn177		microsatellite		chrXVI		2350690		Stn179		microsatellite		chrXVI		15284863		1.5-LOD region as reported		chrXVI		2350690		chrXVI		15284863				chrXVI		10354359		chrXVI		10354380		chrXVI		2350690		chrXVI		15284863		1.5-LOD region as reported		chrXVI		2350690		chrXVI		15284863				chrXVI		10354359		chrXVI		10354380		chrXVI		2350690		chrXVI		15284863		1.5-LOD region as reported		chrXVI		2350690		chrXVI		15284863

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal spine 3 length		defence		4.26		chrXVI		region = 1.5-LOD markers, File S3				Stn334		microsatellite		chrXVI		12341018		Stn334		microsatellite		chrXVI		12341614		Stn174		microsatellite		chrXVI		6274652		Stn179		microsatellite		chrXVI		15284863		1.5-LOD region as reported		chrXVI		6274652		chrXVI		15284863				chrXVI		12341018		chrXVI		12341614		chrXVI		6274652		chrXVI		15284863		1.5-LOD region as reported		chrXVI		6274652		chrXVI		15284863				chrXVI		12341018		chrXVI		12341614		chrXVI		6274652		chrXVI		15284863		1.5-LOD region as reported		chrXVI		6274652		chrXVI		15284863

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 1 epi raker number		feeding		6.42		chrXVI		region = 1.5-LOD markers, File S3				Edar(Stn337)		microsatellite		chrXVI		13136133		Edar(Stn337)		microsatellite		chrXVI		13136341		Stn177		microsatellite		chrXVI		2350690		Stn179		microsatellite		chrXVI		15284863		1.5-LOD region as reported		chrXVI		2350690		chrXVI		15284863				chrXVI		13136133		chrXVI		13136341		chrXVI		2350690		chrXVI		15284863		1.5-LOD region as reported		chrXVI		2350690		chrXVI		15284863				chrXVI		13136133		chrXVI		13136341		chrXVI		2350690		chrXVI		15284863		1.5-LOD region as reported		chrXVI		2350690		chrXVI		15284863

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 4 length		feeding		3.86		chrXVI		region = 1.5-LOD markers, File S3				Edar(Stn337)		microsatellite		chrXVI		13136133		Edar(Stn337)		microsatellite		chrXVI		13136341		Dlx1.2		microsatellite		chrXVI		10354359		Stn179		microsatellite		chrXVI		15284863		1.5-LOD region as reported		chrXVI		10354359		chrXVI		15284863				chrXVI		13136133		chrXVI		13136341		chrXVI		10354359		chrXVI		15284863		1.5-LOD region as reported		chrXVI		10354359		chrXVI		15284863				chrXVI		13136133		chrXVI		13136341		chrXVI		10354359		chrXVI		15284863		1.5-LOD region as reported		chrXVI		10354359		chrXVI		15284863

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 1 length		feeding		6.36		chrXVI		region = 1.5-LOD markers, File S3				Stn178		microsatellite		chrXVI		18106523		Stn178		microsatellite		chrXVI		18106710		Stn299		microsatellite		chrXVI		7973486		Stn179		microsatellite		chrXVI		15284863		1.5-LOD region as reported		chrXVI		7973486		chrXVI		15284863				chrXVI		16179013		chrXVI		16178826		chrXVI		7973486		chrXVI		15284863		1.5-LOD region as reported		chrXVI		7973486		chrXVI		15284863				chrXVI		16179013		chrXVI		16178826		chrXVI		7973486		chrXVI		15284863		1.5-LOD region as reported		chrXVI		7973486		chrXVI		15284863

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 2 length		feeding		5.64		chrXVI		region = 1.5-LOD markers, File S3				Stn178		microsatellite		chrXVI		18106523		Stn178		microsatellite		chrXVI		18106710		Edar(Stn337)		microsatellite		chrXVI		13136133		Stn179		microsatellite		chrXVI		15284863		1.5-LOD region as reported		chrXVI		13136133		chrXVI		15284863				chrXVI		16179013		chrXVI		16178826		chrXVI		13136133		chrXVI		15284863		1.5-LOD region as reported		chrXVI		13136133		chrXVI		15284863				chrXVI		16179013		chrXVI		16178826		chrXVI		13136133		chrXVI		15284863		1.5-LOD region as reported		chrXVI		13136133		chrXVI		15284863

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 2 length		feeding		4.19		chrXVI		region = 1.5-LOD markers, File S3				Stn178		microsatellite		chrXVI		18106523		Stn178		microsatellite		chrXVI		18106710		Dlx1.2		microsatellite		chrXVI		10354359		Stn179		microsatellite		chrXVI		15284863		1.5-LOD region as reported		chrXVI		10354359		chrXVI		15284863				chrXVI		16179013		chrXVI		16178826		chrXVI		10354359		chrXVI		15284863		1.5-LOD region as reported		chrXVI		10354359		chrXVI		15284863				chrXVI		16179013		chrXVI		16178826		chrXVI		10354359		chrXVI		15284863		1.5-LOD region as reported		chrXVI		10354359		chrXVI		15284863

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 5 length		feeding		3.13		chrXVI		region = 1.5-LOD markers, File S3				Stn178		microsatellite		chrXVI		18106523		Stn178		microsatellite		chrXVI		18106710		Dlx1.2		microsatellite		chrXVI		10354359		Stn179		microsatellite		chrXVI		15284863		1.5-LOD region as reported		chrXVI		10354359		chrXVI		15284863				chrXVI		16179013		chrXVI		16178826		chrXVI		10354359		chrXVI		15284863		1.5-LOD region as reported		chrXVI		10354359		chrXVI		15284863				chrXVI		16179013		chrXVI		16178826		chrXVI		10354359		chrXVI		15284863		1.5-LOD region as reported		chrXVI		10354359		chrXVI		15284863

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 4 cerato raker number		feeding		4.95		chrXVII		region = 1.5-LOD markers, File S3				Stn231		microsatellite		chrXVII		4745206		Stn231		microsatellite		chrXVII		4745382		Stn323		microsatellite		chrXVII		9858642		Stn234		microsatellite		chrXVII		5446753		1.5-LOD region as reported		chrXVII		5446753		chrXVII		9858642				chrXVII		4745206		chrXVII		4745382		chrXVII		14963903		chrXVII		5446753		1.5-LOD region as reported		chrXVII		5446753		chrXVII		14963903				chrXVII		5289940		chrXVII		5290116		chrXVII		15509637		chrXVII		5991487		1.5-LOD region as reported		chrXVII		5991487		chrXVII		15509637

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Lateral raker spacing		feeding		3.36		chrXVII		region = 1.5-LOD markers, File S3, missing Stn286 replaced by chromosomeend				Stn231		microsatellite		chrXVII		4745206		Stn231		microsatellite		chrXVII		4745382		Stn323		microsatellite		chrXVII		9858642		Stn286(chromosomeend)		microsatellite		chrXVII				1.5-LOD region as reported		chrXVII		9858642		chrXVII		14603141				chrXVII		4745206		chrXVII		4745382		chrXVII		14963903		chrXVII				1.5-LOD region as reported		chrXVII		14963903		chrXVII		19708402				chrXVII		5289940		chrXVII		5290116		chrXVII		15509637		chrXVII				1.5-LOD region as reported		chrXVII		15509637		chrXVII		20254136

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Opercle width		respiration		7.01		chrXVII		region = 1.5-LOD markers, File S3				Stn231		microsatellite		chrXVII		4745206		Stn231		microsatellite		chrXVII		4745382		Stn325		microsatellite		chrXVII		10595180		Stn234		microsatellite		chrXVII		5446753		1.5-LOD region as reported		chrXVII		5446753		chrXVII		10595180				chrXVII		4745206		chrXVII		4745382		chrXVII		15700441		chrXVII		5446753		1.5-LOD region as reported		chrXVII		5446753		chrXVII		15700441				chrXVII		5289940		chrXVII		5290116		chrXVII		16246175		chrXVII		5991487		1.5-LOD region as reported		chrXVII		5991487		chrXVII		16246175

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Middle raker spacing		feeding		3.25		chrXVII		region = 1.5-LOD markers, File S3, missing Stn286 replaced by chromosomeend				Stn234		microsatellite		chrXVII		5446617		Stn234		microsatellite		chrXVII		5446753		Stn316		microsatellite		chrXVII		1513740		Stn286(chromosomeend)		microsatellite		chrXVII				1.5-LOD region as reported		chrXVII		1513740		chrXVII		14603141				chrXVII		5446617		chrXVII		5446753		chrXVII		1513740		chrXVII				1.5-LOD region as reported		chrXVII		1513740		chrXVII		19708402				chrXVII		5991351		chrXVII		5991487		chrXVII		2058474		chrXVII				1.5-LOD region as reported		chrXVII		2058474		chrXVII		20254136

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Branchial arch 4 raker number		feeding		5.86		chrXVII		region = 1.5-LOD markers, File S3, missing Stn273 replaced by nearby Stn323, missing Stn286 replaced by chromosome end				Msx1(Stn343)		microsatellite		chrXVII		8125069		Msx1(Stn343)		microsatellite		chrXVII		8125226		Stn273(Stn323)		microsatellite		chrXVII		9858642		Stn286(chromosomeend)		microsatellite		chrXVII				1.5-LOD region as reported		chrXVII		9858642		chrXVII		14603141				chrXVII		13230330		chrXVII		13230487		chrXVII		14963903		chrXVII				1.5-LOD region as reported		chrXVII		14963903		chrXVII		19708402				chrXVII		13776064		chrXVII		13776221		chrXVII		15509637		chrXVII				1.5-LOD region as reported		chrXVII		15509637		chrXVII		20254136

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 5 length		feeding		3.71		chrXVII		region = 1.5-LOD markers, File S3, missing Stn286 replaced by chromosomeend				Msx1(Stn343)		microsatellite		chrXVII		8125069		Msx1(Stn343)		microsatellite		chrXVII		8125226		Stn325		microsatellite		chrXVII		10595180		Stn286(chromosomeend)		microsatellite		chrXVII				1.5-LOD region as reported		chrXVII		10595180		chrXVII		14603141				chrXVII		13230330		chrXVII		13230487		chrXVII		15700441		chrXVII				1.5-LOD region as reported		chrXVII		15700441		chrXVII		19708402				chrXVII		13776064		chrXVII		13776221		chrXVII		16246175		chrXVII				1.5-LOD region as reported		chrXVII		16246175		chrXVII		20254136

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Hypo raker number		feeding		5.11		chrXVII		region = 1.5-LOD markers, File S3, missing Stn273 replaced by nearby Stn231				Stn323		microsatellite		chrXVII		9858642		Stn323		microsatellite		chrXVII		9858767		Stn316		microsatellite		chrXVII		1513740		Stn273(Stn231)		microsatellite		chrXVII		4745382		1.5-LOD region as reported		chrXVII		1513740		chrXVII		4745382				chrXVII		14963903		chrXVII		14964028		chrXVII		1513740		chrXVII		4745382		1.5-LOD region as reported		chrXVII		1513740		chrXVII		4745382				chrXVII		15509637		chrXVII		15509762		chrXVII		2058474		chrXVII		5290116		1.5-LOD region as reported		chrXVII		2058474		chrXVII		5290116

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 3 length		feeding		4.10		chrXVII		region = 1.5-LOD markers, File S3				Stn323		microsatellite		chrXVII		9858642		Stn323		microsatellite		chrXVII		9858767		Stn316		microsatellite		chrXVII		1513740		Stn231		microsatellite		chrXVII		4745382		1.5-LOD region as reported		chrXVII		1513740		chrXVII		4745382				chrXVII		14963903		chrXVII		14964028		chrXVII		1513740		chrXVII		4745382		1.5-LOD region as reported		chrXVII		1513740		chrXVII		4745382				chrXVII		15509637		chrXVII		15509762		chrXVII		2058474		chrXVII		5290116		1.5-LOD region as reported		chrXVII		2058474		chrXVII		5290116

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 1 length		feeding		3.74		chrXVII		region = 1.5-LOD markers, File S3, missing Stn273 replaced by nearby Stn231				Stn325		microsatellite		chrXVII		10595180		Stn325		microsatellite		chrXVII		10595855		Stn316		microsatellite		chrXVII		1513740		Stn273(Stn231)		microsatellite		chrXVII		4745382		1.5-LOD region as reported		chrXVII		1513740		chrXVII		4745382				chrXVII		15700441		chrXVII		15701116		chrXVII		1513740		chrXVII		4745382		1.5-LOD region as reported		chrXVII		1513740		chrXVII		4745382				chrXVII		16246175		chrXVII		16246850		chrXVII		2058474		chrXVII		5290116		1.5-LOD region as reported		chrXVII		2058474		chrXVII		5290116

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 2 length		feeding		4.89		chrXVII		region = 1.5-LOD markers, File S3				Stn325		microsatellite		chrXVII		10595180		Stn325		microsatellite		chrXVII		10595855		Stn316		microsatellite		chrXVII		1513740		Stn323		microsatellite		chrXVII		9858767		1.5-LOD region as reported		chrXVII		1513740		chrXVII		9858767				chrXVII		15700441		chrXVII		15701116		chrXVII		1513740		chrXVII		14964028		1.5-LOD region as reported		chrXVII		1513740		chrXVII		14964028				chrXVII		16246175		chrXVII		16246850		chrXVII		2058474		chrXVII		15509762		1.5-LOD region as reported		chrXVII		2058474		chrXVII		15509762

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dentary length		feeding		7.47		chrXVII		region = 1.5-LOD markers, File S3				Stn325		microsatellite		chrXVII		10595180		Stn325		microsatellite		chrXVII		10595855		Stn316		microsatellite		chrXVII		1513740		Stn323		microsatellite		chrXVII		9858767		1.5-LOD region as reported		chrXVII		1513740		chrXVII		9858767				chrXVII		15700441		chrXVII		15701116		chrXVII		1513740		chrXVII		14964028		1.5-LOD region as reported		chrXVII		1513740		chrXVII		14964028				chrXVII		16246175		chrXVII		16246850		chrXVII		2058474		chrXVII		15509762		1.5-LOD region as reported		chrXVII		2058474		chrXVII		15509762

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dentary height		feeding		4.58		chrXVII		region = 1.5-LOD markers, File S3				Stn325		microsatellite		chrXVII		10595180		Stn325		microsatellite		chrXVII		10595855		Stn316		microsatellite		chrXVII		1513740		Stn323		microsatellite		chrXVII		9858767		1.5-LOD region as reported		chrXVII		1513740		chrXVII		9858767				chrXVII		15700441		chrXVII		15701116		chrXVII		1513740		chrXVII		14964028		1.5-LOD region as reported		chrXVII		1513740		chrXVII		14964028				chrXVII		16246175		chrXVII		16246850		chrXVII		2058474		chrXVII		15509762		1.5-LOD region as reported		chrXVII		2058474		chrXVII		15509762

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal spine 2 length		defence		3.03		chrXVII		region = 1.5-LOD markers, File S3, missing Stn286 replaced by chromosomeend				Stn286(chromosomeend-1000)		microsatellite		chrXVII		14602141		Stn286(chromosomeend-1000)		microsatellite		chrXVII		14603141		Stn231		microsatellite		chrXVII		4745206		Stn286(chromosomeend)		microsatellite		chrXVII				1.5-LOD region as reported		chrXVII		4745206		chrXVII		14603141				chrXVII		19707402		chrXVII		19708402		chrXVII		4745206		chrXVII				1.5-LOD region as reported		chrXVII		4745206		chrXVII		19708402				chrXVII		20253136		chrXVII		20254136		chrXVII		5289940		chrXVII				1.5-LOD region as reported		chrXVII		5289940		chrXVII		20254136

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anal spine length		defence		5.52		chrXVII		region = 1.5-LOD markers, File S3, missing Stn286 replaced by chromosomeend				Stn286(chromosomeend-1000)		microsatellite		chrXVII		14602141		Stn286(chromosomeend-1000)		microsatellite		chrXVII		14603141		Stn323		microsatellite		chrXVII		9858642		Stn286(chromosomeend)		microsatellite		chrXVII				1.5-LOD region as reported		chrXVII		9858642		chrXVII		14603141				chrXVII		19707402		chrXVII		19708402		chrXVII		14963903		chrXVII				1.5-LOD region as reported		chrXVII		14963903		chrXVII		19708402				chrXVII		20253136		chrXVII		20254136		chrXVII		15509637		chrXVII				1.5-LOD region as reported		chrXVII		15509637		chrXVII		20254136

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 1 length		feeding		2.92		chrXVIII		region = 1.5-LOD markers, File S3				Stn280		microsatellite		chrXVIII		2847300		Stn280		microsatellite		chrXVIII		2847500		Stn196		microsatellite		chrXVIII		9393393		Stn269		microsatellite		chrXVIII		14194268		1.5-LOD region as reported		chrXVIII		9393393		chrXVIII		14194268				chrXVIII		2847300		chrXVIII		2847500		chrXVIII		9393393		chrXVIII		14194268		1.5-LOD region as reported		chrXVIII		9393393		chrXVIII		14194268				chrXVIII		2847300		chrXVIII		2847500		chrXVIII		9393393		chrXVIII		14194268		1.5-LOD region as reported		chrXVIII		9393393		chrXVIII		14194268

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 5 length		feeding		6.72		chrXVIII		region = 1.5-LOD markers, File S3				Stn280		microsatellite		chrXVIII		2847300		Stn280		microsatellite		chrXVIII		2847500		Stn196		microsatellite		chrXVIII		9393393		Stn301		microsatellite		chrXVIII		11250490		1.5-LOD region as reported		chrXVIII		9393393		chrXVIII		11250490				chrXVIII		2847300		chrXVIII		2847500		chrXVIII		9393393		chrXVIII		11250490		1.5-LOD region as reported		chrXVIII		9393393		chrXVIII		11250490				chrXVIII		2847300		chrXVIII		2847500		chrXVIII		9393393		chrXVIII		11250490		1.5-LOD region as reported		chrXVIII		9393393		chrXVIII		11250490

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Frontal width		body shape		3.77		chrXVIII		region = 1.5-LOD markers, File S3				Stn280		microsatellite		chrXVIII		2847300		Stn280		microsatellite		chrXVIII		2847500		Stn196		microsatellite		chrXVIII		9393393		Stn317		microsatellite		chrXVIII		12520434		1.5-LOD region as reported		chrXVIII		9393393		chrXVIII		12520434				chrXVIII		2847300		chrXVIII		2847500		chrXVIII		9393393		chrXVIII		12520434		1.5-LOD region as reported		chrXVIII		9393393		chrXVIII		12520434				chrXVIII		2847300		chrXVIII		2847500		chrXVIII		9393393		chrXVIII		12520434		1.5-LOD region as reported		chrXVIII		9393393		chrXVIII		12520434

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal spine 2 length		defence		3.79		chrXVIII		region = 1.5-LOD markers, File S3				Stn197		microsatellite		chrXVIII		6208335		Stn197		microsatellite		chrXVIII		6208918		Stn196		microsatellite		chrXVIII		9393393		Stn261		microsatellite		chrXVIII		7613434		1.5-LOD region as reported		chrXVIII		7613434		chrXVIII		9393393				chrXVIII		6208335		chrXVIII		6208918		chrXVIII		9393393		chrXVIII		7613434		1.5-LOD region as reported		chrXVIII		7613434		chrXVIII		9393393				chrXVIII		6208335		chrXVIII		6208918		chrXVIII		9393393		chrXVIII		7613434		1.5-LOD region as reported		chrXVIII		7613434		chrXVIII		9393393

