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Fig. 2 Map of partial sequences of six di-allelic vic genes and two
MAT idiomorphs of Cryphonectria parasitica with primer binding
positions. Sequences are designated with their GenBank accession
numbers. Black lines represent introns, while green bars denote
exon regions and red bars primer sequences. Black box: Alignment

of vic7 sequences. For the vic7 locus, ten sequences were generated
newly (MH836570 –MH836579; black lines) and analyzed togeth-
er with KP743739, KP743740, and jgi|Crypa2|231853| to determine
the exon and intron regions in the alignment (green bars)
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Fig. 3 Detection of both mating types in the same isolate. a Two
NED-labeled peaks (black) were present in the same electrophero-
gram of the isolate D577 of Cryphonectria parasitica (orange
peaks: DNA size standard). b Verification of heterokaryotic strains
applying two single PCR reactions according to Marra and

Milgroom (2001), which amplify the MAT1–1 (M1) and MAT1–2
(M2) loci specifically, and using the same protocol in a duplex (Dp).
The concentration of the PCR product yielded varied considerable
and the larger fragment (MAT1–1) from the duplex reaction was in a
few cases practically invisible on the gel image
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