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Opercle neck width		respiration		9.19		chrXVIII		region = 1.5-LOD markers, File S3				Stn196		microsatellite		chrXVIII		9393393		Stn196		microsatellite		chrXVIII		9393564		Stn196		microsatellite		chrXVIII		9393393		Stn197		microsatellite		chrXVIII		6208918		1.5-LOD region as reported		chrXVIII		6208918		chrXVIII		9393393				chrXVIII		9393393		chrXVIII		9393564		chrXVIII		9393393		chrXVIII		6208918		1.5-LOD region as reported		chrXVIII		6208918		chrXVIII		9393393				chrXVIII		9393393		chrXVIII		9393564		chrXVIII		9393393		chrXVIII		6208918		1.5-LOD region as reported		chrXVIII		6208918		chrXVIII		9393393

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal spine 1 length		defence		4.79		chrXVIII		region = 1.5-LOD markers, File S3				Stn196		microsatellite		chrXVIII		9393393		Stn196		microsatellite		chrXVIII		9393564		Stn196		microsatellite		chrXVIII		9393393		Stn261		microsatellite		chrXVIII		7613434		1.5-LOD region as reported		chrXVIII		7613434		chrXVIII		9393393				chrXVIII		9393393		chrXVIII		9393564		chrXVIII		9393393		chrXVIII		7613434		1.5-LOD region as reported		chrXVIII		7613434		chrXVIII		9393393				chrXVIII		9393393		chrXVIII		9393564		chrXVIII		9393393		chrXVIII		7613434		1.5-LOD region as reported		chrXVIII		7613434		chrXVIII		9393393

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		All raker number		feeding		2.75		chrXVIII		region = 1.5-LOD markers, File S3				Stn305		microsatellite		chrXVIII		15225259		Stn305		microsatellite		chrXVIII		15225409		Stn261		microsatellite		chrXVIII		7613260		Stn308		microsatellite		chrXVIII		15688949		1.5-LOD region as reported		chrXVIII		7613260		chrXVIII		15688949				chrXVIII		15225259		chrXVIII		15225409		chrXVIII		7613260		chrXVIII		15688949		1.5-LOD region as reported		chrXVIII		7613260		chrXVIII		15688949				chrXVIII		15225259		chrXVIII		15225409		chrXVIII		7613260		chrXVIII		15688949		1.5-LOD region as reported		chrXVIII		7613260		chrXVIII		15688949

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 8 cerato raker number		feeding		9.49		chrXX		region = 1.5-LOD markers, File S3				Gac1125		microsatellite		chrXX		3079660		Gac1125		microsatellite		chrXX		3080347		Stn212		microsatellite		chrXX		7269290		Stn217		microsatellite		chrXX		1511530		1.5-LOD region as reported		chrXX		1511530		chrXX		7269290				chrXX		16010106		chrXX		16009419		chrXX		11820476		chrXX		17578236		1.5-LOD region as reported		chrXX		11820476		chrXX		17578236				chrXX		16434027		chrXX		16433340		chrXX		12244397		chrXX		18002157		1.5-LOD region as reported		chrXX		12244397		chrXX		18002157

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Branchial arch 4 raker number		feeding		8.06		chrXX		region = 1.5-LOD markers, File S3				Gac1125		microsatellite		chrXX		3079660		Gac1125		microsatellite		chrXX		3080347		Stn213		microsatellite		chrXX		14682376		Stn217		microsatellite		chrXX		1511530		1.5-LOD region as reported		chrXX		1511530		chrXX		14682376				chrXX		16010106		chrXX		16009419		chrXX		4407390		chrXX		17578236		1.5-LOD region as reported		chrXX		4407390		chrXX		17578236				chrXX		16434027		chrXX		16433340		chrXX		4831311		chrXX		18002157		1.5-LOD region as reported		chrXX		4831311		chrXX		18002157

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Last postdorsal pterygiophore position		swimming		4.27		chrXX		region = 1.5-LOD markers, File S3				Gac1125		microsatellite		chrXX		3079660		Gac1125		microsatellite		chrXX		3080347		Stn212		microsatellite		chrXX		7269290		Stn217		microsatellite		chrXX		1511530		1.5-LOD region as reported		chrXX		1511530		chrXX		7269290				chrXX		16010106		chrXX		16009419		chrXX		11820476		chrXX		17578236		1.5-LOD region as reported		chrXX		11820476		chrXX		17578236				chrXX		16434027		chrXX		16433340		chrXX		12244397		chrXX		18002157		1.5-LOD region as reported		chrXX		12244397		chrXX		18002157

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ventral toothplate tooth number		feeding		5.36		chrXX		region = 1.5-LOD markers, File S3				Stn340		microsatellite		chrXX		3338281		Stn340		microsatellite		chrXX		3338474		Stn215		microsatellite		chrXX		11318811		Stn217		microsatellite		chrXX		1511530		1.5-LOD region as reported		chrXX		1511530		chrXX		11318811				chrXX		15751485		chrXX		15751292		chrXX		7770955		chrXX		17578236		1.5-LOD region as reported		chrXX		7770955		chrXX		17578236				chrXX		16175406		chrXX		16175213		chrXX		8194876		chrXX		18002157		1.5-LOD region as reported		chrXX		8194876		chrXX		18002157

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Last postanal pterygiophore position		swimming		6.68		chrXX		region = 1.5-LOD markers, File S3				Stn340		microsatellite		chrXX		3338281		Stn340		microsatellite		chrXX		3338474		Stn212		microsatellite		chrXX		7269290		Gac1125		microsatellite		chrXX		3080347		1.5-LOD region as reported		chrXX		3080347		chrXX		7269290				chrXX		15751485		chrXX		15751292		chrXX		11820476		chrXX		16009419		1.5-LOD region as reported		chrXX		11820476		chrXX		16009419				chrXX		16175406		chrXX		16175213		chrXX		12244397		chrXX		16433340		1.5-LOD region as reported		chrXX		12244397		chrXX		16433340

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Vertebrae number		swimming		5.20		chrXX		region = 1.5-LOD markers, File S3				Stn340		microsatellite		chrXX		3338281		Stn340		microsatellite		chrXX		3338474		Stn213		microsatellite		chrXX		14682376		Stn217		microsatellite		chrXX		1511530		1.5-LOD region as reported		chrXX		1511530		chrXX		14682376				chrXX		15751485		chrXX		15751292		chrXX		4407390		chrXX		17578236		1.5-LOD region as reported		chrXX		4407390		chrXX		17578236				chrXX		16175406		chrXX		16175213		chrXX		4831311		chrXX		18002157		1.5-LOD region as reported		chrXX		4831311		chrXX		18002157

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 1 cerato raker number		feeding		14.32		chrXX		region = 1.5-LOD markers, File S3				Stn212		microsatellite		chrXX		7269290		Stn212		microsatellite		chrXX		7269499		Stn213		microsatellite		chrXX		14682376		Stn340		microsatellite		chrXX		3338474		1.5-LOD region as reported		chrXX		3338474		chrXX		14682376				chrXX		11820476		chrXX		11820267		chrXX		4407390		chrXX		15751292		1.5-LOD region as reported		chrXX		4407390		chrXX		15751292				chrXX		12244397		chrXX		12244188		chrXX		4831311		chrXX		16175213		1.5-LOD region as reported		chrXX		4831311		chrXX		16175213

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 5 cerato raker number		feeding		12.95		chrXX		region = 1.5-LOD markers, File S3				Stn212		microsatellite		chrXX		7269290		Stn212		microsatellite		chrXX		7269499		Stn213		microsatellite		chrXX		14682376		Stn340		microsatellite		chrXX		3338474		1.5-LOD region as reported		chrXX		3338474		chrXX		14682376				chrXX		11820476		chrXX		11820267		chrXX		4407390		chrXX		15751292		1.5-LOD region as reported		chrXX		4407390		chrXX		15751292				chrXX		12244397		chrXX		12244188		chrXX		4831311		chrXX		16175213		1.5-LOD region as reported		chrXX		4831311		chrXX		16175213

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 1 tooth number		feeding		8.78		chrXX		region = 1.5-LOD markers, File S3				Stn212		microsatellite		chrXX		7269290		Stn212		microsatellite		chrXX		7269499		Stn213		microsatellite		chrXX		14682376		Stn340		microsatellite		chrXX		3338474		1.5-LOD region as reported		chrXX		3338474		chrXX		14682376				chrXX		11820476		chrXX		11820267		chrXX		4407390		chrXX		15751292		1.5-LOD region as reported		chrXX		4407390		chrXX		15751292				chrXX		12244397		chrXX		12244188		chrXX		4831311		chrXX		16175213		1.5-LOD region as reported		chrXX		4831311		chrXX		16175213

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal spine 3 length		defence		3.46		chrXX		region = 1.5-LOD markers, File S3				Stn212		microsatellite		chrXX		7269290		Stn212		microsatellite		chrXX		7269499		Stn213		microsatellite		chrXX		14682376		Stn217		microsatellite		chrXX		1511530		1.5-LOD region as reported		chrXX		1511530		chrXX		14682376				chrXX		11820476		chrXX		11820267		chrXX		4407390		chrXX		17578236		1.5-LOD region as reported		chrXX		4407390		chrXX		17578236				chrXX		12244397		chrXX		12244188		chrXX		4831311		chrXX		18002157		1.5-LOD region as reported		chrXX		4831311		chrXX		18002157

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Serration area on dorsal spine 2		defence		9.04		chrXX		region = 1.5-LOD markers, File S3				Stn212		microsatellite		chrXX		7269290		Stn212		microsatellite		chrXX		7269499		Stn213		microsatellite		chrXX		14682376		Stn217		microsatellite		chrXX		1511530		1.5-LOD region as reported		chrXX		1511530		chrXX		14682376				chrXX		11820476		chrXX		11820267		chrXX		4407390		chrXX		17578236		1.5-LOD region as reported		chrXX		4407390		chrXX		17578236				chrXX		12244397		chrXX		12244188		chrXX		4831311		chrXX		18002157		1.5-LOD region as reported		chrXX		4831311		chrXX		18002157

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal spine 2 area		defence		4.72		chrXX		region = 1.5-LOD markers, File S3				Stn212		microsatellite		chrXX		7269290		Stn212		microsatellite		chrXX		7269499		Stn213		microsatellite		chrXX		14682376		Stn340		microsatellite		chrXX		3338474		1.5-LOD region as reported		chrXX		3338474		chrXX		14682376				chrXX		11820476		chrXX		11820267		chrXX		4407390		chrXX		15751292		1.5-LOD region as reported		chrXX		4407390		chrXX		15751292				chrXX		12244397		chrXX		12244188		chrXX		4831311		chrXX		16175213		1.5-LOD region as reported		chrXX		4831311		chrXX		16175213

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 2 raker number		feeding		7.36		chrXX		region = 1.5-LOD markers, File S3				Stn216		microsatellite		chrXX		8252840		Stn216		microsatellite		chrXX		8253452		Stn213		microsatellite		chrXX		14682376		Stn340		microsatellite		chrXX		3338474		1.5-LOD region as reported		chrXX		3338474		chrXX		14682376				chrXX		10836926		chrXX		10836314		chrXX		4407390		chrXX		15751292		1.5-LOD region as reported		chrXX		4407390		chrXX		15751292				chrXX		11260847		chrXX		11260235		chrXX		4831311		chrXX		16175213		1.5-LOD region as reported		chrXX		4831311		chrXX		16175213

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 3 raker number		feeding		12.36		chrXX		region = 1.5-LOD markers, File S3				Stn216		microsatellite		chrXX		8252840		Stn216		microsatellite		chrXX		8253452		Stn213		microsatellite		chrXX		14682376		Stn340		microsatellite		chrXX		3338474		1.5-LOD region as reported		chrXX		3338474		chrXX		14682376				chrXX		10836926		chrXX		10836314		chrXX		4407390		chrXX		15751292		1.5-LOD region as reported		chrXX		4407390		chrXX		15751292				chrXX		11260847		chrXX		11260235		chrXX		4831311		chrXX		16175213		1.5-LOD region as reported		chrXX		4831311		chrXX		16175213

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 5 raker number		feeding		11.64		chrXX		region = 1.5-LOD markers, File S3				Stn216		microsatellite		chrXX		8252840		Stn216		microsatellite		chrXX		8253452		Stn213		microsatellite		chrXX		14682376		Stn340		microsatellite		chrXX		3338474		1.5-LOD region as reported		chrXX		3338474		chrXX		14682376				chrXX		10836926		chrXX		10836314		chrXX		4407390		chrXX		15751292		1.5-LOD region as reported		chrXX		4407390		chrXX		15751292				chrXX		11260847		chrXX		11260235		chrXX		4831311		chrXX		16175213		1.5-LOD region as reported		chrXX		4831311		chrXX		16175213

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Branchial arch 3 raker number		feeding		17.51		chrXX		region = 1.5-LOD markers, File S3				Stn216		microsatellite		chrXX		8252840		Stn216		microsatellite		chrXX		8253452		Stn213		microsatellite		chrXX		14682376		Stn340		microsatellite		chrXX		3338474		1.5-LOD region as reported		chrXX		3338474		chrXX		14682376				chrXX		10836926		chrXX		10836314		chrXX		4407390		chrXX		15751292		1.5-LOD region as reported		chrXX		4407390		chrXX		15751292				chrXX		11260847		chrXX		11260235		chrXX		4831311		chrXX		16175213		1.5-LOD region as reported		chrXX		4831311		chrXX		16175213

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ventral toothplate width		feeding		5.03		chrXX		region = 1.5-LOD markers, File S3				Stn216		microsatellite		chrXX		8252840		Stn216		microsatellite		chrXX		8253452		Stn213		microsatellite		chrXX		14682376		Stn217		microsatellite		chrXX		1511530		1.5-LOD region as reported		chrXX		1511530		chrXX		14682376				chrXX		10836926		chrXX		10836314		chrXX		4407390		chrXX		17578236		1.5-LOD region as reported		chrXX		4407390		chrXX		17578236				chrXX		11260847		chrXX		11260235		chrXX		4831311		chrXX		18002157		1.5-LOD region as reported		chrXX		4831311		chrXX		18002157

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Premaxilla height		feeding		4.48		chrXX		region = 1.5-LOD markers, File S3				Stn216		microsatellite		chrXX		8252840		Stn216		microsatellite		chrXX		8253452		Stn213		microsatellite		chrXX		14682376		Stn217		microsatellite		chrXX		1511530		1.5-LOD region as reported		chrXX		1511530		chrXX		14682376				chrXX		10836926		chrXX		10836314		chrXX		4407390		chrXX		17578236		1.5-LOD region as reported		chrXX		4407390		chrXX		17578236				chrXX		11260847		chrXX		11260235		chrXX		4831311		chrXX		18002157		1.5-LOD region as reported		chrXX		4831311		chrXX		18002157

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Frontal width		body shape		3.23		chrXX		region = 1.5-LOD markers, File S3				Stn216		microsatellite		chrXX		8252840		Stn216		microsatellite		chrXX		8253452		Stn213		microsatellite		chrXX		14682376		Stn340		microsatellite		chrXX		3338474		1.5-LOD region as reported		chrXX		3338474		chrXX		14682376				chrXX		10836926		chrXX		10836314		chrXX		4407390		chrXX		15751292		1.5-LOD region as reported		chrXX		4407390		chrXX		15751292				chrXX		11260847		chrXX		11260235		chrXX		4831311		chrXX		16175213		1.5-LOD region as reported		chrXX		4831311		chrXX		16175213

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Supraoccipital crest area		body shape		30.42		chrXX		region = 1.5-LOD markers, File S3				Stn216		microsatellite		chrXX		8252840		Stn216		microsatellite		chrXX		8253452		Stn212		microsatellite		chrXX		7269290		Stn340		microsatellite		chrXX		3338474		1.5-LOD region as reported		chrXX		3338474		chrXX		7269290				chrXX		10836926		chrXX		10836314		chrXX		11820476		chrXX		15751292		1.5-LOD region as reported		chrXX		11820476		chrXX		15751292				chrXX		11260847		chrXX		11260235		chrXX		12244397		chrXX		16175213		1.5-LOD region as reported		chrXX		12244397		chrXX		16175213

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Serration number on dorsal spine 2		defence		8.02		chrXX		region = 1.5-LOD markers, File S3				Stn216		microsatellite		chrXX		8252840		Stn216		microsatellite		chrXX		8253452		Stn213		microsatellite		chrXX		14682376		Stn217		microsatellite		chrXX		1511530		1.5-LOD region as reported		chrXX		1511530		chrXX		14682376				chrXX		10836926		chrXX		10836314		chrXX		4407390		chrXX		17578236		1.5-LOD region as reported		chrXX		4407390		chrXX		17578236				chrXX		11260847		chrXX		11260235		chrXX		4831311		chrXX		18002157		1.5-LOD region as reported		chrXX		4831311		chrXX		18002157

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 2 cerato raker number		feeding		13.35		chrXX		region = 1.5-LOD markers, File S3				Stn215		microsatellite		chrXX		11318811		Stn215		microsatellite		chrXX		11318969		Stn213		microsatellite		chrXX		14682376		Stn340		microsatellite		chrXX		3338474		1.5-LOD region as reported		chrXX		3338474		chrXX		14682376				chrXX		7770955		chrXX		7770797		chrXX		4407390		chrXX		15751292		1.5-LOD region as reported		chrXX		4407390		chrXX		15751292				chrXX		8194876		chrXX		8194718		chrXX		4831311		chrXX		16175213		1.5-LOD region as reported		chrXX		4831311		chrXX		16175213

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 4 cerato raker number		feeding		11.45		chrXX		region = 1.5-LOD markers, File S3				Stn215		microsatellite		chrXX		11318811		Stn215		microsatellite		chrXX		11318969		Stn213		microsatellite		chrXX		14682376		Stn340		microsatellite		chrXX		3338474		1.5-LOD region as reported		chrXX		3338474		chrXX		14682376				chrXX		7770955		chrXX		7770797		chrXX		4407390		chrXX		15751292		1.5-LOD region as reported		chrXX		4407390		chrXX		15751292				chrXX		8194876		chrXX		8194718		chrXX		4831311		chrXX		16175213		1.5-LOD region as reported		chrXX		4831311		chrXX		16175213

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 9 cerato raker number		feeding		13.19		chrXX		region = 1.5-LOD markers, File S3				Stn215		microsatellite		chrXX		11318811		Stn215		microsatellite		chrXX		11318969		Stn213		microsatellite		chrXX		14682376		Stn340		microsatellite		chrXX		3338474		1.5-LOD region as reported		chrXX		3338474		chrXX		14682376				chrXX		7770955		chrXX		7770797		chrXX		4407390		chrXX		15751292		1.5-LOD region as reported		chrXX		4407390		chrXX		15751292				chrXX		8194876		chrXX		8194718		chrXX		4831311		chrXX		16175213		1.5-LOD region as reported		chrXX		4831311		chrXX		16175213

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Cerato raker number		feeding		25.32		chrXX		region = 1.5-LOD markers, File S3				Stn215		microsatellite		chrXX		11318811		Stn215		microsatellite		chrXX		11318969		Stn213		microsatellite		chrXX		14682376		Stn212		microsatellite		chrXX		7269499		1.5-LOD region as reported		chrXX		7269499		chrXX		14682376				chrXX		7770955		chrXX		7770797		chrXX		4407390		chrXX		11820267		1.5-LOD region as reported		chrXX		4407390		chrXX		11820267				chrXX		8194876		chrXX		8194718		chrXX		4831311		chrXX		12244188		1.5-LOD region as reported		chrXX		4831311		chrXX		12244188

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 4 raker number		feeding		10.15		chrXX		region = 1.5-LOD markers, File S3				Stn215		microsatellite		chrXX		11318811		Stn215		microsatellite		chrXX		11318969		Stn213		microsatellite		chrXX		14682376		Stn340		microsatellite		chrXX		3338474		1.5-LOD region as reported		chrXX		3338474		chrXX		14682376				chrXX		7770955		chrXX		7770797		chrXX		4407390		chrXX		15751292		1.5-LOD region as reported		chrXX		4407390		chrXX		15751292				chrXX		8194876		chrXX		8194718		chrXX		4831311		chrXX		16175213		1.5-LOD region as reported		chrXX		4831311		chrXX		16175213

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Branchial arch 2 raker number		feeding		13.63		chrXX		region = 1.5-LOD markers, File S3				Stn215		microsatellite		chrXX		11318811		Stn215		microsatellite		chrXX		11318969		Stn213		microsatellite		chrXX		14682376		Stn212		microsatellite		chrXX		7269499		1.5-LOD region as reported		chrXX		7269499		chrXX		14682376				chrXX		7770955		chrXX		7770797		chrXX		4407390		chrXX		11820267		1.5-LOD region as reported		chrXX		4407390		chrXX		11820267				chrXX		8194876		chrXX		8194718		chrXX		4831311		chrXX		12244188		1.5-LOD region as reported		chrXX		4831311		chrXX		12244188

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Odd row raker number		feeding		15.49		chrXX		region = 1.5-LOD markers, File S3				Stn215		microsatellite		chrXX		11318811		Stn215		microsatellite		chrXX		11318969		Stn213		microsatellite		chrXX		14682376		Stn212		microsatellite		chrXX		7269499		1.5-LOD region as reported		chrXX		7269499		chrXX		14682376				chrXX		7770955		chrXX		7770797		chrXX		4407390		chrXX		11820267		1.5-LOD region as reported		chrXX		4407390		chrXX		11820267				chrXX		8194876		chrXX		8194718		chrXX		4831311		chrXX		12244188		1.5-LOD region as reported		chrXX		4831311		chrXX		12244188

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Even row raker number		feeding		16.38		chrXX		region = 1.5-LOD markers, File S3				Stn215		microsatellite		chrXX		11318811		Stn215		microsatellite		chrXX		11318969		Stn213		microsatellite		chrXX		14682376		Stn340		microsatellite		chrXX		3338474		1.5-LOD region as reported		chrXX		3338474		chrXX		14682376				chrXX		7770955		chrXX		7770797		chrXX		4407390		chrXX		15751292		1.5-LOD region as reported		chrXX		4407390		chrXX		15751292				chrXX		8194876		chrXX		8194718		chrXX		4831311		chrXX		16175213		1.5-LOD region as reported		chrXX		4831311		chrXX		16175213

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		All raker number		feeding		18.08		chrXX		region = 1.5-LOD markers, File S3				Stn215		microsatellite		chrXX		11318811		Stn215		microsatellite		chrXX		11318969		Stn213		microsatellite		chrXX		14682376		Stn214		microsatellite		chrXX		11606611		1.5-LOD region as reported		chrXX		11606611		chrXX		14682376				chrXX		7770955		chrXX		7770797		chrXX		4407390		chrXX		7483155		1.5-LOD region as reported		chrXX		4407390		chrXX		7483155				chrXX		8194876		chrXX		8194718		chrXX		4831311		chrXX		7907076		1.5-LOD region as reported		chrXX		4831311		chrXX		7907076

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 2 tooth number		feeding		7.62		chrXX		region = 1.5-LOD markers, File S3				Stn215		microsatellite		chrXX		11318811		Stn215		microsatellite		chrXX		11318969		Stn213		microsatellite		chrXX		14682376		Stn340		microsatellite		chrXX		3338474		1.5-LOD region as reported		chrXX		3338474		chrXX		14682376				chrXX		7770955		chrXX		7770797		chrXX		4407390		chrXX		15751292		1.5-LOD region as reported		chrXX		4407390		chrXX		15751292				chrXX		8194876		chrXX		8194718		chrXX		4831311		chrXX		16175213		1.5-LOD region as reported		chrXX		4831311		chrXX		16175213

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Supraoccipital crest width		body shape		16.57		chrXX		region = 1.5-LOD markers, File S3				Stn215		microsatellite		chrXX		11318811		Stn215		microsatellite		chrXX		11318969		Stn213		microsatellite		chrXX		14682376		Stn340		microsatellite		chrXX		3338474		1.5-LOD region as reported		chrXX		3338474		chrXX		14682376				chrXX		7770955		chrXX		7770797		chrXX		4407390		chrXX		15751292		1.5-LOD region as reported		chrXX		4407390		chrXX		15751292				chrXX		8194876		chrXX		8194718		chrXX		4831311		chrXX		16175213		1.5-LOD region as reported		chrXX		4831311		chrXX		16175213

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 3 cerato raker number		feeding		16.92		chrXX		region = 1.5-LOD markers, File S3				Stn214		microsatellite		chrXX		11606215		Stn214		microsatellite		chrXX		11606611		Stn213		microsatellite		chrXX		14682376		Stn340		microsatellite		chrXX		3338474		1.5-LOD region as reported		chrXX		3338474		chrXX		14682376				chrXX		7483551		chrXX		7483155		chrXX		4407390		chrXX		15751292		1.5-LOD region as reported		chrXX		4407390		chrXX		15751292				chrXX		7907472		chrXX		7907076		chrXX		4831311		chrXX		16175213		1.5-LOD region as reported		chrXX		4831311		chrXX		16175213

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 6 cerato raker number		feeding		11.74		chrXX		region = 1.5-LOD markers, File S3				Stn214		microsatellite		chrXX		11606215		Stn214		microsatellite		chrXX		11606611		Stn213		microsatellite		chrXX		14682376		Stn340		microsatellite		chrXX		3338474		1.5-LOD region as reported		chrXX		3338474		chrXX		14682376				chrXX		7483551		chrXX		7483155		chrXX		4407390		chrXX		15751292		1.5-LOD region as reported		chrXX		4407390		chrXX		15751292				chrXX		7907472		chrXX		7907076		chrXX		4831311		chrXX		16175213		1.5-LOD region as reported		chrXX		4831311		chrXX		16175213

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 6 raker number		feeding		13.70		chrXX		region = 1.5-LOD markers, File S3				Stn214		microsatellite		chrXX		11606215		Stn214		microsatellite		chrXX		11606611		Stn213		microsatellite		chrXX		14682376		Stn340		microsatellite		chrXX		3338474		1.5-LOD region as reported		chrXX		3338474		chrXX		14682376				chrXX		7483551		chrXX		7483155		chrXX		4407390		chrXX		15751292		1.5-LOD region as reported		chrXX		4407390		chrXX		15751292				chrXX		7907472		chrXX		7907076		chrXX		4831311		chrXX		16175213		1.5-LOD region as reported		chrXX		4831311		chrXX		16175213

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Branchial arch 1 raker number		feeding		11.00		chrXX		region = 1.5-LOD markers, File S3				Stn214		microsatellite		chrXX		11606215		Stn214		microsatellite		chrXX		11606611		Stn213		microsatellite		chrXX		14682376		Stn216		microsatellite		chrXX		8253452		1.5-LOD region as reported		chrXX		8253452		chrXX		14682376				chrXX		7483551		chrXX		7483155		chrXX		4407390		chrXX		10836314		1.5-LOD region as reported		chrXX		4407390		chrXX		10836314				chrXX		7907472		chrXX		7907076		chrXX		4831311		chrXX		11260235		1.5-LOD region as reported		chrXX		4831311		chrXX		11260235

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Lateral raker spacing		feeding		12.45		chrXX		region = 1.5-LOD markers, File S3				Stn214		microsatellite		chrXX		11606215		Stn214		microsatellite		chrXX		11606611		Stn213		microsatellite		chrXX		14682376		Stn340		microsatellite		chrXX		3338474		1.5-LOD region as reported		chrXX		3338474		chrXX		14682376				chrXX		7483551		chrXX		7483155		chrXX		4407390		chrXX		15751292		1.5-LOD region as reported		chrXX		4407390		chrXX		15751292				chrXX		7907472		chrXX		7907076		chrXX		4831311		chrXX		16175213		1.5-LOD region as reported		chrXX		4831311		chrXX		16175213

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Middle raker spacing		feeding		14.80		chrXX		region = 1.5-LOD markers, File S3				Stn214		microsatellite		chrXX		11606215		Stn214		microsatellite		chrXX		11606611		Stn213		microsatellite		chrXX		14682376		Stn340		microsatellite		chrXX		3338474		1.5-LOD region as reported		chrXX		3338474		chrXX		14682376				chrXX		7483551		chrXX		7483155		chrXX		4407390		chrXX		15751292		1.5-LOD region as reported		chrXX		4407390		chrXX		15751292				chrXX		7907472		chrXX		7907076		chrXX		4831311		chrXX		16175213		1.5-LOD region as reported		chrXX		4831311		chrXX		16175213

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 7 cerato raker number		feeding		13.42		chrXX		region = 1.5-LOD markers, File S3				Stn213		microsatellite		chrXX		14682376		Stn213		microsatellite		chrXX		14682923		Stn213		microsatellite		chrXX		14682376		Stn340		microsatellite		chrXX		3338474		1.5-LOD region as reported		chrXX		3338474		chrXX		14682376				chrXX		4407390		chrXX		4406843		chrXX		4407390		chrXX		15751292		1.5-LOD region as reported		chrXX		4407390		chrXX		15751292				chrXX		4831311		chrXX		4830764		chrXX		4831311		chrXX		16175213		1.5-LOD region as reported		chrXX		4831311		chrXX		16175213

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 1 raker number		feeding		8.58		chrXX		region = 1.5-LOD markers, File S3				Stn213		microsatellite		chrXX		14682376		Stn213		microsatellite		chrXX		14682923		Stn213		microsatellite		chrXX		14682376		Stn216		microsatellite		chrXX		8253452		1.5-LOD region as reported		chrXX		8253452		chrXX		14682376				chrXX		4407390		chrXX		4406843		chrXX		4407390		chrXX		10836314		1.5-LOD region as reported		chrXX		4407390		chrXX		10836314				chrXX		4831311		chrXX		4830764		chrXX		4831311		chrXX		11260235		1.5-LOD region as reported		chrXX		4831311		chrXX		11260235

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Row 8 raker number		feeding		7.47		chrXX		region = 1.5-LOD markers, File S3				Stn213		microsatellite		chrXX		14682376		Stn213		microsatellite		chrXX		14682923		Stn213		microsatellite		chrXX		14682376		Gac1125		microsatellite		chrXX		3080347		1.5-LOD region as reported		chrXX		3080347		chrXX		14682376				chrXX		4407390		chrXX		4406843		chrXX		4407390		chrXX		16009419		1.5-LOD region as reported		chrXX		4407390		chrXX		16009419				chrXX		4831311		chrXX		4830764		chrXX		4831311		chrXX		16433340		1.5-LOD region as reported		chrXX		4831311		chrXX		16433340

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Anal spine length		defence		6.37		chrXX		region = 1.5-LOD markers, File S3				Stn213		microsatellite		chrXX		14682376		Stn213		microsatellite		chrXX		14682923		Stn213		microsatellite		chrXX		14682376		Stn212		microsatellite		chrXX		7269499		1.5-LOD region as reported		chrXX		7269499		chrXX		14682376				chrXX		4407390		chrXX		4406843		chrXX		4407390		chrXX		11820267		1.5-LOD region as reported		chrXX		4407390		chrXX		11820267				chrXX		4831311		chrXX		4830764		chrXX		4831311		chrXX		12244188		1.5-LOD region as reported		chrXX		4831311		chrXX		12244188

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 1 length		feeding		3.04		chrXXI		region = 1.5-LOD markers, File S3				Stn222		microsatellite		chrXXI		786161		Stn222		microsatellite		chrXXI		786308		Stn218		microsatellite		chrUn		6125011		Stn425		microsatellite		chrXXI		9043760		1.5-LOD region as reported		chrUn		6125011		chrXXI		9043760		1		chrXXI		3434574		chrXXI		3434721		chrXXI		1018750		chrXXI		11692173		1.5-LOD region as reported		chrXXI		1018750		chrXXI		11692173				chrXXI		4930309		chrXXI		4930456		chrXXI		2811555		chrXXI		13187908		1.5-LOD region as reported		chrXXI		2811555		chrXXI		13187908

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 3 length		feeding		4.28		chrXXI		region = 1.5-LOD markers, File S3				Stn222		microsatellite		chrXXI		786161		Stn222		microsatellite		chrXXI		786308		Stn218		microsatellite		chrUn		6125011		Stn425		microsatellite		chrXXI		9043760		1.5-LOD region as reported		chrUn		6125011		chrXXI		9043760		1		chrXXI		3434574		chrXXI		3434721		chrXXI		1018750		chrXXI		11692173		1.5-LOD region as reported		chrXXI		1018750		chrXXI		11692173				chrXXI		4930309		chrXXI		4930456		chrXXI		2811555		chrXXI		13187908		1.5-LOD region as reported		chrXXI		2811555		chrXXI		13187908

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Premaxilla length		feeding		7.19		chrXXI		region = 1.5-LOD markers, File S3				Stn222		microsatellite		chrXXI		786161		Stn222		microsatellite		chrXXI		786308		Stn218		microsatellite		chrUn		6125011		Stn425		microsatellite		chrXXI		9043760		1.5-LOD region as reported		chrUn		6125011		chrXXI		9043760		1		chrXXI		3434574		chrXXI		3434721		chrXXI		1018750		chrXXI		11692173		1.5-LOD region as reported		chrXXI		1018750		chrXXI		11692173				chrXXI		4930309		chrXXI		4930456		chrXXI		2811555		chrXXI		13187908		1.5-LOD region as reported		chrXXI		2811555		chrXXI		13187908

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Articular length		feeding		5.82		chrXXI		region = 1.5-LOD markers, File S3, missing Stn424 replaced by nearby Stn425				Stn222		microsatellite		chrXXI		786161		Stn222		microsatellite		chrXXI		786308		Stn218		microsatellite		chrUn		6125011		Stn424(Stn425)		microsatellite		chrXXI		9043760		1.5-LOD region as reported		chrUn		6125011		chrXXI		9043760		1		chrXXI		3434574		chrXXI		3434721		chrXXI		1018750		chrXXI		11692173		1.5-LOD region as reported		chrXXI		1018750		chrXXI		11692173				chrXXI		4930309		chrXXI		4930456		chrXXI		2811555		chrXXI		13187908		1.5-LOD region as reported		chrXXI		2811555		chrXXI		13187908

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 1 width		feeding		6.50		chrXXI		region = 1.5-LOD markers, File S3, missing Stn424 replaced by nearby Stn425				Stn421		microsatellite		chrXXI		1794897		Stn421		microsatellite		chrXXI		1795146		Stn218		microsatellite		chrUn		6125011		Stn424(Stn425)		microsatellite		chrXXI		9043760		1.5-LOD region as reported		chrUn		6125011		chrXXI		9043760		1		chrXXI		4443310		chrXXI		4443559		chrXXI		1018750		chrXXI		11692173		1.5-LOD region as reported		chrXXI		1018750		chrXXI		11692173				chrXXI		5939045		chrXXI		5939294		chrXXI		2811555		chrXXI		13187908		1.5-LOD region as reported		chrXXI		2811555		chrXXI		13187908

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal spine 1 length		defence		4.95		chrXXI		region = 1.5-LOD markers, File S3				Stn421		microsatellite		chrXXI		1794897		Stn421		microsatellite		chrXXI		1795146		Stn218		microsatellite		chrUn		6125011		Stn425		microsatellite		chrXXI		9043760		1.5-LOD region as reported		chrUn		6125011		chrXXI		9043760		1		chrXXI		4443310		chrXXI		4443559		chrXXI		1018750		chrXXI		11692173		1.5-LOD region as reported		chrXXI		1018750		chrXXI		11692173				chrXXI		5939045		chrXXI		5939294		chrXXI		2811555		chrXXI		13187908		1.5-LOD region as reported		chrXXI		2811555		chrXXI		13187908

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal spine 3 length		defence		6.73		chrXXI		region = 1.5-LOD markers, File S3, missing Stn424 replaced by nearby Stn425				Stn421		microsatellite		chrXXI		1794897		Stn421		microsatellite		chrXXI		1795146		Stn218		microsatellite		chrUn		6125011		Stn424(Stn425)		microsatellite		chrXXI		9043760		1.5-LOD region as reported		chrUn		6125011		chrXXI		9043760		1		chrXXI		4443310		chrXXI		4443559		chrXXI		1018750		chrXXI		11692173		1.5-LOD region as reported		chrXXI		1018750		chrXXI		11692173				chrXXI		5939045		chrXXI		5939294		chrXXI		2811555		chrXXI		13187908		1.5-LOD region as reported		chrXXI		2811555		chrXXI		13187908

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ventral toothplate tooth number		feeding		26.19		chrXXI		region = 1.5-LOD markers, File S3, missing Stn424 replaced by nearby Stn425				Stn422		microsatellite		chrXXI		3385832		Stn422		microsatellite		chrXXI		3386080		Stn421		microsatellite		chrXXI		1794897		Stn424(Stn425)		microsatellite		chrXXI		9043760		1.5-LOD region as reported		chrXXI		1794897		chrXXI		9043760				chrXXI		6034245		chrXXI		6034493		chrXXI		4443310		chrXXI		11692173		1.5-LOD region as reported		chrXXI		4443310		chrXXI		11692173				chrXXI		7529980		chrXXI		7530228		chrXXI		5939045		chrXXI		13187908		1.5-LOD region as reported		chrXXI		5939045		chrXXI		13187908

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Premaxilla height		feeding		12.33		chrXXI		region = 1.5-LOD markers, File S3				Stn422		microsatellite		chrXXI		3385832		Stn422		microsatellite		chrXXI		3386080		Stn218		microsatellite		chrUn		6125011		Stn425		microsatellite		chrXXI		9043760		1.5-LOD region as reported		chrUn		6125011		chrXXI		9043760		1		chrXXI		6034245		chrXXI		6034493		chrXXI		1018750		chrXXI		11692173		1.5-LOD region as reported		chrXXI		1018750		chrXXI		11692173				chrXXI		7529980		chrXXI		7530228		chrXXI		2811555		chrXXI		13187908		1.5-LOD region as reported		chrXXI		2811555		chrXXI		13187908

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dentary length		feeding		7.23		chrXXI		region = 1.5-LOD markers, File S3				Stn422		microsatellite		chrXXI		3385832		Stn422		microsatellite		chrXXI		3386080		Stn218		microsatellite		chrUn		6125011		Stn425		microsatellite		chrXXI		9043760		1.5-LOD region as reported		chrUn		6125011		chrXXI		9043760		1		chrXXI		6034245		chrXXI		6034493		chrXXI		1018750		chrXXI		11692173		1.5-LOD region as reported		chrXXI		1018750		chrXXI		11692173				chrXXI		7529980		chrXXI		7530228		chrXXI		2811555		chrXXI		13187908		1.5-LOD region as reported		chrXXI		2811555		chrXXI		13187908

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ventral toothplate length		feeding		10.66		chrXXI		region = 1.5-LOD markers, File S3				Stn219		microsatellite		chrXXI		4587761		Stn219		microsatellite		chrXXI		4587929		Stn218		microsatellite		chrUn		6125011		Stn425		microsatellite		chrXXI		9043760		1.5-LOD region as reported		chrUn		6125011		chrXXI		9043760		1		chrXXI		7236174		chrXXI		7236342		chrXXI		1018750		chrXXI		11692173		1.5-LOD region as reported		chrXXI		1018750		chrXXI		11692173				chrXXI		8731909		chrXXI		8732077		chrXXI		2811555		chrXXI		13187908		1.5-LOD region as reported		chrXXI		2811555		chrXXI		13187908

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Epibranchial 1 length		feeding		15.49		chrXXI		region = 1.5-LOD markers, File S3, missing Stn424 replaced by nearby Stn425				Stn219		microsatellite		chrXXI		4587761		Stn219		microsatellite		chrXXI		4587929		Stn218		microsatellite		chrUn		6125011		Stn424(Stn425)		microsatellite		chrXXI		9043760		1.5-LOD region as reported		chrUn		6125011		chrXXI		9043760		1		chrXXI		7236174		chrXXI		7236342		chrXXI		1018750		chrXXI		11692173		1.5-LOD region as reported		chrXXI		1018750		chrXXI		11692173				chrXXI		8731909		chrXXI		8732077		chrXXI		2811555		chrXXI		13187908		1.5-LOD region as reported		chrXXI		2811555		chrXXI		13187908

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 5 length		feeding		6.51		chrXXI		region = 1.5-LOD markers, File S3				Stn219		microsatellite		chrXXI		4587761		Stn219		microsatellite		chrXXI		4587929		Stn218		microsatellite		chrUn		6125011		Stn425		microsatellite		chrXXI		9043760		1.5-LOD region as reported		chrUn		6125011		chrXXI		9043760		1		chrXXI		7236174		chrXXI		7236342		chrXXI		1018750		chrXXI		11692173		1.5-LOD region as reported		chrXXI		1018750		chrXXI		11692173				chrXXI		8731909		chrXXI		8732077		chrXXI		2811555		chrXXI		13187908		1.5-LOD region as reported		chrXXI		2811555		chrXXI		13187908

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Total postanal pterygiophore number		swimming		5.94		chrXXI		region = 1.5-LOD markers, File S3				Stn219		microsatellite		chrXXI		4587761		Stn219		microsatellite		chrXXI		4587929		Stn218		microsatellite		chrUn		6125011		Stn425		microsatellite		chrXXI		9043760		1.5-LOD region as reported		chrUn		6125011		chrXXI		9043760		1		chrXXI		7236174		chrXXI		7236342		chrXXI		1018750		chrXXI		11692173		1.5-LOD region as reported		chrXXI		1018750		chrXXI		11692173				chrXXI		8731909		chrXXI		8732077		chrXXI		2811555		chrXXI		13187908		1.5-LOD region as reported		chrXXI		2811555		chrXXI		13187908

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Hypo raker number		feeding		4.24		chrXXI		region = 1.5-LOD markers, File S3				Stn223		microsatellite		chrXXI		4897510		Stn223		microsatellite		chrXXI		4897748		Stn218		microsatellite		chrUn		6125011		Stn425		microsatellite		chrXXI		9043760		1.5-LOD region as reported		chrUn		6125011		chrXXI		9043760		1		chrXXI		7545923		chrXXI		7546161		chrXXI		1018750		chrXXI		11692173		1.5-LOD region as reported		chrXXI		1018750		chrXXI		11692173				chrXXI		9041658		chrXXI		9041896		chrXXI		2811555		chrXXI		13187908		1.5-LOD region as reported		chrXXI		2811555		chrXXI		13187908

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 2 width		feeding		15.36		chrXXI		region = 1.5-LOD markers, File S3, missing Stn424 replaced by nearby Stn223 and Stn425				Stn424(Stn223)		microsatellite		chrXXI		4897510		Stn424(Stn425)		microsatellite		chrXXI		9043760		Stn421		microsatellite		chrXXI		1794897		Stn425		microsatellite		chrXXI		9043760		1.5-LOD region as reported		chrXXI		1794897		chrXXI		9043760				chrXXI		7545923		chrXXI		11692173		chrXXI		4443310		chrXXI		11692173		1.5-LOD region as reported		chrXXI		4443310		chrXXI		11692173				chrXXI		9041658		chrXXI		13187908		chrXXI		5939045		chrXXI		13187908		1.5-LOD region as reported		chrXXI		5939045		chrXXI		13187908

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ventral toothplate width		feeding		23.64		chrXXI		region = 1.5-LOD markers, File S3				Stn223		microsatellite		chrXXI		4897510		Stn223		microsatellite		chrXXI		4897748		Stn423		microsatellite		chrXXI		3770096		Stn425		microsatellite		chrXXI		9043760		1.5-LOD region as reported		chrXXI		3770096		chrXXI		9043760				chrXXI		7545923		chrXXI		7546161		chrXXI		6418509		chrXXI		11692173		1.5-LOD region as reported		chrXXI		6418509		chrXXI		11692173				chrXXI		9041658		chrXXI		9041896		chrXXI		7914244		chrXXI		13187908		1.5-LOD region as reported		chrXXI		7914244		chrXXI		13187908

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ceratobranchial 4 length		feeding		5.87		chrXXI		region = 1.5-LOD markers, File S3, missing Stn424 replaced by nearby Stn223 and Stn425				Stn424(Stn223)		microsatellite		chrXXI		4897510		Stn424(Stn425)		microsatellite		chrXXI		9043760		Stn218		microsatellite		chrUn		6125011		Stn425		microsatellite		chrXXI		9043760		1.5-LOD region as reported		chrUn		6125011		chrXXI		9043760		1		chrXXI		7545923		chrXXI		11692173		chrXXI		1018750		chrXXI		11692173		1.5-LOD region as reported		chrXXI		1018750		chrXXI		11692173				chrXXI		9041658		chrXXI		13187908		chrXXI		2811555		chrXXI		13187908		1.5-LOD region as reported		chrXXI		2811555		chrXXI		13187908

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		In-lever 2 of articular length		feeding		5.29		chrXXI		region = 1.5-LOD markers, File S3, missing Stn424 replaced by nearby Stn223 and Stn425				Stn424(Stn223)		microsatellite		chrXXI		4897510		Stn424(Stn425)		microsatellite		chrXXI		9043760		Stn218		microsatellite		chrUn		6125011		Stn425		microsatellite		chrXXI		9043760		1.5-LOD region as reported		chrUn		6125011		chrXXI		9043760		1		chrXXI		7545923		chrXXI		11692173		chrXXI		1018750		chrXXI		11692173		1.5-LOD region as reported		chrXXI		1018750		chrXXI		11692173				chrXXI		9041658		chrXXI		13187908		chrXXI		2811555		chrXXI		13187908		1.5-LOD region as reported		chrXXI		2811555		chrXXI		13187908

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Frontal width		body shape		4.90		chrXXI		region = 1.5-LOD markers, File S3, missing Stn424 replaced by nearby Stn425				Stn223		microsatellite		chrXXI		4897510		Stn223		microsatellite		chrXXI		4897748		Stn218		microsatellite		chrUn		6125011		Stn424(Stn425)		microsatellite		chrXXI		9043760		1.5-LOD region as reported		chrUn		6125011		chrXXI		9043760		1		chrXXI		7545923		chrXXI		7546161		chrXXI		1018750		chrXXI		11692173		1.5-LOD region as reported		chrXXI		1018750		chrXXI		11692173				chrXXI		9041658		chrXXI		9041896		chrXXI		2811555		chrXXI		13187908		1.5-LOD region as reported		chrXXI		2811555		chrXXI		13187908

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal spine 2 length		defence		3.00		chrXXI		region = 1.5-LOD markers, File S3				Stn223		microsatellite		chrXXI		4897510		Stn223		microsatellite		chrXXI		4897748		Stn218		microsatellite		chrUn		6125011		Stn425		microsatellite		chrXXI		9043760		1.5-LOD region as reported		chrUn		6125011		chrXXI		9043760		1		chrXXI		7545923		chrXXI		7546161		chrXXI		1018750		chrXXI		11692173		1.5-LOD region as reported		chrXXI		1018750		chrXXI		11692173				chrXXI		9041658		chrXXI		9041896		chrXXI		2811555		chrXXI		13187908		1.5-LOD region as reported		chrXXI		2811555		chrXXI		13187908

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Last postdorsal pterygiophore position		swimming		6.29		chrXXI		region = 1.5-LOD markers, File S3				Stn223		microsatellite		chrXXI		4897510		Stn223		microsatellite		chrXXI		4897748		Stn218		microsatellite		chrUn		6125011		Stn425		microsatellite		chrXXI		9043760		1.5-LOD region as reported		chrUn		6125011		chrXXI		9043760		1		chrXXI		7545923		chrXXI		7546161		chrXXI		1018750		chrXXI		11692173		1.5-LOD region as reported		chrXXI		1018750		chrXXI		11692173				chrXXI		9041658		chrXXI		9041896		chrXXI		2811555		chrXXI		13187908		1.5-LOD region as reported		chrXXI		2811555		chrXXI		13187908

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Last postanal pterygiophore position		swimming		12.28		chrXXI		region = 1.5-LOD markers, File S3, missing Stn424 replaced by nearby Stn425				Stn223		microsatellite		chrXXI		4897510		Stn223		microsatellite		chrXXI		4897748		Stn421		microsatellite		chrXXI		1794897		Stn424(Stn425)		microsatellite		chrXXI		9043760		1.5-LOD region as reported		chrXXI		1794897		chrXXI		9043760				chrXXI		7545923		chrXXI		7546161		chrXXI		4443310		chrXXI		11692173		1.5-LOD region as reported		chrXXI		4443310		chrXXI		11692173				chrXXI		9041658		chrXXI		9041896		chrXXI		5939045		chrXXI		13187908		1.5-LOD region as reported		chrXXI		5939045		chrXXI		13187908

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 1 tooth number		feeding		7.27		chrXXI		region = 1.5-LOD markers, File S3				Stn425		microsatellite		chrXXI		9043581		Stn425		microsatellite		chrXXI		9043760		Stn222		microsatellite		chrXXI		786161		Stn425		microsatellite		chrXXI		9043760		1.5-LOD region as reported		chrXXI		786161		chrXXI		9043760				chrXXI		11691994		chrXXI		11692173		chrXXI		3434574		chrXXI		11692173		1.5-LOD region as reported		chrXXI		3434574		chrXXI		11692173				chrXXI		13187729		chrXXI		13187908		chrXXI		4930309		chrXXI		13187908		1.5-LOD region as reported		chrXXI		4930309		chrXXI		13187908

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 2 tooth number		feeding		7.80		chrXXI		region = 1.5-LOD markers, File S3				Stn425		microsatellite		chrXXI		9043581		Stn425		microsatellite		chrXXI		9043760		Stn223		microsatellite		chrXXI		4897510		Stn425		microsatellite		chrXXI		9043760		1.5-LOD region as reported		chrXXI		4897510		chrXXI		9043760				chrXXI		11691994		chrXXI		11692173		chrXXI		7545923		chrXXI		11692173		1.5-LOD region as reported		chrXXI		7545923		chrXXI		11692173				chrXXI		13187729		chrXXI		13187908		chrXXI		9041658		chrXXI		13187908		1.5-LOD region as reported		chrXXI		9041658		chrXXI		13187908

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Dorsal toothplate 2 width		feeding		5.84		chrXIV		region = 1.5-LOD markers, File S3, missing Stn198 replaced by chromosome start				Stn198		microsatellite						Stn198		microsatellite						chromosome start				chrXIV				Stn161		microsatellite		chrXIV		2639866		1.5-LOD region as reported		chrXIV		1		chrXIV		2639866												chrXIV				chrXIV		2639866		1.5-LOD region as reported		chrXIV		1		chrXIV		2639866												chrXIV				chrXIV		3055313		1.5-LOD region as reported		chrXIV		1		chrXIV		3055313

		QTL		QTL mapping		Miller et al. 2014 Genetics		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Opercle length		respiration		9.05		chrXII		region = 1.5-LOD markers, File S3, missing Stn275				Stn275		microsatellite						Stn275		microsatellite						Stn254		microsatellite		chrXII		12297755		Nemo(Stn394)		microsatellite		chrXII		18196820		1.5-LOD region as reported		chrXII		12297755		chrXII		18196820												chrXII		7328443		chrXII		19065992		1.5-LOD region as reported		chrXII		7328443		chrXII		19065992				chrXVIII		15245589		chrXVIII		15246108		chrXII		8632417		chrXII		19667912		1.5-LOD region as reported		chrXII		8632417		chrXII		19667912

		QTL		QTL mapping		Peichel et al. 2001 Nature		BC (Priest benthic female x Priest limnetic male) x Priest benthic female backcross		benthic_limnetic		G. aculeatus		Dorsal spine 1 length		defence		1.53		chrI		Tab. 1, region = 1.5-LOD (Stn7 & Stn12), Fig. 3		1		Stn9		microsatellite		chrI		18877960		Stn9		microsatellite		chrI		18878190		Stn7		microsatellite		chrI		7085842		Stn12		microsatellite		chrI		22279555		1.5-LOD region as reported		chrI		7085842		chrI		22279555				chrI		18877960		chrI		18878190		chrI		7085842		chrI		24932975		1.5-LOD region as reported		chrI		7085842		chrI		24932975				chrI		19359115		chrI		19359345		chrI		7566997		chrI		25705291		1.5-LOD region as reported		chrI		7566997		chrI		25705291

		QTL		QTL mapping		Peichel et al. 2001 Nature		BC (Priest benthic female x Priest limnetic male) x Priest benthic female backcross		benthic_limnetic		G. aculeatus		Dorsal spine 1 length		defence		1.42		chrII		Tab. 1, region = 1.5-LOD (Stn24 & Stn27), Fig. 3		2		Stn26		microsatellite		chrII		21231787		Stn26		microsatellite		chrII		21232259		Stn24		microsatellite		chrII		21122251		Stn27		microsatellite		chrII		22995240		1.5-LOD region as reported		chrII		21122251		chrII		22995240				chrII		21231787		chrII		21232259		chrII		21122251		chrII		22995240		1.5-LOD region as reported		chrII		21122251		chrII		22995240				chrII		21644364		chrII		21644836		chrII		21534828		chrII		22955488		1.5-LOD region as reported		chrII		21534828		chrII		22955488

		QTL		QTL mapping		Peichel et al. 2001 Nature		BC (Priest benthic female x Priest limnetic male) x Priest benthic female backcross		benthic_limnetic		G. aculeatus		Lateral plate number		defence		10.00		chrXXI		Tab. 1		26		Stn209		microsatellite		chrUn		7282581		Stn209		microsatellite		chrUn		7282789																		associated marker ± 1 Mb		chrUn		6282581		chrUn		8282789		1		chrXXI		2176320		chrXXI		2176528										associated marker ± 1 Mb		chrXXI		1176320		chrXXI		3176528				chrXXI		3969125		chrXXI		3969333										associated marker ± 1 Mb		chrXXI		2969125		chrXXI		4969333

		QTL		QTL mapping		Peichel et al. 2001 Nature		BC (Priest benthic female x Priest limnetic male) x Priest benthic female backcross		benthic_limnetic		G. aculeatus		Dorsal spine 2 length		defence		2.72		chrVIII		Tab. 1, region = 1.5-LOD (Stn93 & end of chromosome), Fig. 3		8		Stn95		microsatellite		chrVIII		17370466		Stn96		microsatellite		chrVIII		18119985		Stn93		microsatellite		chrVIII		15899997		chromosome end				chrVIII				1.5-LOD region as reported		chrVIII		15899997		chrVIII		19368704				chrVIII		17370466		chrVIII		18119985		chrVIII		15899997		chrVIII				1.5-LOD region as reported		chrVIII		15899997		chrVIII		19368704				chrVIII		18540387		chrVIII		19289906		chrVIII		17069918		chrVIII				1.5-LOD region as reported		chrVIII		17069918		chrVIII		20538625

		QTL		QTL mapping		Peichel et al. 2001 Nature		BC (Priest benthic female x Priest limnetic male) x Priest benthic female backcross		benthic_limnetic		G. aculeatus		Pelvic spine length		defence		3.35		chrVIII		Tab. 1, region = 1.5-LOD (Stn92 & Stn97), Fig. 3		8		Stn94		microsatellite		chrVIII		17707798		Stn94		microsatellite		chrVIII		17708139		Stn92		microsatellite		chrVIII		15002303		Stn97		microsatellite		chrVIII		18354715		1.5-LOD region as reported		chrVIII		15002303		chrVIII		18354715				chrVIII		17707798		chrVIII		17708139		chrVIII		15002303		chrVIII		18354715		1.5-LOD region as reported		chrVIII		15002303		chrVIII		18354715				chrVIII		18877719		chrVIII		18878060		chrVIII		16172224		chrVIII		19524636		1.5-LOD region as reported		chrVIII		16172224		chrVIII		19524636

		QTL		QTL mapping		Peichel et al. 2001 Nature		BC (Priest benthic female x Priest limnetic male) x Priest benthic female backcross		benthic_limnetic		G. aculeatus		Dorsal spine 2 length		defence		2.57		chrXI		Tab. 1, region = 1.5-LOD (Stn127 & Stn132), Fig. 3		11		Stn130		microsatellite		chrXI		456040		Stn130		microsatellite		chrXI		456228		Stn127		microsatellite		chrXI		9085119		Stn132		microsatellite		chrXI		14561851		1.5-LOD region as reported		chrXI		9085119		chrXI		14561851				chrXI		456040		chrXI		456228		chrXI		9085119		chrXI		14561851		1.5-LOD region as reported		chrXI		9085119		chrXI		14561851				chrXI		1204190		chrXI		1204378		chrXI		9833269		chrXI		15310001		1.5-LOD region as reported		chrXI		9833269		chrXI		15310001

		QTL		QTL mapping		Peichel et al. 2001 Nature		BC (Priest benthic female x Priest limnetic male) x Priest benthic female backcross		benthic_limnetic		G. aculeatus		Gill raker numbers		feeding		15.40		chrXI		Tab. 1, region = 1.5-LOD (Stn127 & Stn132), Fig. 3		11		Stn131		microsatellite		chrXI		13002908		Stn131		microsatellite		chrXI		13003049		Stn127		microsatellite		chrXI		9085119		Stn132		microsatellite		chrXI		14561851		1.5-LOD region as reported		chrXI		9085119		chrXI		14561851				chrXI		13002908		chrXI		13003049		chrXI		9085119		chrXI		14561851		1.5-LOD region as reported		chrXI		9085119		chrXI		14561851				chrXI		13751058		chrXI		13751199		chrXI		9833269		chrXI		15310001		1.5-LOD region as reported		chrXI		9833269		chrXI		15310001

		QTL		QTL mapping		Peichel et al. 2001 Nature		BC (Priest benthic female x Priest limnetic male) x Priest benthic female backcross		benthic_limnetic		G. aculeatus		Lateral plate number		defence		8.50		chrXIII		Tab. 1, region = 1.5-LOD (Stn148 & Stn158), Fig. 3		13		Stn152		microsatellite		chrXIII		6754994		Stn152		microsatellite		chrXIII		6755172		Stn148		microsatellite		chrXIII		2313683		Stn158		microsatellite		chrXIII		16836768		1.5-LOD region as reported		chrXIII		2313683		chrXIII		16836768				chrXIII		6754994		chrXIII		6755172		chrXIII		2313683		chrXIII		16836768		1.5-LOD region as reported		chrXIII		2313683		chrXIII		16836768				chrXIII		6754994		chrXIII		6755172		chrXIII		2313683		chrXIII		16836768		1.5-LOD region as reported		chrXIII		2313683		chrXIII		16836768

		QTL		QTL mapping		Peichel et al. 2001 Nature		BC (Priest benthic female x Priest limnetic male) x Priest benthic female backcross		benthic_limnetic		G. aculeatus		Gill raker numbers		feeding		14.90		chrXVI		Tab. 1, region = 1.5-LOD (Stn175 & Stn179), Fig. 3		16		Stn177		microsatellite		chrXVI		2350690		Stn178		microsatellite		chrXVI		18106710		Stn175		microsatellite		chrXVI		4066411		Stn179		microsatellite		chrXVI		15284863		1.5-LOD region as reported		chrXVI		4066411		chrXVI		15284863				chrXVI		2350690		chrXVI		16178826		chrXVI		4066411		chrXVI		15284863		1.5-LOD region as reported		chrXVI		4066411		chrXVI		15284863				chrXVI		2350690		chrXVI		16178826		chrXVI		4066411		chrXVI		15284863		1.5-LOD region as reported		chrXVI		4066411		chrXVI		15284863

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark x7		body shape		7.67		chrI		Tab. 1 + Tab. S2		1		Stn1		microsatellite		chrI		1088288		Stn282		microsatellite		chrI		2221089																		associated marker ± 1 Mb		chrI		88288		chrI		3221089				chrI		1088288		chrI		2221089										associated marker ± 1 Mb		chrI		88288		chrI		3221089				chrI		1227646		chrI		2702244										associated marker ± 1 Mb		chrI		227646		chrI		3702244

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark x27		body shape		8.92		chrI		Tab. 1 + Tab. S2		1		Stn282		microsatellite		chrI		2220911		Stn4		microsatellite		chrI		2221089																		associated marker ± 1 Mb		chrI		1220911		chrI		3221089				chrI		2220911		chrI		2221089										associated marker ± 1 Mb		chrI		1220911		chrI		3221089				chrI		2702066		chrI		2702244										associated marker ± 1 Mb		chrI		1702066		chrI		3702244

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark x10		body shape		7.33		chrI		Tab. 1 + Tab. S2		1		Stn4		microsatellite		chrI		4730526		Stn8		microsatellite		chrI		25435490																		associated marker ± 1 Mb		chrI		3730526		chrI		26435490				chrI		4730526		chrI		21777040										associated marker ± 1 Mb		chrI		3730526		chrI		22777040				chrI		5211681		chrI		22549356										associated marker ± 1 Mb		chrI		4211681		chrI		23549356

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark x9		body shape		8.59		chrI		Tab. 1 + Tab. S2		1		Stn4		microsatellite		chrI		4730526		Stn8		microsatellite		chrI		25435490																		associated marker ± 1 Mb		chrI		3730526		chrI		26435490				chrI		4730526		chrI		21777040										associated marker ± 1 Mb		chrI		3730526		chrI		22777040				chrI		5211681		chrI		22549356										associated marker ± 1 Mb		chrI		4211681		chrI		23549356

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark y22		body shape		8.57		chrI		Tab. 1 + Tab. S2		1		Stn4		microsatellite		chrI		4730526		Stn4		microsatellite		chrI		4730725																		associated marker ± 1 Mb		chrI		3730526		chrI		5730725				chrI		4730526		chrI		4730725										associated marker ± 1 Mb		chrI		3730526		chrI		5730725				chrI		5211681		chrI		5211880										associated marker ± 1 Mb		chrI		4211681		chrI		6211880

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		body depth		body shape		7.21		chrI		Tab. 1 + Tab. S2		1		Stn5		microsatellite		chrI		7086284		Stn8		microsatellite		chrI		25435490																		associated marker ± 1 Mb		chrI		6086284		chrI		26435490				chrI		7086284		chrI		21777040										associated marker ± 1 Mb		chrI		6086284		chrI		22777040				chrI		7567439		chrI		22549356										associated marker ± 1 Mb		chrI		6567439		chrI		23549356

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark x4		body shape		12.31		chrI		Tab. 1 + Tab. S2		1		Stn5		microsatellite		chrI		7086284		Stn8		microsatellite		chrI		25435490																		associated marker ± 1 Mb		chrI		6086284		chrI		26435490				chrI		7086284		chrI		21777040										associated marker ± 1 Mb		chrI		6086284		chrI		22777040				chrI		7567439		chrI		22549356										associated marker ± 1 Mb		chrI		6567439		chrI		23549356

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark x23		body shape		9.48		chrII		Tab. 1 + Tab. S2		2		Stn18		microsatellite		chrII		2141832		Stn277		microsatellite		chrII		3836310																		associated marker ± 1 Mb		chrII		1141832		chrII		4836310				chrII		2141832		chrII		3836310										associated marker ± 1 Mb		chrII		1141832		chrII		4836310				chrII		2554409		chrII		4248887										associated marker ± 1 Mb		chrII		1554409		chrII		5248887

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark x6		body shape		5.81		chrIV		Tab. 1 + Tab. S2		4		Stn38		microsatellite		chrIV		3004092		Stn38		microsatellite		chrIV		3004707																		associated marker ± 1 Mb		chrIV		2004092		chrIV		4004707				chrIV		3004092		chrIV		3004707										associated marker ± 1 Mb		chrIV		2004092		chrIV		4004707				chrIV		3004092		chrIV		3004707										associated marker ± 1 Mb		chrIV		2004092		chrIV		4004707

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		dorsal spine length		defence		10.40		chrIV		Tab. 1 + Tab. S2		4		Stn40		microsatellite		chrIV		4455356		Stn46		microsatellite		chrIV		15232282																		associated marker ± 1 Mb		chrIV		3455356		chrIV		16232282				chrIV		4455356		chrIV		15232282										associated marker ± 1 Mb		chrIV		3455356		chrIV		16232282				chrIV		4455356		chrIV		15232282										associated marker ± 1 Mb		chrIV		3455356		chrIV		16232282

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		dorsal spine length		defence		15.12		chrIV		Tab. 1 + Tab. S2		4		Stn40		microsatellite		chrIV		4455356		Stn46		microsatellite		chrIV		15232282																		associated marker ± 1 Mb		chrIV		3455356		chrIV		16232282				chrIV		4455356		chrIV		15232282										associated marker ± 1 Mb		chrIV		3455356		chrIV		16232282				chrIV		4455356		chrIV		15232282										associated marker ± 1 Mb		chrIV		3455356		chrIV		16232282

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark x26		body shape		9.06		chrIV		Tab. 1 + Tab. S2		4		Stn40		microsatellite		chrIV		4455356		Gac4174		microsatellite		chrIV		11586185																		associated marker ± 1 Mb		chrIV		3455356		chrIV		12586185				chrIV		4455356		chrIV		11586185										associated marker ± 1 Mb		chrIV		3455356		chrIV		12586185				chrIV		4455356		chrIV		11586185										associated marker ± 1 Mb		chrIV		3455356		chrIV		12586185

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark y4		body shape		8.52		chrIV		Tab. 1 + Tab. S2		4		Stn40		microsatellite		chrIV		4455356		Gac4174		microsatellite		chrIV		11586185																		associated marker ± 1 Mb		chrIV		3455356		chrIV		12586185				chrIV		4455356		chrIV		11586185										associated marker ± 1 Mb		chrIV		3455356		chrIV		12586185				chrIV		4455356		chrIV		11586185										associated marker ± 1 Mb		chrIV		3455356		chrIV		12586185

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark y5		body shape		10.29		chrIV		Tab. 1 + Tab. S2		4		Stn40		microsatellite		chrIV		4455356		Stn46		microsatellite		chrIV		15232282																		associated marker ± 1 Mb		chrIV		3455356		chrIV		16232282				chrIV		4455356		chrIV		15232282										associated marker ± 1 Mb		chrIV		3455356		chrIV		16232282				chrIV		4455356		chrIV		15232282										associated marker ± 1 Mb		chrIV		3455356		chrIV		16232282

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark y7		body shape		8.31		chrIV		Tab. 1 + Tab. S2		4		Stn40		microsatellite		chrIV		4455356		Stn46		microsatellite		chrIV		15232282																		associated marker ± 1 Mb		chrIV		3455356		chrIV		16232282				chrIV		4455356		chrIV		15232282										associated marker ± 1 Mb		chrIV		3455356		chrIV		16232282				chrIV		4455356		chrIV		15232282										associated marker ± 1 Mb		chrIV		3455356		chrIV		16232282

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		ectocorocoid length		defence		13.57		chrIV		Tab. 1 + Tab. S2		4		Gac4174		microsatellite		chrIV		11585867		Stn311		microsatellite		chrIV		28457182																		associated marker ± 1 Mb		chrIV		10585867		chrIV		29457182				chrIV		11585867		chrIV		28457182										associated marker ± 1 Mb		chrIV		10585867		chrIV		29457182				chrIV		11585867		chrIV		28807440										associated marker ± 1 Mb		chrIV		10585867		chrIV		29807440

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		ectocorocoid length		defence		13.85		chrIV		Tab. 1 + Tab. S2		4		Gac4174		microsatellite		chrIV		11585867		Stn47		microsatellite		chrIV		16331900																		associated marker ± 1 Mb		chrIV		10585867		chrIV		17331900				chrIV		11585867		chrIV		16331900										associated marker ± 1 Mb		chrIV		10585867		chrIV		17331900				chrIV		11585867		chrIV		16331900										associated marker ± 1 Mb		chrIV		10585867		chrIV		17331900

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		dorsal spine length		defence		13.98		chrIV		Tab. 1 + Tab. S2		4		Gac4174		microsatellite		chrIV		11585867		Gac4174		microsatellite		chrIV		11586185																		associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		pelvic girdle length		defence		28.87		chrIV		Tab. 1 + Tab. S2		4		Gac4174		microsatellite		chrIV		11585867		Stn311		microsatellite		chrIV		28457182																		associated marker ± 1 Mb		chrIV		10585867		chrIV		29457182				chrIV		11585867		chrIV		28457182										associated marker ± 1 Mb		chrIV		10585867		chrIV		29457182				chrIV		11585867		chrIV		28807440										associated marker ± 1 Mb		chrIV		10585867		chrIV		29807440

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		pelvic girdle length		defence		15.74		chrIV		Tab. 1 + Tab. S2		4		Gac4174		microsatellite		chrIV		11585867		Gac4174		microsatellite		chrIV		11586185																		associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		pelvic spine length		defence		40.56		chrIV		Tab. 1 + Tab. S2		4		Gac4174		microsatellite		chrIV		11585867		Stn311		microsatellite		chrIV		28457182																		associated marker ± 1 Mb		chrIV		10585867		chrIV		29457182				chrIV		11585867		chrIV		28457182										associated marker ± 1 Mb		chrIV		10585867		chrIV		29457182				chrIV		11585867		chrIV		28807440										associated marker ± 1 Mb		chrIV		10585867		chrIV		29807440

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		pelvic spine length		defence		22.75		chrIV		Tab. 1 + Tab. S2		4		Gac4174		microsatellite		chrIV		11585867		Gac4174		microsatellite		chrIV		11586185																		associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		pectoral fin length		body shape		15.41		chrIV		Tab. 1 + Tab. S2		4		Gac4174		microsatellite		chrIV		11585867		Stn311		microsatellite		chrIV		28457182																		associated marker ± 1 Mb		chrIV		10585867		chrIV		29457182				chrIV		11585867		chrIV		28457182										associated marker ± 1 Mb		chrIV		10585867		chrIV		29457182				chrIV		11585867		chrIV		28807440										associated marker ± 1 Mb		chrIV		10585867		chrIV		29807440

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark x24		body shape		14.68		chrIV		Tab. 1 + Tab. S2		4		Gac4174		microsatellite		chrIV		11585867		Stn311		microsatellite		chrIV		28457182																		associated marker ± 1 Mb		chrIV		10585867		chrIV		29457182				chrIV		11585867		chrIV		28457182										associated marker ± 1 Mb		chrIV		10585867		chrIV		29457182				chrIV		11585867		chrIV		28807440										associated marker ± 1 Mb		chrIV		10585867		chrIV		29807440

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark x3		body shape		7.15		chrIV		Tab. 1 + Tab. S2		4		Gac4174		microsatellite		chrIV		11585867		Gac4174		microsatellite		chrIV		11586185																		associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark x6		body shape		11.81		chrIV		Tab. 1 + Tab. S2		4		Gac4174		microsatellite		chrIV		11585867		Stn47		microsatellite		chrIV		16331900																		associated marker ± 1 Mb		chrIV		10585867		chrIV		17331900				chrIV		11585867		chrIV		16331900										associated marker ± 1 Mb		chrIV		10585867		chrIV		17331900				chrIV		11585867		chrIV		16331900										associated marker ± 1 Mb		chrIV		10585867		chrIV		17331900

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark x8		body shape		11.16		chrIV		Tab. 1 + Tab. S2		4		Gac4174		microsatellite		chrIV		11585867		Stn311		microsatellite		chrIV		28457182																		associated marker ± 1 Mb		chrIV		10585867		chrIV		29457182				chrIV		11585867		chrIV		28457182										associated marker ± 1 Mb		chrIV		10585867		chrIV		29457182				chrIV		11585867		chrIV		28807440										associated marker ± 1 Mb		chrIV		10585867		chrIV		29807440

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark y15		body shape		13.06		chrIV		Tab. 1 + Tab. S2		4		Gac4174		microsatellite		chrIV		11585867		Stn47		microsatellite		chrIV		16331900																		associated marker ± 1 Mb		chrIV		10585867		chrIV		17331900				chrIV		11585867		chrIV		16331900										associated marker ± 1 Mb		chrIV		10585867		chrIV		17331900				chrIV		11585867		chrIV		16331900										associated marker ± 1 Mb		chrIV		10585867		chrIV		17331900

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark y5		body shape		18.35		chrIV		Tab. 1 + Tab. S2		4		Gac4174		microsatellite		chrIV		11585867		Stn311		microsatellite		chrIV		28457182																		associated marker ± 1 Mb		chrIV		10585867		chrIV		29457182				chrIV		11585867		chrIV		28457182										associated marker ± 1 Mb		chrIV		10585867		chrIV		29457182				chrIV		11585867		chrIV		28807440										associated marker ± 1 Mb		chrIV		10585867		chrIV		29807440

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		pelvic girdle length		defence		8.24		chrIV		Tab. 1 + Tab. S2		4		Stn46		microsatellite		chrIV		15232047		Stn311		microsatellite		chrIV		28457182																		associated marker ± 1 Mb		chrIV		14232047		chrIV		29457182				chrIV		15232047		chrIV		28457182										associated marker ± 1 Mb		chrIV		14232047		chrIV		29457182				chrIV		15232047		chrIV		28807440										associated marker ± 1 Mb		chrIV		14232047		chrIV		29807440

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		pelvic spine length		defence		11.91		chrIV		Tab. 1 + Tab. S2		4		Stn46		microsatellite		chrIV		15232047		Stn311		microsatellite		chrIV		28457182																		associated marker ± 1 Mb		chrIV		14232047		chrIV		29457182				chrIV		15232047		chrIV		28457182										associated marker ± 1 Mb		chrIV		14232047		chrIV		29457182				chrIV		15232047		chrIV		28807440										associated marker ± 1 Mb		chrIV		14232047		chrIV		29807440

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark x24		body shape		10.63		chrIV		Tab. 1 + Tab. S2		4		Stn46		microsatellite		chrIV		15232047		Stn311		microsatellite		chrIV		28457182																		associated marker ± 1 Mb		chrIV		14232047		chrIV		29457182				chrIV		15232047		chrIV		28457182										associated marker ± 1 Mb		chrIV		14232047		chrIV		29457182				chrIV		15232047		chrIV		28807440										associated marker ± 1 Mb		chrIV		14232047		chrIV		29807440

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark y24		body shape		9.02		chrIV		Tab. 1 + Tab. S2		4		Stn46		microsatellite		chrIV		15232047		Stn311		microsatellite		chrIV		28457182																		associated marker ± 1 Mb		chrIV		14232047		chrIV		29457182				chrIV		15232047		chrIV		28457182										associated marker ± 1 Mb		chrIV		14232047		chrIV		29457182				chrIV		15232047		chrIV		28807440										associated marker ± 1 Mb		chrIV		14232047		chrIV		29807440

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		lateral opercle length		feeding		10.98		chrIX		Tab. 1 + Tab. S2		9		Stn118		microsatellite		chrIX		610707		Stn106		microsatellite		chrIX		17846382																		associated marker ± 1 Mb		chrIX		1		chrIX		18846382				chrIX		610707		chrIX		4357008										associated marker ± 1 Mb		chrIX		1		chrIX		5357008				chrIX		610707		chrIX		4357008										associated marker ± 1 Mb		chrIX		1		chrIX		5357008

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		pelvic spine length		defence		12.08		chrIX		Tab. 1 + Tab. S2		9		Stn118		microsatellite		chrIX		610707		Stn106		microsatellite		chrIX		17846382																		associated marker ± 1 Mb		chrIX		1		chrIX		18846382				chrIX		610707		chrIX		4357008										associated marker ± 1 Mb		chrIX		1		chrIX		5357008				chrIX		610707		chrIX		4357008										associated marker ± 1 Mb		chrIX		1		chrIX		5357008

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark y6		body shape		8.62		chrIX		Tab. 1 + Tab. S2		9		Stn118		microsatellite		chrIX		610707		Stn106		microsatellite		chrIX		17846382																		associated marker ± 1 Mb		chrIX		1		chrIX		18846382				chrIX		610707		chrIX		4357008										associated marker ± 1 Mb		chrIX		1		chrIX		5357008				chrIX		610707		chrIX		4357008										associated marker ± 1 Mb		chrIX		1		chrIX		5357008

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark y25		body shape		10.61		chrXXI		Tab. 1 + Tab. S2		21		Stn218		microsatellite		chrUn		6125011		Stn218		microsatellite		chrUn		6125185																		associated marker ± 1 Mb		chrUn		5125011		chrUn		7125185		1		chrXXI		1018750		chrXXI		1018924										associated marker ± 1 Mb		chrXXI		18750		chrXXI		2018924				chrXXI		2811555		chrXXI		2811729										associated marker ± 1 Mb		chrXXI		1811555		chrXXI		3811729

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark y26		body shape		9.97		chrXXI		Tab. 1 + Tab. S2		21		Stn218		microsatellite		chrUn		6125011		Stn218		microsatellite		chrUn		6125185																		associated marker ± 1 Mb		chrUn		5125011		chrUn		7125185		1		chrXXI		1018750		chrXXI		1018924										associated marker ± 1 Mb		chrXXI		18750		chrXXI		2018924				chrXXI		2811555		chrXXI		2811729										associated marker ± 1 Mb		chrXXI		1811555		chrXXI		3811729

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark x23		body shape		9.11		chrI		Tab. 1 + Tab. S2		1		Stn13		microsatellite		chrUn		18864087		Stn13		microsatellite		chrUn		18864331																		associated marker ± 1 Mb		chrUn		17864087		chrUn		19864331		1		chrI		27832834		chrI		27833078										associated marker ± 1 Mb		chrI		26832834		chrI		28833078				chrI		28606150		chrI		28606394										associated marker ± 1 Mb		chrI		27606150		chrI		29606394

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		snout length		body shape		6.87		chrVII		Tab. 1 + Tab. S2		7		Stn72		microsatellite		chrVII		2440718		Stn76		microsatellite		chrVII		5222584																		associated marker ± 1 Mb		chrVII		1440718		chrVII		6222584				chrVII		2440718		chrVII		5222584										associated marker ± 1 Mb		chrVII		1440718		chrVII		6222584				chrVII		2969703		chrVII		5751569										associated marker ± 1 Mb		chrVII		1969703		chrVII		6751569

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark y2		body shape		8.90		chrVII		Tab. 1 + Tab. S2		7		Stn72		microsatellite		chrVII		2440718		Stn76		microsatellite		chrVII		5222584																		associated marker ± 1 Mb		chrVII		1440718		chrVII		6222584				chrVII		2440718		chrVII		5222584										associated marker ± 1 Mb		chrVII		1440718		chrVII		6222584				chrVII		2969703		chrVII		5751569										associated marker ± 1 Mb		chrVII		1969703		chrVII		6751569

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark y8		body shape		9.40		chrVII		Tab. 1 + Tab. S2		7		Stn76		microsatellite		chrVII		5222423		Stn76		microsatellite		chrVII		5222584																		associated marker ± 1 Mb		chrVII		4222423		chrVII		6222584				chrVII		5222423		chrVII		5222584										associated marker ± 1 Mb		chrVII		4222423		chrVII		6222584				chrVII		5751408		chrVII		5751569										associated marker ± 1 Mb		chrVII		4751408		chrVII		6751569

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark x24		body shape		13.32		chrVII		Tab. 1 + Tab. S2		7		Stn257		microsatellite		chrVII		25107948		Stn82		microsatellite		chrVII		26661766																		associated marker ± 1 Mb		chrVII		24107948		chrVII		27661766				chrVII		26856128		chrVII		28409946										associated marker ± 1 Mb		chrVII		25856128		chrVII		29409946				chrVII		27760481		chrVII		29314299										associated marker ± 1 Mb		chrVII		26760481		chrVII		30314299

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark x25		body shape		12.83		chrVII		Tab. 1 + Tab. S2		7		Stn257		microsatellite		chrVII		25107948		Stn82		microsatellite		chrVII		26661766																		associated marker ± 1 Mb		chrVII		24107948		chrVII		27661766				chrVII		26856128		chrVII		28409946										associated marker ± 1 Mb		chrVII		25856128		chrVII		29409946				chrVII		27760481		chrVII		29314299										associated marker ± 1 Mb		chrVII		26760481		chrVII		30314299

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		eye diameter		body shape		8.85		chrVIII		Tab. 1 + Tab. S2		8		Stn92		microsatellite		chrVIII		15002303		Stn95		microsatellite		chrVIII		17370594																		associated marker ± 1 Mb		chrVIII		14002303		chrVIII		18370594				chrVIII		15002303		chrVIII		17370594										associated marker ± 1 Mb		chrVIII		14002303		chrVIII		18370594				chrVIII		16172224		chrVIII		18540515										associated marker ± 1 Mb		chrVIII		15172224		chrVIII		19540515

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		dorso-ventral opercle length		feeding		8.17		chrX		Tab. 1 + Tab. S2		10		Stn124		microsatellite		chrX		10572913		Stn23		microsatellite		chrX		14005056																		associated marker ± 1 Mb		chrX		9572913		chrX		15005056				chrX		11683048		chrX		15115191										associated marker ± 1 Mb		chrX		10683048		chrX		16115191				chrX		12652060		chrX		16084203										associated marker ± 1 Mb		chrX		11652060		chrX		17084203

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		dorso-ventral opercle length		feeding		10.30		chrXI		Tab. 1 + Tab. S2		12		Stn278		microsatellite		chrXI		6536292		Stn288		microsatellite		chrXI		11859429																		associated marker ± 1 Mb		chrXI		5536292		chrXI		12859429				chrXI		6536292		chrXI		11859429										associated marker ± 1 Mb		chrXI		5536292		chrXI		12859429				chrXI		7284442		chrXI		12607579										associated marker ± 1 Mb		chrXI		6284442		chrXI		13607579

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark x16		body shape		8.23		chrXI		Tab. 1 + Tab. S2		11		Stn278		microsatellite		chrXI		6536292		Stn288		microsatellite		chrXI		11859429																		associated marker ± 1 Mb		chrXI		5536292		chrXI		12859429				chrXI		6536292		chrXI		11859429										associated marker ± 1 Mb		chrXI		5536292		chrXI		12859429				chrXI		7284442		chrXI		12607579										associated marker ± 1 Mb		chrXI		6284442		chrXI		13607579

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		body depth		body shape		9.04		chrXII		Tab. 1 + Tab. S2		12		Stn227		microsatellite		chrXII		617303		Stn143		microsatellite		chrXII		12922915																		associated marker ± 1 Mb		chrXII		1		chrXII		13922915				chrXII		617303		chrXII		6703283										associated marker ± 1 Mb		chrXII		1		chrXII		7703283				chrXII		1498629		chrXII		8007257										associated marker ± 1 Mb		chrXII		498629		chrXII		9007257

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark y12		body shape		8.95		chrXII		Tab. 1 + Tab. S2		12		Stn227		microsatellite		chrXII		617303		Stn143		microsatellite		chrXII		12922915																		associated marker ± 1 Mb		chrXII		1		chrXII		13922915				chrXII		617303		chrXII		6703283										associated marker ± 1 Mb		chrXII		1		chrXII		7703283				chrXII		1498629		chrXII		8007257										associated marker ± 1 Mb		chrXII		498629		chrXII		9007257

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark y6		body shape		10.97		chrXII		Tab. 1 + Tab. S2		12		Stn227		microsatellite		chrXII		617303		Stn143		microsatellite		chrXII		12922915																		associated marker ± 1 Mb		chrXII		1		chrXII		13922915				chrXII		617303		chrXII		6703283										associated marker ± 1 Mb		chrXII		1		chrXII		7703283				chrXII		1498629		chrXII		8007257										associated marker ± 1 Mb		chrXII		498629		chrXII		9007257

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		lateral opercle length		feeding		7.66		chrXII		Tab. 1 + Tab. S2		12		Stn134		microsatellite		chrXII		1354859		Stn134		microsatellite		chrXII		1354988																		associated marker ± 1 Mb		chrXII		354859		chrXII		2354988				chrXII		2224031		chrXII		2224160										associated marker ± 1 Mb		chrXII		1224031		chrXII		3224160				chrXII		3528005		chrXII		3528134										associated marker ± 1 Mb		chrXII		2528005		chrXII		4528134

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark y8		body shape		9.29		chrXII		Tab. 1 + Tab. S2		12		Stn327		microsatellite		chrXII		5799613		Stn327		microsatellite		chrXII		5799776																		associated marker ± 1 Mb		chrXII		4799613		chrXII		6799776				chrXII		13826585		chrXII		13826422										associated marker ± 1 Mb		chrXII		12826422		chrXII		14826585				chrXII		15130559		chrXII		15130396										associated marker ± 1 Mb		chrXII		14130396		chrXII		16130559

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark x11		body shape		7.57		chrXII		Tab. 1 + Tab. S2		12		Stn143		microsatellite		chrXII		12922318		Stn327		microsatellite		chrXII		5799776																		associated marker ± 1 Mb		chrXII		4799776		chrXII		13922318				chrXII		6703880		chrXII		13826422										associated marker ± 1 Mb		chrXII		5703880		chrXII		14826422				chrXII		8007854		chrXII		15130396										associated marker ± 1 Mb		chrXII		7007854		chrXII		16130396

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark x12		body shape		9.60		chrXII		Tab. 1 + Tab. S2		12		Stn143		microsatellite		chrXII		12922318		Stn327		microsatellite		chrXII		5799776																		associated marker ± 1 Mb		chrXII		4799776		chrXII		13922318				chrXII		6703880		chrXII		13826422										associated marker ± 1 Mb		chrXII		5703880		chrXII		14826422				chrXII		8007854		chrXII		15130396										associated marker ± 1 Mb		chrXII		7007854		chrXII		16130396

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark x26		body shape		9.15		chrXII		Tab. 1 + Tab. S2		12		Stn143		microsatellite		chrXII		12922318		Stn327		microsatellite		chrXII		5799776																		associated marker ± 1 Mb		chrXII		4799776		chrXII		13922318				chrXII		6703880		chrXII		13826422										associated marker ± 1 Mb		chrXII		5703880		chrXII		14826422				chrXII		8007854		chrXII		15130396										associated marker ± 1 Mb		chrXII		7007854		chrXII		16130396

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark x5		body shape		9.66		chrXII		Tab. 1 + Tab. S2		12		Stn143		microsatellite		chrXII		12922318		Stn327		microsatellite		chrXII		5799776																		associated marker ± 1 Mb		chrXII		4799776		chrXII		13922318				chrXII		6703880		chrXII		13826422										associated marker ± 1 Mb		chrXII		5703880		chrXII		14826422				chrXII		8007854		chrXII		15130396										associated marker ± 1 Mb		chrXII		7007854		chrXII		16130396

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark x6		body shape		7.72		chrXII		Tab. 1 + Tab. S2		12		Stn143		microsatellite		chrXII		12922318		Stn143		microsatellite		chrXII		12922915																		associated marker ± 1 Mb		chrXII		11922318		chrXII		13922915				chrXII		6703880		chrXII		6703283										associated marker ± 1 Mb		chrXII		5703283		chrXII		7703880				chrXII		8007854		chrXII		8007257										associated marker ± 1 Mb		chrXII		7007257		chrXII		9007854

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark y2		body shape		10.05		chrXII		Tab. 1 + Tab. S2		12		Stn143		microsatellite		chrXII		12922318		Stn327		microsatellite		chrXII		5799776																		associated marker ± 1 Mb		chrXII		4799776		chrXII		13922318				chrXII		6703880		chrXII		13826422										associated marker ± 1 Mb		chrXII		5703880		chrXII		14826422				chrXII		8007854		chrXII		15130396										associated marker ± 1 Mb		chrXII		7007854		chrXII		16130396

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark x25		body shape		11.07		chrXII		Tab. 1 + Tab. S2		12		Stn138		microsatellite		chrXII		15378417		Stn138		microsatellite		chrXII		15378558																		associated marker ± 1 Mb		chrXII		14378417		chrXII		16378558				chrXII		4247781		chrXII		4247640										associated marker ± 1 Mb		chrXII		3247640		chrXII		5247781				chrXII		5551755		chrXII		5551614										associated marker ± 1 Mb		chrXII		4551614		chrXII		6551755

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		ectocorocoid length		defence		10.50		chrXIII		Tab. 1 + Tab. S2		13		Stn159		microsatellite		chrXIII		19175427		Stn307		microsatellite		chrXIII		15905199																		associated marker ± 1 Mb		chrXIII		14905199		chrXIII		20083130				chrXIII		18957335		chrXIII		15905199										associated marker ± 1 Mb		chrXIII		14905199		chrXIII		19957335				chrXIII		18957335		chrXIII		15905199										associated marker ± 1 Mb		chrXIII		14905199		chrXIII		19957335

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark y27		body shape		8.80		chrXIII		Tab. 1 + Tab. S2		13		Stn159		microsatellite		chrXIII		19175427		Stn158		microsatellite		chrXIII		16836768																		associated marker ± 1 Mb		chrXIII		15836768		chrXIII		20083130				chrXIII		18957335		chrXIII		16836768										associated marker ± 1 Mb		chrXIII		15836768		chrXIII		19957335				chrXIII		18957335		chrXIII		16836768										associated marker ± 1 Mb		chrXIII		15836768		chrXIII		19957335

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark y6		body shape		10.67		chrXIII		Tab. 1 + Tab. S2, missing stn255 approximated by nearby stn159		13		Stn159		microsatellite		chrXIII		19175427		Stn158		microsatellite		chrXIII		16836768																		associated marker ± 1 Mb		chrXIII		15836768		chrXIII		20083130				chrXIII		18957335		chrXIII		16836768										associated marker ± 1 Mb		chrXIII		15836768		chrXIII		19957335				chrXIII		18957335		chrXIII		16836768										associated marker ± 1 Mb		chrXIII		15836768		chrXIII		19957335

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark y13		body shape		7.74		chrXIV		Tab. 1 + Tab. S2		14		Stn168		microsatellite		chrXIV		13616986		Stn331		microsatellite		chrXIV		13557315																		associated marker ± 1 Mb		chrXIV		12557315		chrXIV		14616986				chrXIV		14713411		chrXIV		14773082										associated marker ± 1 Mb		chrXIV		13713411		chrXIV		15246461				chrXIV		15128858		chrXIV		15188529										associated marker ± 1 Mb		chrXIV		14128858		chrXIV		16171761

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark y18		body shape		7.99		chrXIV		Tab. 1 + Tab. S2		14		Stn168		microsatellite		chrXIV		13616986		Stn331		microsatellite		chrXIV		13557315																		associated marker ± 1 Mb		chrXIV		12557315		chrXIV		14616986				chrXIV		14713411		chrXIV		14773082										associated marker ± 1 Mb		chrXIV		13713411		chrXIV		15246461				chrXIV		15128858		chrXIV		15188529										associated marker ± 1 Mb		chrXIV		14128858		chrXIV		16171761

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark y9		body shape		9.79		chrXIX		Tab. 1 + Tab. S2		19		Stn295		microsatellite		chrXIX		12275339		Stn194		microsatellite		chrXIX		19383610																		associated marker ± 1 Mb		chrXIX		11275339		chrXIX		20240660				chrXIX		11789575		chrXIX		4681304										associated marker ± 1 Mb		chrXIX		3681304		chrXIX		12789575				chrXIX		12161639		chrXIX		5053368										associated marker ± 1 Mb		chrXIX		4053368		chrXIX		13161639

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		body depth		body shape		9.59		chrXVI		Tab. 1 + Tab. S2		16		Stn176		microsatellite		chrXVI		3927459		Stn337		microsatellite		chrXVI		13136341																		associated marker ± 1 Mb		chrXVI		2927459		chrXVI		14136341				chrXVI		3927459		chrXVI		13136341										associated marker ± 1 Mb		chrXVI		2927459		chrXVI		14136341				chrXVI		3927459		chrXVI		13136341										associated marker ± 1 Mb		chrXVI		2927459		chrXVI		14136341

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark y24		body shape		8.60		chrXVI		Tab. 1 + Tab. S2		16		Stn176		microsatellite		chrXVI		3927459		Stn337		microsatellite		chrXVI		13136341																		associated marker ± 1 Mb		chrXVI		2927459		chrXVI		14136341				chrXVI		3927459		chrXVI		13136341										associated marker ± 1 Mb		chrXVI		2927459		chrXVI		14136341				chrXVI		3927459		chrXVI		13136341										associated marker ± 1 Mb		chrXVI		2927459		chrXVI		14136341

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark x17		body shape		6.34		chrXVI		Tab. 1 + Tab. S2		16		Stn337		microsatellite		chrXVI		13136133		Stn337		microsatellite		chrXVI		13136341																		associated marker ± 1 Mb		chrXVI		12136133		chrXVI		14136341				chrXVI		13136133		chrXVI		13136341										associated marker ± 1 Mb		chrXVI		12136133		chrXVI		14136341				chrXVI		13136133		chrXVI		13136341										associated marker ± 1 Mb		chrXVI		12136133		chrXVI		14136341

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark x25		body shape		9.49		chrXVII		Tab. 1 + Tab. S2		17		Stn202		microsatellite		chrXVII		1218822		Stn323		microsatellite		chrXVII		9858767																		associated marker ± 1 Mb		chrXVII		218822		chrXVII		10858767				chrXVII		1218822		chrXVII		14964028										associated marker ± 1 Mb		chrXVII		218822		chrXVII		15964028				chrXVII		1763556		chrXVII		15509762										associated marker ± 1 Mb		chrXVII		763556		chrXVII		16509762

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark x1		body shape		10.45		chrXVIII		Tab. 1 + Tab. S2		18		Stn280		microsatellite		chrXVIII		2847300		Stn280		microsatellite		chrXVIII		2847500																		associated marker ± 1 Mb		chrXVIII		1847300		chrXVIII		3847500				chrXVIII		2847300		chrXVIII		2847500										associated marker ± 1 Mb		chrXVIII		1847300		chrXVIII		3847500				chrXVIII		2847300		chrXVIII		2847500										associated marker ± 1 Mb		chrXVIII		1847300		chrXVIII		3847500

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark x20		body shape		8.98		chrXVIII		Tab. 1 + Tab. S2		18		Stn280		microsatellite		chrXVIII		2847300		Stn280		microsatellite		chrXVIII		2847500																		associated marker ± 1 Mb		chrXVIII		1847300		chrXVIII		3847500				chrXVIII		2847300		chrXVIII		2847500										associated marker ± 1 Mb		chrXVIII		1847300		chrXVIII		3847500				chrXVIII		2847300		chrXVIII		2847500										associated marker ± 1 Mb		chrXVIII		1847300		chrXVIII		3847500

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		body depth		body shape		10.61		chrXVIII		Tab. 1 + Tab. S2		18		Stn261		microsatellite		chrXVIII		7613260		Stn261		microsatellite		chrXVIII		7613434																		associated marker ± 1 Mb		chrXVIII		6613260		chrXVIII		8613434				chrXVIII		7613260		chrXVIII		7613434										associated marker ± 1 Mb		chrXVIII		6613260		chrXVIII		8613434				chrXVIII		7613260		chrXVIII		7613434										associated marker ± 1 Mb		chrXVIII		6613260		chrXVIII		8613434

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark y27		body shape		9.28		chrXX		Tab. 1 + Tab. S2		20		Stn214		microsatellite		chrXX		11606215		Stn213		microsatellite		chrXX		11606611																		associated marker ± 1 Mb		chrXX		10606215		chrXX		12606611				chrXX		7483551		chrXX		7483155										associated marker ± 1 Mb		chrXX		6483155		chrXX		8483551				chrXX		7907472		chrXX		7907076										associated marker ± 1 Mb		chrXX		6907076		chrXX		8907472

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		pelvic girdle length		defence		11.72		chrXX		Tab. 1 + Tab. S2		20		Stn213		microsatellite		chrXX		14682376		Stn341		microsatellite		chrXX		3570763																		associated marker ± 1 Mb		chrXX		2570763		chrXX		15682376				chrXX		4407390		chrXX		15519003										associated marker ± 1 Mb		chrXX		3407390		chrXX		16519003				chrXX		4831311		chrXX		15942924										associated marker ± 1 Mb		chrXX		3831311		chrXX		16942924

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark x12		body shape		9.07		chrI		Tab. 1 + Tab. S2, missing Stn329 replaced by neighboring stn293 and stn330		1		Stn329		microsatellite						Stn329		microsatellite						stn293		microsatellite		chrI		1373326		stn330		microsatellite		chrI		2088354		associated marker ± 1 Mb		chrI		373326		chrI		3088354												chrI		1373326		chrI		2088354		associated marker ± 1 Mb		chrI		373326		chrI		3088354												chrI		1512684		chrI		2569509		associated marker ± 1 Mb		chrI		512684		chrI		3569509

		QTL		QTL mapping		Rogers et al. 2012 Evolution		BC Little Campbell marine female x BC Paq, Graham, Hoggan, Cranby lake male crosses		marine_freshwater		G. aculeatus		landmark x17		body shape		6.44		chrI		Tab. 1 + Tab. S2, missing Stn329 replaced by neighboring stn293 and stn330		1		Stn329		microsatellite						Stn329		microsatellite						stn293		microsatellite		chrI		1373326		stn330		microsatellite		chrI		2088354		associated marker ± 1 Mb		chrI		373326		chrI		3088354												chrI		1373326		chrI		2088354		associated marker ± 1 Mb		chrI		373326		chrI		3088354												chrI		1512684		chrI		2569509		associated marker ± 1 Mb		chrI		512684		chrI		3569509

		QTL		QTL mapping		Shapiro et al. 2004 Nature		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Pelvic girdle length		defence		5.60		chrI		Tab. 1, blat hit of microsat		1		Stn7		microsatellite		chrI		7085842		Stn7		microsatellite		chrI		7086410																		associated marker ± 1 Mb		chrI		6085842		chrI		8086410				chrI		7085842		chrI		7086410										associated marker ± 1 Mb		chrI		6085842		chrI		8086410				chrI		7566997		chrI		7567565										associated marker ± 1 Mb		chrI		6566997		chrI		8567565

		QTL		QTL mapping		Shapiro et al. 2004 Nature		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Pelvic spine length		defence		7.60		chrII		Tab. 1, blat hit of microsat		2		Stn21		microsatellite		chrII		7048976		Stn21		microsatellite		chrII		7049171																		associated marker ± 1 Mb		chrII		6048976		chrII		8049171				chrII		7048976		chrII		7049171										associated marker ± 1 Mb		chrII		6048976		chrII		8049171				chrII		7461553		chrII		7461748										associated marker ± 1 Mb		chrII		6461553		chrII		8461748

		QTL		QTL mapping		Shapiro et al. 2004 Nature		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Pelvic girdle length		defence		11.10		chrII		Tab. 1, blat hit of microsat		2		Stn21		microsatellite		chrII		7048976		Stn21		microsatellite		chrII		7049171																		associated marker ± 1 Mb		chrII		6048976		chrII		8049171				chrII		7048976		chrII		7049171										associated marker ± 1 Mb		chrII		6048976		chrII		8049171				chrII		7461553		chrII		7461748										associated marker ± 1 Mb		chrII		6461553		chrII		8461748

		QTL		QTL mapping		Shapiro et al. 2004 Nature		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Pelvic spine length		defence		5.80		chrIV		Tab. 1		4		Gac4174		microsatellite		chrIV		11585867		Gac4174		microsatellite		chrIV		11586185																		associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185

		QTL		QTL mapping		Shapiro et al. 2004 Nature		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Pelvic girdle length		defence		5.60		chrIV		Tab. 1		4		Gac4174		microsatellite		chrIV		11585867		Gac4174		microsatellite		chrIV		11586185																		associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185				chrIV		11585867		chrIV		11586185										associated marker ± 1 Mb		chrIV		10585867		chrIV		12586185

		QTL		QTL mapping / candidate gene		Shapiro et al. 2004 Nature		Japan marine female X BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Complete vs. reduced pelvis		defence		100.00		chrVII		Tab. 1, unknown location in the genome		7		Pitx1		gene		chrVII				Pitx1		gene		chrVII																				chromosome end -100 kb		chrVII		27837443		chrVII		27937443				chrVII				chrVII												chromosome end -100 kb		chrVII		29585623		chrVII		29685623				chrVII				chrVII												chromosome end -100 kb		chrVII		30750397		chrVII		30850397

		QTL		QTL mapping / candidate gene		Shapiro et al. 2004 Nature		Japan marine female X BC Paxton benthic male cross		marine_freshwater		G. aculeatus		pelvic spine length		defence		65.30		chrVII		Tab. 1, unknown location in the genome		7		Pitx1		gene		chrVII				Pitx1		gene		chrVII																				chromosome end -100 kb		chrVII		27837443		chrVII		27937443				chrVII				chrVII												chromosome end -100 kb		chrVII		29585623		chrVII		29685623				chrVII				chrVII												chromosome end -100 kb		chrVII		30750397		chrVII		30850397

		QTL		QTL mapping / candidate gene		Shapiro et al. 2004 Nature		Japan marine female X BC Paxton benthic male cross		marine_freshwater		G. aculeatus		pelvic girdle length		defence		46.90		chrVII		Tab. 1, unknown location in the genome		7		Pitx1		gene		chrVII				Pitx1		gene		chrVII																				chromosome end -100 kb		chrVII		27837443		chrVII		27937443				chrVII				chrVII												chromosome end -100 kb		chrVII		29585623		chrVII		29685623				chrVII				chrVII												chromosome end -100 kb		chrVII		30750397		chrVII		30850397

		QTL		QTL mapping / candidate gene		Shapiro et al. 2004 Nature		Japan marine female X BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ascending branch height		defence		44.50		chrVII		Tab. 1, unknown location in the genome		7		Pitx1		gene		chrVII				Pitx1		gene		chrVII																				chromosome end -100 kb		chrVII		27837443		chrVII		27937443				chrVII				chrVII												chromosome end -100 kb		chrVII		29585623		chrVII		29685623				chrVII				chrVII												chromosome end -100 kb		chrVII		30750397		chrVII		30850397

		QTL		QTL mapping / candidate gene		Shapiro et al. 2004 Nature		Japan marine female X BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Pelvis asymmetry		defence		31.50		chrVII		Tab. 1, unknown location in the genome		7		Pitx1		gene		chrVII				Pitx1		gene		chrVII																				chromosome end -100 kb		chrVII		27837443		chrVII		27937443				chrVII				chrVII												chromosome end -100 kb		chrVII		29585623		chrVII		29685623				chrVII				chrVII												chromosome end -100 kb		chrVII		30750397		chrVII		30850397

		QTL		QTL mapping		Shapiro et al. 2004 Nature		JP Pacific Ocean marine female x BC Paxton benthic male cross		marine_freshwater		G. aculeatus		Ascending branch heigth (pelvis)		defence		6.60		chrX		Tab. 1		10		Stn119		microsatellite		chrX		1241687		Stn119		microsatellite		chrX		1241915																		associated marker ± 1 Mb		chrX		241687		chrX		2241915				chrX		2351822		chrX		2352050										associated marker ± 1 Mb		chrX		1351822		chrX		3352050				chrX		3320834		chrX		3321062										associated marker ± 1 Mb		chrX		2320834		chrX		4321062

		QTL		QTL mapping		Shapiro et al. 2009 Curr Biol		NWT Fox Holes Lake female x AK Pt McKenzie creek cross		lake_stream		P. pungitius		ascending branch height left side		defence		26.00		chrI				1A		Pun145		peak marker		chrI		18123372																										associated marker ± 1 Mb		chrI		17123372		chrI		19123372				chrI		18123372														associated marker ± 1 Mb		chrI		17123372		chrI		19123372				chrI		18604527														associated marker ± 1 Mb		chrI		17604527		chrI		19604527

		QTL		QTL mapping		Shapiro et al. 2009 Curr Biol		NWT Fox Holes Lake female x AK Pt McKenzie creek cross		lake_stream		P. pungitius		complete vs absent pelvis		defence		NA		chrIV				4		Pun316		peak marker		chrIV		5979902																										associated marker ± 1 Mb		chrIV		4979902		chrIV		6979902				chrIV		5979902														associated marker ± 1 Mb		chrIV		4979902		chrIV		6979902				chrIV		5979902														associated marker ± 1 Mb		chrIV		4979902		chrIV		6979902

		QTL		QTL mapping		Shapiro et al. 2009 Curr Biol		NWT Fox Holes Lake female x AK Pt McKenzie creek cross		lake_stream		P. pungitius		ascending branch height left side		defence		67.90		chrIV				4		Pun316		peak marker		chrIV		5979902																										associated marker ± 1 Mb		chrIV		4979902		chrIV		6979902				chrIV		5979902														associated marker ± 1 Mb		chrIV		4979902		chrIV		6979902				chrIV		5979902														associated marker ± 1 Mb		chrIV		4979902		chrIV		6979902

		QTL		QTL mapping		Shapiro et al. 2009 Curr Biol		NWT Fox Holes Lake female x AK Pt McKenzie creek cross		lake_stream		P. pungitius		ascending branch height right side		defence		71.50		chrIV				4		Pun316		peak marker		chrIV		5979902																										associated marker ± 1 Mb		chrIV		4979902		chrIV		6979902				chrIV		5979902														associated marker ± 1 Mb		chrIV		4979902		chrIV		6979902				chrIV		5979902														associated marker ± 1 Mb		chrIV		4979902		chrIV		6979902

		QTL		QTL mapping		Shapiro et al. 2009 Curr Biol		NWT Fox Holes Lake female x AK Pt McKenzie creek cross		lake_stream		P. pungitius		pelvic girdle length right side		defence		86.50		chrIV				4		Pun316		peak marker		chrIV		5979902																										associated marker ± 1 Mb		chrIV		4979902		chrIV		6979902				chrIV		5979902														associated marker ± 1 Mb		chrIV		4979902		chrIV		6979902				chrIV		5979902														associated marker ± 1 Mb		chrIV		4979902		chrIV		6979902

		QTL		QTL mapping		Shapiro et al. 2009 Curr Biol		NWT Fox Holes Lake female x AK Pt McKenzie creek cross		lake_stream		P. pungitius		pelvic spine length, left side		defence		80.70		chrIV				4		Pun316		peak marker		chrIV		5979902																										associated marker ± 1 Mb		chrIV		4979902		chrIV		6979902				chrIV		5979902														associated marker ± 1 Mb		chrIV		4979902		chrIV		6979902				chrIV		5979902														associated marker ± 1 Mb		chrIV		4979902		chrIV		6979902

		QTL		QTL mapping		Shapiro et al. 2009 Curr Biol		NWT Fox Holes Lake female x AK Pt McKenzie creek cross		lake_stream		P. pungitius		pelvic spine length, right side		defence		85.70		chrIV				4		Pun316		peak marker		chrIV		5979902																										associated marker ± 1 Mb		chrIV		4979902		chrIV		6979902				chrIV		5979902														associated marker ± 1 Mb		chrIV		4979902		chrIV		6979902				chrIV		5979902														associated marker ± 1 Mb		chrIV		4979902		chrIV		6979902

		QTL		QTL mapping		Shapiro et al. 2009 Curr Biol		NWT Fox Holes Lake female x AK Pt McKenzie creek cross		lake_stream		P. pungitius		pelvic girdle length left side		defence		87.00		chrIV				4		Pun94		peak marker		chrIV		7820645																										associated marker ± 1 Mb		chrIV		6820645		chrIV		8820645				chrIV		7820645														associated marker ± 1 Mb		chrIV		6820645		chrIV		8820645				chrIV		7820645														associated marker ± 1 Mb		chrIV		6820645		chrIV		8820645

		QTL		QTL mapping		Shapiro et al. 2009 Curr Biol		NWT Fox Holes Lake female x AK Pt McKenzie creek cross		lake_stream		P. pungitius		lateral plates right side		defence		28.40		chrXII				12		Stn287		peak marker		chrXII		9516763																										associated marker ± 1 Mb		chrXII		8516763		chrXII		10516763				chrXII		10109435														associated marker ± 1 Mb		chrXII		9109435		chrXII		11109435				chrXII		11413409														associated marker ± 1 Mb		chrXII		10413409		chrXII		12413409

		QTL		QTL mapping		Shapiro et al. 2009 Curr Biol		NWT Fox Holes Lake female x AK Pt McKenzie creek cross		lake_stream		P. pungitius		lateral plates left side		defence		30.10		chrXII				12		Stn276		peak marker		chrXII		9516764																										associated marker ± 1 Mb		chrXII		8516764		chrXII		10516764				chrXII		10109434														associated marker ± 1 Mb		chrXII		9109434		chrXII		11109434				chrXII		11413408														associated marker ± 1 Mb		chrXII		10413408		chrXII		12413408

		QTL		QTL mapping		Shapiro et al. 2009 Curr Biol		NWT Fox Holes Lake female x AK Pt McKenzie creek cross		lake_stream		P. pungitius		lower jaw length		feeding		28.30		chrXII				12		Stn276		peak marker		chrXII		9516764																										associated marker ± 1 Mb		chrXII		8516764		chrXII		10516764				chrXII		10109434														associated marker ± 1 Mb		chrXII		9109434		chrXII		11109434				chrXII		11413408														associated marker ± 1 Mb		chrXII		10413408		chrXII		12413408

		QTL		QTL mapping		Shapiro et al. 2009 Curr Biol		NWT Fox Holes Lake female x AK Pt McKenzie creek cross		lake_stream		P. pungitius		head length		body shape		27.10		chrXII				12		Pun65		peak marker		chrXII		11979558																										associated marker ± 1 Mb		chrXII		10979558		chrXII		12979558				chrXII		7646640														associated marker ± 1 Mb		chrXII		6646640		chrXII		8646640				chrXII		8950614														associated marker ± 1 Mb		chrXII		7950614		chrXII		9950614

		QTL		QTL mapping		Shapiro et al. 2009 Curr Biol		NWT Fox Holes Lake female x AK Pt McKenzie creek cross		lake_stream		P. pungitius		upper jaw length		feeding		44.80		chrXII				12		Pun116		peak marker		chrXII		14193816																										associated marker ± 1 Mb		chrXII		13193816		chrXII		15193816				chrXII		5432382														associated marker ± 1 Mb		chrXII		4432382		chrXII		6432382				chrXII		6736356														associated marker ± 1 Mb		chrXII		5736356		chrXII		7736356

		QTL		QTL mapping		Shapiro et al. 2009 Curr Biol		NWT Fox Holes Lake female x AK Pt McKenzie creek cross		lake_stream		P. pungitius		orbit diameter		body shape		27.40		chrXII				12		Pun116		peak marker		chrXII		14193816																										associated marker ± 1 Mb		chrXII		13193816		chrXII		15193816				chrXII		5432382														associated marker ± 1 Mb		chrXII		4432382		chrXII		6432382				chrXII		6736356														associated marker ± 1 Mb		chrXII		5736356		chrXII		7736356

		QTL		QTL mapping		Shapiro et al. 2009 Curr Biol		NWT Fox Holes Lake female x AK Pt McKenzie creek cross		lake_stream		P. pungitius		pectoral fin length		body shape		31.30		chrXII				12		Pun116		peak marker		chrXII		14193816																										associated marker ± 1 Mb		chrXII		13193816		chrXII		15193816				chrXII		5432382														associated marker ± 1 Mb		chrXII		4432382		chrXII		6432382				chrXII		6736356														associated marker ± 1 Mb		chrXII		5736356		chrXII		7736356

		QTL		QTL mapping		Shapiro et al. 2009 Curr Biol		NWT Fox Holes Lake female x AK Pt McKenzie creek cross		lake_stream		P. pungitius		orbit diameter		body shape		13.30		chrXIX				19		Stn186		peak marker		chrXIX		1942864																										associated marker ± 1 Mb		chrXIX		942864		chrXIX		2942864				chrXIX		1942864														associated marker ± 1 Mb		chrXIX		942864		chrXIX		2942864				chrXIX		2105775														associated marker ± 1 Mb		chrXIX		1105775		chrXIX		3105775

		QTL		QTL mapping		Shapiro et al. 2009 Curr Biol		NWT Fox Holes Lake female x AK Pt McKenzie creek cross		lake_stream		P. pungitius		upper jaw length		feeding		9.20		chrXXI				21		Pun114		peak marker		chrXXI		3030175																										associated marker ± 1 Mb		chrXXI		2030175		chrXXI		4030175				chrXXI		5678588														associated marker ± 1 Mb		chrXXI		4678588		chrXXI		6678588				chrXXI		7174323														associated marker ± 1 Mb		chrXXI		6174323		chrXXI		8174323

		QTL		QTL mapping		Shapiro et al. 2009 Curr Biol		NWT Fox Holes Lake female x AK Pt McKenzie creek cross		lake_stream		P. pungitius		pelvic girdle length left side		defence		33.20		chrI				1A		Pun252		peak marker		NA		NA																																						NA		NA																										NA		NA

		QTL		QTL mapping		Shikano et al. 2013 G3		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		pelvic spine length left side		defence		67.00		chrVII				7		Pun319		peak marker / chromosome end		chrVII		27937443												95% confidence interval bordering marker		chrVII		26771000				95% confidence interval chromosome end		chrVII		27937443		1.5-LOD region as reported		chrVII		26771000		chrVII		27937443				chrVII		29685623						chrVII		28519180		chrVII		29685623		1.5-LOD region as reported		chrVII		28519180		chrVII		29685623				chrVII		30850397						chrVII		29423533		chrVII		30850397		1.5-LOD region as reported		chrVII		29423533		chrVII		30850397

		QTL		QTL mapping		Shikano et al. 2013 G3		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		right pelvic spine		defence		69.00		chrVII				7		Pun319		peak marker / chromosome end		chrVII		27937443												95% confidence interval bordering marker		chrVII		26771000				95% confidence interval chromosome end		chrVII		27937443		1.5-LOD region as reported		chrVII		26771000		chrVII		27937443				chrVII		29685623						chrVII		28519180		chrVII		29685623		1.5-LOD region as reported		chrVII		28519180		chrVII		29685623				chrVII		30850397						chrVII		29423533		chrVII		30850397		1.5-LOD region as reported		chrVII		29423533		chrVII		30850397

		QTL		QTL mapping		Shikano et al. 2013 G3		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		pelvic girdle length lenft side		defence		66.00		chrVII				7		Pun319		peak marker / chromosome end		chrVII		27937443												95% confidence interval bordering marker		chrVII		26771000				95% confidence interval chromosome end		chrVII		27937443		1.5-LOD region as reported		chrVII		26771000		chrVII		27937443				chrVII		29685623						chrVII		28519180		chrVII		29685623		1.5-LOD region as reported		chrVII		28519180		chrVII		29685623				chrVII		30850397						chrVII		29423533		chrVII		30850397		1.5-LOD region as reported		chrVII		29423533		chrVII		30850397

		QTL		QTL mapping		Shikano et al. 2013 G3		FI Baltic Sea female marine x FI Rytilampi pond male cross		marine_freshwater		P. pungitius		right pelvic girdle		defence		58.00		chrVII				7		Pun319		peak marker / chromosome end		chrVII		27937443												95% confidence interval bordering marker		chrVII		26771000				95% confidence interval chromosome end		chrVII		27937443		1.5-LOD region as reported		chrVII		26771000		chrVII		27937443				chrVII		29685623						chrVII		28519180		chrVII		29685623		1.5-LOD region as reported		chrVII		28519180		chrVII		29685623				chrVII		30850397						chrVII		29423533		chrVII		30850397		1.5-LOD region as reported		chrVII		29423533		chrVII		30850397

		QTL		QTL mapping		Wark et al. 2012 G3		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		lateral line: neuromast pattern main trunk line posterior		behaviour and sensory system		64.80		chrIV		95% CI region from Fig. 3A in Greenwood et al. 2013 Current Biology						nearest SNP		chrIV		12817401												SNP		chrIV		10812344				SNP		chrIV		13850026		95% confidence interval as reported		chrIV		10812344		chrIV		13850026				chrIV		12817401						chrIV		10812344		chrIV		13850026		95% confidence interval as reported		chrIV		10812344		chrIV		13850026				chrIV		12817401						chrIV		10812344		chrIV		13850026		95% confidence interval as reported		chrIV		10812344		chrIV		13850026

		QTL		QTL mapping		Wark et al. 2012 G3		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		main trunk line anterior plates		defence		53.60		chrIV		no confidence interval reported						nearest SNP		chrIV		12817401																										associated marker ± 1 Mb		chrIV		11817401		chrIV		13817401				chrIV		12817401														associated marker ± 1 Mb		chrIV		11817401		chrIV		13817401				chrIV		12817401														associated marker ± 1 Mb		chrIV		11817401		chrIV		13817401

		QTL		QTL mapping		Wark et al. 2012 G3		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		main trunk line posterior plates		defence		79.50		chrIV		95% CI region from Fig. 3A in Greenwood et al. 2013 Current Biology						nearest SNP		chrIV		12817401												SNP		chrIV		10812344				SNP		chrIV		13850026		95% confidence interval as reported		chrIV		10812344		chrIV		13850026				chrIV		12817401						chrIV		10812344		chrIV		13850026		95% confidence interval as reported		chrIV		10812344		chrIV		13850026				chrIV		12817401						chrIV		10812344		chrIV		13850026		95% confidence interval as reported		chrIV		10812344		chrIV		13850026

		QTL		QTL mapping		Wark et al. 2012 G3		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		total plates		defence		80.00		chrIV		no confidence interval reported						nearest SNP		chrIV		12817401																										associated marker ± 1 Mb		chrIV		11817401		chrIV		13817401				chrIV		12817401														associated marker ± 1 Mb		chrIV		11817401		chrIV		13817401				chrIV		12817401														associated marker ± 1 Mb		chrIV		11817401		chrIV		13817401

		QTL		QTL mapping		Wark et al. 2012 G3		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		lateral line: neuromast number supratemporal		behaviour and sensory system		11.80		chrIV		95% CI region from Fig. 3A in Greenwood et al. 2013 Current Biology						nearest SNP		chrIV		27614532												SNP		chrIV		8579158				SNP		chrIV		29763654		95% confidence interval as reported		chrIV		8579158		chrIV		29763654				chrIV		18561212						chrIV		8579158		chrIV		29763654		95% confidence interval as reported		chrIV		8579158		chrIV		29763654				chrIV		18561212						chrIV		8579158		chrIV		30113912		95% confidence interval as reported		chrIV		8579158		chrIV		30113912

		QTL		QTL mapping		Wark et al. 2012 G3		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		lateral line: neuromast number mandibular		behaviour and sensory system		8.70		chrV		no confidence interval reported						nearest SNP		chrV		8211082																										associated marker ± 1 Mb		chrV		7211082		chrV		9211082				chrV		11162624														associated marker ± 1 Mb		chrV		10162624		chrV		12162624				chrV		11164624														associated marker ± 1 Mb		chrV		10164624		chrV		12164624

		QTL		QTL mapping		Wark et al. 2012 G3		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		lateral line: neuromast number mandibular		behaviour and sensory system		8.70		chrV		no confidence interval reported						nearest SNP		chrV		8214190																										associated marker ± 1 Mb		chrV		7214190		chrV		9214190				chrV		11165732														associated marker ± 1 Mb		chrV		10165732		chrV		12165732				chrV		11167732														associated marker ± 1 Mb		chrV		10167732		chrV		12167732

		QTL		QTL mapping		Wark et al. 2012 G3		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		lateral line: neuromast number supratemporal		behaviour and sensory system		10.00		chrV		no confidence interval reported						nearest SNP		chrV		8327818																										associated marker ± 1 Mb		chrV		7327818		chrV		9327818				chrV		11279360														associated marker ± 1 Mb		chrV		10279360		chrV		12279360				chrV		11281360														associated marker ± 1 Mb		chrV		10281360		chrV		12281360

		QTL		QTL mapping		Wark et al. 2012 G3		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		lateral line: neuromast total number		behaviour and sensory system		10.90		chrV		no confidence interval reported						nearest SNP		chrV		10649179																										associated marker ± 1 Mb		chrV		9649179		chrV		11649179				chrV		13600721														associated marker ± 1 Mb		chrV		12600721		chrV		14600721				chrV		13838853														associated marker ± 1 Mb		chrV		12838853		chrV		14838853

		QTL		QTL mapping		Wark et al. 2012 G3		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		pelvis		defence		65.60		chrVII		no confidence interval reported						nearest SNP		chrVII		27757015																										associated marker ± 1 Mb		chrVII		26757015		chrVII		27937443				chrVII		29505195														associated marker ± 1 Mb		chrVII		28505195		chrVII		29685623				chrVII		30669969														associated marker ± 1 Mb		chrVII		29669969		chrVII		30850397

		QTL		QTL mapping		Wark et al. 2012 G3		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		lateral line: neuromast number supraorbital		behaviour and sensory system		8.90		chrVIII		no confidence interval reported						nearest SNP		chrVIII		12472630																										associated marker ± 1 Mb		chrVIII		11472630		chrVIII		13472630				chrVIII		12472630														associated marker ± 1 Mb		chrVIII		11472630		chrVIII		13472630				chrVIII		13642551														associated marker ± 1 Mb		chrVIII		12642551		chrVIII		14642551

		QTL		QTL mapping		Wark et al. 2012 G3		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		lateral line: neuromast number oral		behaviour and sensory system		7.90		chrXI		no confidence interval reported						nearest SNP		chrXI		5472842																										associated marker ± 1 Mb		chrXI		4472842		chrXI		6472842				chrXI		5472842														associated marker ± 1 Mb		chrXI		4472842		chrXI		6472842				chrXI		6220992														associated marker ± 1 Mb		chrXI		5220992		chrXI		7220992

		QTL		QTL mapping		Wark et al. 2012 G3		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		lateral line: neuromast number oral		behaviour and sensory system		7.90		chrXI		no confidence interval reported						nearest SNP		chrXI		5845760																										associated marker ± 1 Mb		chrXI		4845760		chrXI		6845760				chrXI		5845760														associated marker ± 1 Mb		chrXI		4845760		chrXI		6845760				chrXI		6593910														associated marker ± 1 Mb		chrXI		5593910		chrXI		7593910

		QTL		QTL mapping		Wark et al. 2012 G3		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		lateral line: neuromast number main trunk line anterior		behaviour and sensory system		8.70		chrXI		no confidence interval reported						nearest SNP		chrXI		9039275																										associated marker ± 1 Mb		chrXI		8039275		chrXI		10039275				chrXI		9039275														associated marker ± 1 Mb		chrXI		8039275		chrXI		10039275				chrXI		9787425														associated marker ± 1 Mb		chrXI		8787425		chrXI		10787425

		QTL		QTL mapping		Wark et al. 2012 G3		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		lateral line: neuromast number caudal fin		behaviour and sensory system		15.00		chrXI		no confidence interval reported						nearest SNP		chrXI		9039275																										associated marker ± 1 Mb		chrXI		8039275		chrXI		10039275				chrXI		9039275														associated marker ± 1 Mb		chrXI		8039275		chrXI		10039275				chrXI		9787425														associated marker ± 1 Mb		chrXI		8787425		chrXI		10787425

		QTL		QTL mapping		Wark et al. 2012 G3		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		lateral line: neuromast number supratemporal		behaviour and sensory system		11.70		chrXII		no confidence interval reported						nearest SNP		chrXII		14346080																										associated marker ± 1 Mb		chrXII		13346080		chrXII		15346080				chrXII		5280118														associated marker ± 1 Mb		chrXII		4280118		chrXII		6280118				chrXII		6584092														associated marker ± 1 Mb		chrXII		5584092		chrXII		7584092

		QTL		QTL mapping		Wark et al. 2012 G3		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		lateral line: neuromast number supratemporal		behaviour and sensory system		11.70		chrXII		no confidence interval reported						nearest SNP		chrXII		14353450																										associated marker ± 1 Mb		chrXII		13353450		chrXII		15353450				chrXII		5272748														associated marker ± 1 Mb		chrXII		4272748		chrXII		6272748				chrXII		6576722														associated marker ± 1 Mb		chrXII		5576722		chrXII		7576722

		QTL		QTL mapping		Wark et al. 2012 G3		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		lateral line: neuromast number main trunk line anterior		behaviour and sensory system		13.90		chrXIII		no confidence interval reported						nearest SNP		chrXIII		17896505																										associated marker ± 1 Mb		chrXIII		16896505		chrXIII		18896505				chrXIII		17896505														associated marker ± 1 Mb		chrXIII		16896505		chrXIII		18896505				chrXIII		17896505														associated marker ± 1 Mb		chrXIII		16896505		chrXIII		18896505

		QTL		QTL mapping		Wark et al. 2012 G3		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		lateral line: neuromast pattern main trunk line anterior		behaviour and sensory system		39.60		chrXXI		no confidence interval reported						nearest SNP		chrXXI		4004587																										associated marker ± 1 Mb		chrXXI		3004587		chrXXI		5004587				chrXXI		6653000														associated marker ± 1 Mb		chrXXI		5653000		chrXXI		7653000				chrXXI		8148735														associated marker ± 1 Mb		chrXXI		7148735		chrXXI		9148735

		QTL		QTL mapping		Wark et al. 2012 G3		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		lateral line: neuromast pattern main trunk line anterior		behaviour and sensory system		39.60		chrXXI		no confidence interval reported						nearest SNP		chrXXI		4500405																										associated marker ± 1 Mb		chrXXI		3500405		chrXXI		5500405				chrXXI		7148818														associated marker ± 1 Mb		chrXXI		6148818		chrXXI		8148818				chrXXI		8644553														associated marker ± 1 Mb		chrXXI		7644553		chrXXI		9644553

		QTL		QTL mapping		Wark et al. 2012 G3		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		lateral line: neuromast pattern main trunk line posterior		behaviour and sensory system		12.80		chrXXI		no confidence interval reported						nearest SNP		chrXXI		4500405																										associated marker ± 1 Mb		chrXXI		3500405		chrXXI		5500405				chrXXI		7148818														associated marker ± 1 Mb		chrXXI		6148818		chrXXI		8148818				chrXXI		8644553														associated marker ± 1 Mb		chrXXI		7644553		chrXXI		9644553

		QTL		QTL mapping		Wark et al. 2012 G3		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		lateral line: neuromast pattern main trunk line posterior (plates only)		behaviour and sensory system		25.30		chrXXI		no confidence interval reported						nearest SNP		chrXXI		4500405																										associated marker ± 1 Mb		chrXXI		3500405		chrXXI		5500405				chrXXI		7148818														associated marker ± 1 Mb		chrXXI		6148818		chrXXI		8148818				chrXXI		8644553														associated marker ± 1 Mb		chrXXI		7644553		chrXXI		9644553

		QTL		QTL mapping		Wark et al. 2012 G3		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		main trunk line anterior plates		defence		16.00		chrXXI		no confidence interval reported						nearest SNP		chrXXI		4500405																										associated marker ± 1 Mb		chrXXI		3500405		chrXXI		5500405				chrXXI		7148818														associated marker ± 1 Mb		chrXXI		6148818		chrXXI		8148818				chrXXI		8644553														associated marker ± 1 Mb		chrXXI		7644553		chrXXI		9644553

		QTL		QTL mapping		Wark et al. 2012 G3		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		main trunk line posterior plates		defence		12.50		chrXXI		no confidence interval reported						nearest SNP		chrXXI		4500405																										associated marker ± 1 Mb		chrXXI		3500405		chrXXI		5500405				chrXXI		7148818														associated marker ± 1 Mb		chrXXI		6148818		chrXXI		8148818				chrXXI		8644553														associated marker ± 1 Mb		chrXXI		7644553		chrXXI		9644553

		QTL		QTL mapping		Wark et al. 2012 G3		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		total plates		defence		13.30		chrXXI		no confidence interval reported						nearest SNP		chrXXI		4500405																										associated marker ± 1 Mb		chrXXI		3500405		chrXXI		5500405				chrXXI		7148818														associated marker ± 1 Mb		chrXXI		6148818		chrXXI		8148818				chrXXI		8644553														associated marker ± 1 Mb		chrXXI		7644553		chrXXI		9644553

		QTL		QTL mapping		Wark et al. 2012 G3		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		lateral line: grooves		behaviour and sensory system		9.10		chrXXI		no confidence interval reported						nearest SNP		chrXXI		5716516																										associated marker ± 1 Mb		chrXXI		4716516		chrXXI		6716516				chrXXI		8364929														associated marker ± 1 Mb		chrXXI		7364929		chrXXI		9364929				chrXXI		9860664														associated marker ± 1 Mb		chrXXI		8860664		chrXXI		10860664

		QTL		QTL mapping		Wark et al. 2012 G3		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		lateral line: grooves		behaviour and sensory system		9.10		chrXXI		no confidence interval reported						nearest SNP		chrXXI		5793103																										associated marker ± 1 Mb		chrXXI		4793103		chrXXI		6793103				chrXXI		8441516														associated marker ± 1 Mb		chrXXI		7441516		chrXXI		9441516				chrXXI		9937251														associated marker ± 1 Mb		chrXXI		8937251		chrXXI		10937251

		QTL		QTL mapping		Wark et al. 2012 G3		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		lateral linegrooves		behaviour and sensory system		9.10		chrXXI		no confidence interval reported						nearest SNP		chrXXI		7002178																										associated marker ± 1 Mb		chrXXI		6002178		chrXXI		8002178				chrXXI		9650591														associated marker ± 1 Mb		chrXXI		8650591		chrXXI		10650591				chrXXI		11146326														associated marker ± 1 Mb		chrXXI		10146326		chrXXI		12146326

		QTL		QTL mapping		Wark et al. 2012 G3		BC Paxton benthic female x JP Pacific Ocean marine male cross		marine_freshwater		G. aculeatus		lateral line: neuromast number main trunk line posterior		behaviour and sensory system		36.00		chrXXI		no confidence interval reported						nearest SNP		chrXXI		7904439																										associated marker ± 1 Mb		chrXXI		6904439		chrXXI		8904439				chrXXI		10552852														associated marker ± 1 Mb		chrXXI		9552852		chrXXI		11552852				chrXXI		12048587														associated marker ± 1 Mb		chrXXI		11048587		chrXXI		13048587

		QTL		QTL mapping		Yong et al. 2016 G3		(CA Matadero stream female x BC Paxton limnetic male) x CA Matadero female backcross		stream_limnetic		G. aculeatus		red throat chroma		pigmentation		1.33		chrIX				9				peak marker		chrIX		1273244																										associated marker ± 1 Mb		chrIX		273244		chrIX		2273244				chrIX		1273244														associated marker ± 1 Mb		chrIX		273244		chrIX		2273244				chrIX		1273244														associated marker ± 1 Mb		chrIX		273244		chrIX		2273244

		QTL		QTL mapping		Yong et al. 2016 G3		(CA Matadero stream female x BC Paxton limnetic male) x CA Matadero female backcross		stream_limnetic		G. aculeatus		red spine chroma		pigmentation		6.31		chrVI				6				peak marker		chrVI		657036																										associated marker ± 1 Mb		chrVI		1		chrVI		1657036				chrVI		4401655														associated marker ± 1 Mb		chrVI		3401655		chrVI		5401655				chrVI		1230631														associated marker ± 1 Mb		chrVI		230631		chrVI		2230631

		QTL		QTL mapping		Yong et al. 2016 G3		(CA Matadero stream female x BC Paxton limnetic male) x CA Matadero female backcross		stream_limnetic		G. aculeatus		red throat chroma		pigmentation		4.62		chrVI				6				peak marker		chrVI		6312798																										associated marker ± 1 Mb		chrVI		5312798		chrVI		7312798				chrVI		7314709														associated marker ± 1 Mb		chrVI		6314709		chrVI		8314709				chrVI		7912884														associated marker ± 1 Mb		chrVI		6912884		chrVI		8912884

		QTL		QTL mapping		Yong et al. 2016 G3		(CA Matadero stream female x BC Paxton limnetic male) x CA Matadero female backcross		stream_limnetic		G. aculeatus		red throat chroma		pigmentation		2.95		chrXII				12				peak marker		chrXII		548804																										associated marker ± 1 Mb		chrXII		1		chrXII		1548804				chrXII		548804														associated marker ± 1 Mb		chrXII		1		chrXII		1548804				chrXII		1430130														associated marker ± 1 Mb		chrXII		430130		chrXII		2430130

		QTL		QTL mapping		Yoshida et al. 2014 PLoS Genet		JP (Japan Sea female x Pacific Ocean male) x JP Pacific Ocean male backcross		marine_marine		G. aculeatus, G. nipponicus		caudal plate height		defence		10.60		chrIX				9		ss120258477		peak marker		chrIX		14076299																										associated marker ± 1 Mb		chrIX		13076299		chrIX		15076299				chrIX		8127091														associated marker ± 1 Mb		chrIX		7127091		chrIX		9127091				chrIX		8127091														associated marker ± 1 Mb		chrIX		7127091		chrIX		9127091

		QTL		QTL mapping		Yoshida et al. 2014 PLoS Genet		JP (Japan Sea female x Pacific Ocean male) x JP Pacific Ocean male backcross		marine_marine		G. aculeatus, G. nipponicus		ectocoracoid bone length		defence		26.70		chrXIX				19		Cyp19B1		peak marker		chrXIX		7400263																										associated marker ± 1 Mb		chrXIX		6400263		chrXIX		8400263				chrXIX		16664651														associated marker ± 1 Mb		chrXIX		15664651		chrXIX		17664651				chrXIX		17036715														associated marker ± 1 Mb		chrXIX		16036715		chrXIX		18036715

		QTL		QTL mapping		Yoshida et al. 2014 PLoS Genet		JP (Japan Sea female x Pacific Ocean male) x JP Pacific Ocean male backcross		marine_marine		G. aculeatus, G. nipponicus		pelvic spine length		defence		16.60		chrXIX				19		Cyp19b		peak marker		chrXIX		7400263																										associated marker ± 1 Mb		chrXIX		6400263		chrXIX		8400263				chrXIX		16664651														associated marker ± 1 Mb		chrXIX		15664651		chrXIX		17664651				chrXIX		17036715														associated marker ± 1 Mb		chrXIX		16036715		chrXIX		18036715

		QTL		QTL mapping		Yoshida et al. 2014 PLoS Genet		JP (Japan Sea female x Pacific Ocean male) x JP Pacific Ocean male backcross		marine_marine		G. aculeatus, G. nipponicus		pelvic spine length		defence		27.20		chrXIX				19		Stn256		peak marker		chrXIX		10402191																										associated marker ± 1 Mb		chrXIX		9402191		chrXIX		11402191				chrXIX		13662723														associated marker ± 1 Mb		chrXIX		12662723		chrXIX		14662723				chrXIX		14034787														associated marker ± 1 Mb		chrXIX		13034787		chrXIX		15034787
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